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Supplementary Figure S1. Sequence alignment analysis of white genes from T

dendrolimi, Drosophila melanogaster, Bombyx mori and Apis mellifera.
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Supplementary Figure S2. Sequence alignment analysis of laccases 2 genes from T.

dendrolimi, Drosophila melanogaster, Bombyx mori and Apis mellifera.
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Supplementary Figure S3. Dissection-based isolation of Trichogramma dendrolimi

Pupae from Antheraea pernyi Eggs. (A) Bisected A. pernyi egg halves revealing
internal 7. dendrolimi pupa; (B) Dissected 7. dendrolimi pupa from an 4. pernyi egg;
(C) Removed hydrophobic black matrix encapsulating 7. dendrolimi pupa in A. pernyi
egg; (D) T dendrolimi pupa devoid of hydrophobic black matrix post-removal; Scale

bar =400 um.
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Supplementary Figure S4. Dissection-based isolation of Trichogramma ostriniae Pupae
from Ostrinia furnacalis Eggs. (A) O. furnacalis egg parasitized by T. ostriniae (black
coloration indicates parasitized eggs); Scale bar =400 um; (B) Dissection of 7. ostriniae
pupae from O. furnacalis eggs; Scale bar = 400 pm; (C) Chorionic remnants of O.
furnacalis host egg after dissection; Scale bar = 200 um; (D) Dissected 7. ostriniae

pupa isolated from O. furnacalis egg chorion; Scale bar = 200 um.
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Supplementary Figure S5. Soaking-mediated RNAi in Trichogramma wasps. (A)
Preparation of artificial host eggs; (B) Trichogramma pupae that soaked in dsRNA

solutions within artificial host eggs.
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Supplementary Figure S6. Microinjection-mediated RNA1i in Trichogramma wasps. (A)
Mounting Trichogramma pupae on an agar substrate for microscopic manipulation; (B)

Glass needle used for microinjection; (C) Microinjection into a Trichogramma pupa.



6d Before silencing 8d dsGFP control 8d dswhite treatment

Y,
A

6d Before silencing 8d  dsGFP control 8d dswhite treatment

Supplementary Figure S7. Phenotypes of 7. dendrolimi before and after white gene
silencing. Left panel: The synchronized prepupa (6" day post-parasitism) before
dsRNA treatment. Middle panel: After 48 hours dsRNA treatment, pupa (8™ day post-
parasitism) treated with dsGFP. Right panel: After 48 hours dsRNA treatment, pupa

(8™ day post-parasitism) treated with dswhite.
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4d Before silencing 6d dsGFP control 6d dswhite treatment

Supplementary Figure S8. Phenotypes of 7. ostriniae before and after white gene
silencing. Phenotypes of 7. ostriniae before and after white gene silencing. Left panel:
The synchronized prepupa (4™ day post-parasitism) before dsSRNA treatment. Middle
panel: After 48 hours dsRNA treatment, pupa (6" day post-parasitism) treated with
dsGFP. Right panel: After 48 hours dsSRNA treatment, pupa (6™ day post-parasitism)
treated with dswhite.
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1.Td-white ATGTCCAAATCAAAAGAAACTGATTCTTTACTEAGTGAATATCATTTGAAAAAAAATTCATABGAAACCATTCTIAAGATAGATAATGGTGCAGA
2. To-white ATGTCCAAATCAAAAGAAACTGATTCTTTACTEABTGAATATCATTTGAAAAAAAATTCATABIGAAACCATTCTGAAGATAGATAATGGTGCAGA
10 120 10 150 10 n 10 190

1. Td-white BIGACAATGGTCAATTTGATTCATCATCAAAAACGAGTAAAAAAAAAAGTTCEBGATTTTCACAATTABGAGTCCAAAAAGATTTCTATGACCTACT
2. To-white IGACAATIGTCAATTTGATTCATCATCAAAAACGAGTAAAAAAAAAAGTTCIGATTTTCACAATTA.GAGTCCAAAAAGATTTCTATGACCTACT

.Td-white CATGGAGCAATATTAATGTCTATCATGTTCTACCTGATAAAAGTATATGGAGACCTTTTAMTAAAAGACAATCAAAAAATTCAAATAAAAAACAT
. To-white CATGGAGCAATATTAATGTCTATCATGTTCTACCTGATAAAAGTATATGGAGACCTTTTABMTAAAAGACAATCAAAAAATTCAAATAAAAAACAT
2% %0 30 320 20 ) 3% 20 370 0

