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Figure S1. Proportions of white blood cells subpopulations in the groups of patients
with LEAD (lower extremity artery disease), AAA (abdominal aortic aneurysm) and
CVD (chronic venous disease). Data was collected from blood morphology tests. LEU
— leukocytes, NEU — neutrophils, LYMPH —
eosinophils, BAS — basophils.

lymphocytes, MON — monocytes, EOS —
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value. LEAD - lower extremity artery disease, AAA - abdominal aortic aneurysm, CVD

Figure S2. Boxplot presenting log10 of Cook’s distances of miRNAs across samples.
Whiskers define a range between minimum and maximum value of Cook’s distance,
boxes range between 25% and 75% quartile, horizontal lines inside boxes mark median

- chronic venous disease.
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Figure S3. Quality control plots generated for results of differential miRNA expression
analysis performed by DESeq2 package between 40 LEAD and 34 CVD patients. (A)
MA plot showing log2 fold changes of differentially expressed miRNAs against means

of normalized counts. (B) Distribution of p values.
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Figure S4. Quality control plots generated for results of differential miRNA expression
analysis performed by DESeq2 package between 40 LEAD and 28 AAA patients. (A)
MA plot showing log2 fold changes of differentially expressed miRNAs against means

of normalized counts. (B) Distribution of p values.
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Figure S5. Quality control plots generated for results of differential miRNA expression
analysis performed by DESeq2 package between 28 AAA and 34 CVD patients. (A)
MA plot showing log2 fold changes of differentially expressed miRNAs against means

of normalized counts. (B) Distribution of p values.



Sensitivity

Sensitivity

Sensitivity

Sensitivity

hsa-mir-135b_hsa-miR-135b-5p

00
o 3313 (0450, 0.7865)
< |
o
o | AUC: 0.656 (0.526-0.786)
© T T T T T T T 1
1.2 0.8 0.4 0.0
Specificity
hsa-mir-7641-2_hsa-miR-7641
00
o 3.44440.475, 0.786)
< |
o
o | AUC: 0.646 (0.514-0.777)
© T T T T T T T 1
1.2 0.8 0.4 0.0
Specificity
hsa-mir-1303_hsa-miR-1303
« _| 291440 425, 0.857)|
o
< |
o
o | AUC: 0.629 (0.495-0.762)
© T T T T T T T 1
1.2 0.8 0.4 0.0
Specificity

hsa-mir-31_hsa-miR-31-3p

00

®

< |

o

o | AUC: 0.749 (0.634-0.864)

© T T T T T T T 1
1.2 0.8 0.4 0.0

Specificity

Sensitivity

Sensitivity

Sensitivity

hsa-mir-205_hsa-miR-205-5p

[ee]
©
q_. i 2602 (0.675, 0.536)
o
o | C: 0.558 (0.420-0.696)
© T T T T T T 1
1.2 0.8 04 0.0
Specificity
hsa-mir-4531_hsa-miR-4531
«©
=] 4.6)% (0.450, 0.750)
<
o
o | C: 0.521 (0.381-0.660)
© T T T T T T 1
1.2 0.8 04 0.0
Specificity
hsa-mir-124-1_hsa-miR-124-3p
foe) ] 4,841 (0.225,
©
<
o
o | AUC: 0550 (0.410-0.690)
© T T T T T T 1
1.2 0.8 04 0.0
Specificity

Sensitivity

Sensitivity

Sensitivity

hsa-mir-7641-1_hsa-miR-7641

7] 5.302 (0,400, 0.964]
o]
g
< |
o
o | UC: 0,629 (0.496-0.761)
© T T T T T T 1
1.2 0.8 0.4 0.0
Specificity

hsa-mir-124-3_hsa-miR-124-3p

2]
<
<
[=]
N 000, 0.179
o | AUC: 0.562 80.421-0‘702)
© T T T T T T T 1
1.2 0.8 0.4 0.0
Specificity

hsa-mir-124-2_hsa-miR-124-3p

2o}
<
— 3.456 (0,550, 0.643)
< ]
o
o | AUC: 0,585 (0.447-0.723)
© T T T T T T T 1
1.2 0.8 0.4 0.0
Specificity

Figure S6. Receiver Operating Characteristics (ROC) analysis plots performed for 10
miRNA transcripts selected from LEAD vs. AAA comparison. LEAD - lower extremity

artery disease, AAA - abdominal aortic aneurysm.
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Figure S7. Receiver Operating Characteristics (ROC) analysis plots performed for 8
miRNA transcripts selected from LEAD vs. CVD comparison. LEAD - lower extremity

artery, CVD - chronic venous disease.
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Figure S8. Receiver Operating Characteristics (ROC) analysis plots performed for 17

miRNA transcripts selected from AAA vs. CVD comparison. AAA - abdominal aortic

aneurysm, CVD - chronic venous disease.
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Figure S9. Boxplots presenting expression of miRNAs in relation to their statistically
significantly associated categorical characteristics of study population, as resulted
from two-sided Mann-Whitney U test.