N

. Td-white CTTCTACGEGACGTATCTGGAATAGCCTATCCAGGGGAGTTGCTAGTTATAATGGGGTCATCGGGAGCTGGEMAAAACTACTTTATTAAATGTTTT

. To-white CTTCTACGEMGACGTATCTGGAATAGCCTATCCHMGGGGAGTTGCTAGTTATAATGGGETCATCGGGAGCTGGGAAAACTACTTTATTAAATGTTTT
%0 Yy 20 - w0 ) w0 i

. Td-white AACTTTTCGTTATCATTCCGAAATGAACGTEATCHMGGCAGAATTGCAGTAAABGGEAAAAAAGTGAATTCIAATGTGCTAGCATCTCAAATGGCTT

. To-white AACTTTTCGTTATCATTCCGAAATQAACGTGTCGQGCAGAATTGFAGTAAA-GGGAAAAAAGTGAATTCIAATGTGCTAGCATCTCAAATGGCTT

o=

N

GSRNA
.Td-white ATGTTCAGCAAGATGATTTATTTATAGGTACGCTGACAGTTAAAGAACATCTTTTATTTCAAGCCCTTGTTCGAATGGATAAAGAAATACCATAT
. To-white. ATGTTCAGCAAGATGATTTATTTATAGGTACGCTGACAGTTAAAGAACATCTTTTATTTCAAGCCCTTGTTCGAATGGATAAAGAAATACCATAT

[N

dSRNA

. Td-white CAACAACGCATAAGGAGAGTGAATGAAGTCATATCAGAGCTEGCACTAACGAAAAGTAGAAATACCGTCATCGGAATAGCTGGGCGACTAAAAGG
. To-white CAACAACGCATAAGGAGAGTEAATGAAGTCATATCAGAGCTEGCACTAACGAAAAGTAGAAATACCGTCATCGGAATAGCTGGCGACTAAAAGG
) 0 P ) no 70 ™ 2 750 0

[N

dSRNA

. Td-white CATATCTGGTGGEMGAAATGAAGAGACTTTCATTEGCTTCTGAAGTGTTGACAGATCCTCCTCTAATGTTTTGTGATGAACCTACCTCTGGTCTCG

. To-white CATATCTGGTGGEGAAATGAAGAGACTTTCATTEIGCTTCTGAAGTGTTGACAGATCCTCCTCTAATGTTTTGTGATGAACCTACCTCTGGTCTCG
™ 7o 0 00 80 0 0o 0 250

N

dsRNA
. Td-white ACTCATTTATGGCTCACCAGGTCATATCAGTTCTGAAAAAATTAGCTGCACGTGGAAAGACAATTATAACBACACTGCACCAGCCATCATCTGAA
. To-white ACTCATTTATGGCTCACCAGGTCATATCAGTTCTGAAAAAATTAGCTGCACGTGGAAAGACAATTATAACGACACTGCACCAGCCATCATCTGAA

N

dSRNA
.Td-white ATCTTTAGTATGTTTGATAAAATATTGTTGATTGCBGAAGGTAGAGTTGCATTCATGGGCACAAGTGATGAAGCTTGTAATTTTTTCAGATCCTT
. To-white ATCTTTAGTATGTTTGATAAAATATTGTTGATTGCIGAAGGTAGAGTTG_CATTCATGGG_CACAAGTGATGAAGCTTGTA_ATTTTTTCAG_ATCCTT

N

dSRNA
. Td-white GGGTGCAGCTTGTCCGAGTAATTATAACCCTGCAGATTATTTTATACAACTGCTAGCGGTTGTTCCCAGTAAAGAAGCTGCTTGTCGACATGCHEA
. To-white GGGTQCAGCTTGTCCGAGTAATTA_TAACCCTGCAGATTATTTTATACAACTGCTAGCIGTTGTTCYCCAGTAAAGAAGCTGCTTGTCGACATGCGA

o=

dsRNA

1.Td-white TAAATACTGTTTGTGATAAATTTGCTGAAAGTGATGTTGGTTTGAAAATTCTGCATCAACTTAAAACTATTTCTAATGTAGAAGATGCAGCATAR

2.To-white TAAATACTGTTTGTGATAAATTTGCTGAAAGTGATGTTGGTTTEAAAATTCTGCATCAACTTAAAACTATTTCTAATGTAGAAGATGCAGCATAR
1150 1160 1170 110 1.1%0 1200 1220 123

dSRNA
1.Td-white GATTCAAAAAATGAAAACTTATACAATGCAATGACGTATAAAGCAAGCTGGTTTGAACAATTTAGAGCAGTATTGTGGCGATCGTGGATTTCGAT
2. To-white GATTCAAAAAATGAAAACTTATACAATGCAATGACGTATAAAGCAAGCTGGTTTGAACAATTTAGAGCAGTATTGTGGCGATCGTGGATTTCGAT

dsRNA
1.Td-white TGTCAAAGAGCCAATTTTAATAAAAGTTCGACTTCTTCAAACAATAATGATTTCAATTCTTATTGGTTTEATATATTTAAACCAAAAACTGGATC
2. To-white TGTCAAAGAGCCAATTTTAATAAAAGTTCGACTTCTTCAAACAATAATGATTTCAATTCTTATTGGTTTGATATATTTAAACCAAAAACTGGATC

1. Td-white AGGATGGAGTTATGAACATTAATGGAGCTCTGTTTATTTTTCTCACGAABMATGACTTTTCAAAATGTATTTGCCGTTATAAATGTCTTTTGTTCT
2. To-white AIGA_TGGAGTTATGAACATTAATG_GAGCTCTGTTTATTTTTCTCAFGAA.ATGA_CTTTTCAAAATGTATTTGCCGTTATAAATGTCTTTTGTTC

1.Td-white GAACTGCCAGTATTTTTGAGAGAAAATAAAAATGGAATGTATCGTACAGATGTTTATTTTTTIMAGCAAAACAATGGCAGAAGTACCAATATTECT
2. To-white GAACTGCCA_GTATTTTTGA.GAGAAAATAAAAATGGAATG.TATCGTACAGA_TGTTTATTTTTTGAGCAAAACAATGGCAG_AAGTACCAATATT.CT

.Td-white TGCTGTACCAATCATTTTTACTTCAGTGTCATATTTTATGATTGGGCTTTACCCAGAAGTTCAGCATTTTTTTACAACAGTTGGAATCGTTGCTT
. To-white. TGCTGTACCAATCATTTTTACTTCAGTGTCATATTTTATGATTGGGCTTTACCCAGAAGTTCAGCATTTTTTTACAACAGTTGGAATCGTTGCTT

N

. Td-white TAGTAGCTAATGTTTCTACTTCATTTGGTTACTTAATATCGTGCTCAAGCAAAAACATTTCCATGGCTCTETCAATCGGACCACCAGTGATCATC
. To-white TAGTAGCTAATGTTTCTACTTCATTTGGTTACTTAATATCGTGCTCAAGCAAAAACATTTCCATGGCTCTETCAATCGGACCACCAGTGATCATC
1720 173 1700 1750 126 1770 170 0 1500

[N

. Td-white CCATTTTTATTATTTGGAGGTTTTTTTTTAAATGCTGCGTCEMGTACCATTTTATTTTAAATGGTTTTCATACTTATCTTGGTTTCGGTATGGTAA
. To-white CCAT"ITTTTATTATTTGGAGGTTTTTTTTTAAATGCTGCGTC.GTACCATTTTATTTTAAATGGTTTTCATACTTATCTTGGTTTCGGTATGGTA

4% 1450 1160 1470 1480 1490 1900

N

. Td-white EIGAAGCTCTGCTAATTAATCAGTGGBCAGACATTGACACCATTGCGTGTACTCGATTAAACTCGACGTGTCCAAAATCAGGEITTAATGGTTTTAC
. To-white .GAAGCTCTG_CTAATTAATCAGTGGGCAGACATTGACACCATTGCGTGTACTCGATTAAACTCGACGTGTCCAAAATCAGGGTTAATGGTTTTAC
0 20 19% 150 195 1960 157 190 19%

. Td-white AAACTCTCAACTTCAAAAAGGAACACTTTTGGATGGATGTATGTGCATTAGTATTTCTEATATTGGCTTTEAGAACATTGGCTTTTACTGCTETA
. To-white AAACTCTCAACTTCAAAAAGGAACACTTTTGGATGGATGTATGTGCATTAGTATTTCT.ATATTGGCTTT.AGAACATTGGCTTTTACTGCT.TA

N

o=

. Td-white CTTTTCAAAACGTTTCGGAGAAAAAGCTAA
. To-white CTTTTCAAAACGTTTCGGAGAAAAAGCTAA

N

Supplementary Figure S9. Pairwise alignment of the white genes of T. dendrolimi and
T. ostriniae. The region corresponding to the designed RNAi fragment is highlighted in

yellow.
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1.td_laccase2 TGAARBECGEARAGATCGG! GCCAABTCG-GC WA - -

2.to_laccase2 ATGTGTGTATGTACGTGTATGI BAGCANABANATCEGEGCTCGCCGTGTGTATGTGTGTACTACCTTGCCTTTGCGCTCGCAGGAGGCCAAGTCGAGCGHIGTIMEATA

2 130 140 150 160 17 180 19 200 210
1.td_laccase2 ----- CTGCHANT - ----- GCTGEMEGTCTCEC-----==-----mmmmmmmm BGTGA- - -GATCEGATGEAGCC-------------—-o CGEAGCHGCA--GCA
2. to_laccase2 TCGCTTGICTG-GTCTCICTCTCTCTTTTTCAGTGTGCAAIGTGAATTGITCGIATGIAICCATACTACTGCTCAGGATCGGAGCIGCAAGGCA
20 240 250 260 270 280 2% 300 310 320

1. td_laccase2 G------- -CCIG-GIG-A-CGI--CCTC-GCTCC @AAGACAGCCETGECCGRGGGTGC- -~ -~ CAAGCTAAAGECEBARAACGABGGCGAE

2.to_laccase2 ACHWGEG AIGGAGGCT ETGGAGINGAG cTC GEEGCMGCCGTMGCC ETGCTGCTGCMGGCT - - - GGCHGGHACBAMNGC GG
= 370 380 3% 490 410 420 430

1.td_laccase2 AMAGAGEAG--BAACAGC------ CGATEAGIECACGGECGAGEEGCAGETCHGGABGECGIMEGAT CAGACCGCCAGCAATCCGCTGTTCGGCCAGGTGACCGCC
2. to_laccase2 AGA.A-GGGCIAACAGCCTTTTG-C-T-G-CACGIGC. GEBGCAGHTCHG GECEGEGETCG-------~- ABCAATCCGCTGTTCGGCCAGGTGACCGCC
440 450 460 470 480 500 510 520 530 540

1.td_laccase2 GACGACCAGTCGGCCCGCTACTTCTCGGCCAGCCACGGCCTGGTCCAGACCCACCCGGACTCGGCGATCTTCCAGGCGGGCTTCGGCGGCATCGACAATCTCGGCGGT
2.to_laccase2 GACGACCAGTCGGCCCGCTACTTCTCGGCCAGCCACGGCCTGGTCCAGACCCACCCGGACTCGGCGATCTTCCAGGCGGGCTTCGGCGGCATCGACAATCTCGGCGGT
550 560 570 580 590 600 610 620 630 640

1.td_laccase2 CGCTGGGGCTCGACGGCCCGGCCACCHGCCGCGCTGCGCTCGCGACCCCTGGACTACAGCGAGCGCGCCACCGCCGAGCTGCGCCGTAATCCMTCGCTCTCGGCGCCC
2.to_laccase2 CGCTGGGGCTCGACEMGCCCGGCCACCGGCCGCGCTGCGCTCGCGACCCCTGGACTACAGCGAGCGCGCCACCGCCGAGCTMCGCCGTAATCCGTCGCTCTCGGCGCCC
650 660 670 680 690 700 710 720 730 740 750
-

1.td_laccase2 GACGAGTGCGCCCGCGCCTGTCGCGAGGGCGAGCCACCGCGAATCTGCTACTATCACTTCACCCTGGAGTTTTACACGGTGCTCGGTGCGGCCTGCCAGGTGTGCACG
2. to_laccase2 GACGAGTGCGCCCGCGCCTGTCGCGAGGGCGAGCCICCICGAATCTGCTACTATCACTTCACCCTGGAGTTTTACACGGTGCTCGGTGCGGCCTGCCAGGTGTGCACG
760 770 780 790 810 820 830 840 850 860
EEEEE

1.td_laccase2 CCEAACGCCACCAACACCGTGTGGAGEICACTGCCAGTGCGTGCTGGCEMGACGGHMGTCGAGCGCGGCATCCTCACGGCCAAMMBGAATGATCCCCGGCCCGAGEMATACAG
2.to_laccase2 CCEBAACGCCACCAACACCGTGTGGAGECACTGCCAGTGCGTGCTGGCHMGACGGEGTCGAGCGCGGCATCCTCACGGCCAAMBGAATGATCCCCGGCCCGAGATACAG
870 880 890 900 910 920 930 940 950 960 970

1.td_laccase2 GTGTGCGAGGGCGATCGAGTGGTCATCGACGTGGAGAACCACATGGAGGGCCAGGAGGTCACGCTCCACTGGCACGGCGTCTGGCAGAAGGGCTCGCAGTACTACGAC
2.to_laccase2 GTGTGCGAGGGCGATCGAGTGGTCATCGACGTGGAGAACCACATGGAGGGCCAGGAGGTCACGCTCCACTGGCACGGCGTCTGGCAGAAGGGCTCGCAGTACTACGAC
980 990 1,000 1010 1020 1,030 1,040 1,050 1,060 1070 1,080

1.td_laccase2 GGCGTGCCCTTCGTCACCCAGTGCCCGATCACHMGCGGGCACGTCGTTCCGCTACCAGTGGACGGCCGGCAACGCGGGCACCCACTTCTGGCACGCTCACACGGGTCTG
2.to_| _laccase2 GGCGTGCCCTTCGTCACCCAGTGCCCHMATCACEGCGGGCACGTCGTTCCGCTACCAGTGGACGGCCGGCAACGCGGGCACCCACTTCTGGCACGCTCACACGGGTCTG
1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180

1.td_laccase2 CAGAAGATCGACGGCCTETACGGCAGCGTEATAGTGCGCCAGCCGCCGAGCAAGGACCCGAACAGCAAGCTGTACGACTACGACCTGACGACCCACGTGGTGCTCATC
2.to_laccase2 CAGAAGATCGACGGCCTGTACGGCAGCGTGATAGTGCGCCAGCCGCCGAGCAABGACCCGAACAGCAAGCTGTACGACTACGACCTGACGACCCACGTGGTGCTCATC

1,190 1200 1210 1,220 1,230 1240 1,250 1,260 1,270 1,280 1290
-

1.td_laccase2 AGCGACTGGATGCACGAGGACGCCGCCGAGCGTTTECCCGGTAGGCTGGCMGTGAACGTCGGCCAGGACCCCGAGACCGTGCTGATCAACGGCAAGGGTCAGTTCCGC
2.to_laccase2 AGCGACTGGATGCACGAGGACGCCGCCGAGCGTTTEICCCGGTAGGCTGGCHMGTMAACGTCGGCCAGGACCCCGAGACCGTGCTGATCAACGGCAAGGGTCAGTTCCGC
1,300 1310 1320 1,330 1,340 1350 1360 1370 1,380 1,390 1,400

1.td_laccase2 GACCCCAACACGGGCTTCGTCACCAACACGCCCCTCGAGGTGTTCACCATCACGCCGGGEMCGTCGCTATCGTTTCCGEMCTGATCAACGCGTTCGCCTCGGTCTGTCCG
2.to_laccase2 GACCCCAACACGGGCTTCGTCACCAACACGCCCCTCGAGGTGTTCACCATCACGCCGGGMICGTCGCTATCGTTTCCGMCTGATCAACGCGTTCGCCTCGGTCTGTCCG
1410 1,420 1,430 1,440 1,450 1,460 1470 1,480 1,490 1,500 1510
- . .

dsRNA
1.td_laccase2 GCECAGATCACCTTCCAGGGEMCACGATCTCACCGTCATAGCCACCGACGGEGAGCCHGTECAGCCCGTCAACGTCAACACCATCATCTCGTTCTCGGGCGAGCGCTAC
2.to_| _laccase2 GCHICAGATCACCTTCCAGGGECACGATCTCACCGTCATAGCCACCGACGGMGABCCEGTGCABCCCGTCAACGTCAACACCATCATCTCGTTCTCGGGCGAGCGCTAC
1,520 1530 1,540 1,550 1,560 1,570 1,580 1590 1,600 1610 1620

1 td_laccasez GACTTCGTCGTCACGGCCAATCAGCCGGTGGGCGCCTACTGGATACAGCTGCGCGGCCTCGGCGAGTGCGGCATCAAGCGCGCCCAGCAGCTCGGEMATACTGCGCTAC
2.to_laccase2 GACTTCGTCGTCACGGCCAATCAGCCGGTGGGCGCCTACTGGATACAGCTGCGCGGCCTCGGCGAGTGCGGCATCAAGCGCGCCCAGCAGCTCGGMATACTGCGCTAC
1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710 1,720

dsRNA
1.td_laccase2 GCGCGCGGACCCTATCAGCCGGCCGCCCGGCCGCCGACCTACGACGTGGGTCTGCCCCAGGGCGTGGTGCTCAATCCCCTCGACGCCATCTGCAACAGGCCGCGCGAC
2.to_laccase2 GCGCGCGGACCCTATCAGCCGGCCGCCCGGCCGCCGACCTACGACGTGGGTCTGCCCCAGGGCGTGGTGCTCAATCCCCTCGACGCCATCTGCAACAGGCCGCGCGAC
1,730 1,740 1750 1,760 1,770 1,780 1790 1,800 1810 1,820 1,830

dsRNA
1.td_laccase2 GACGCCGTCTGCGTCAGTCAGCTGAAGAACGCCGGCCACGTGGACGAGGGACTGCTGCAGGAGCGEMCCCGACGTCAAGATCTTCCTGCCGTTCCGCTTCCTCGGCTAC
2.to_laccase2 GACGCCGTCTGCGTCAGTCAGCTEMAAGAACGCCGGCCACGTGGACGAGGGACTGCTGCAGGAGCGGCCCGACGTCAAGATCTTCCTGCCGTTCCGCTTCCTCGGCTAC

1,840 1850 1,860 1,870 1880 1,890 1,900 1,910 1,920 1930 1940

INA
1.td_laccase2 AGGCCCGAGGAGGTGTTCCAGCCCAACACGTACAATCGCTATCTCGTEGCGCCCACGGGCGATCACGTEMATCTCCCTCGTEMGACGAGATCTCGTTCACGTTCCCGCCG
2. to_| _laccase2 AGGCCCGAGGAGGTGTTCCAGCCCAACACGTACAATCGCTATCTCGTGGCGCCCACGGGCGATCACGTGATCTCCCTCGTGGACGAGATCTCGTTCACGTTCCCGCCG
1950 1,960 1,970 1,980 1990 2,000 2,010 2,020 2,030 2,040 2,050

st
1.td_laccase2 TCGCCGCCGCTCTCCCAGATCCAGGACATACCECCCGAGCAGTTCTGCAACGGCGACAATCGGCCCGCCGACTGCGGCGCCAACTGCATGTGCACGCACAAGGTCGAC
2.to_laccase2 TCGCCGCCGCTCTCCCAGATCCAGGACATACCGCCCGAGCAGTTCTGCAACGGCGACAATCGGCCCGCCGACTGCGGCGCCAACTGCATGTGCACGCACAAGGTCGAC

2,060 2,070 2,080 2,090 2,100 2,110 2,120 2,130 2,140 2,150 2,160

1.td_laccase2 GTGCCGCTCAACGCCGTGGTCGAGGTCGTCCTCGTCGACGAGGTCCAGCAGCCGAATCTCTCCCATCCGTTCCATCTGCACGGCTACTCGTTCAAGGTCGTCGGCATA
2.to_laccase2 GTGCCGCTCAACGCCGTGGTCGAGGTCGTCCTCGTCGACGAGGTCCAGCAGCCGAATCTCTCCCATCCGTTCCATCTGCACGGCTACTCGTTCAAGGTCGTCGGCATE
2170 2,180 21% 2200 2210 2220 2.230 2.240 2,250 2.260
-

1.td_laccase2 GGCCGCTCGCCCGACAAGAACGTCAAGAAGATCAATCTCAAGCACGCCATCGATCTGGACAGGCGCGGACTGCTTCABMCGAGAGTTCAATCTGCCGCCGAGCAAGGAC
2.to_| _1aCCaS€2 GGCCGCTC - == == == == == = = —— — o oo oo - GCGCGGACTGCTTCAMCGGGAGTTCAATCTGCCGCCGAGCAAGGAC
2.270 2,280 2290 2,300 2.310 2.320 2,330 2.340 2,350 2,360 2.370

1. [d_'aCCaSeZ ACGATCGCCGTGCCGAACAACGGCTACGTGGTGTTCCGCTTCCGCGCCGACAATCCCGGCTACTGGCTCTTCCATTGCCACTTCCTCTTTCACATAGTCATCGGCATG
2.to_laccase2 ACGATCGCCGTGCCEMAACAACGGCTACGTGGTGTTCCGCTTCCGCGCCGACAATCCCGGCTACTGGCTCTTCCATTGCCACTTCCTCTTTCACATAGTCATCGGCATG
2,380 z_sw 2,400 2,410 2,420 2,430 2,440 2,450 2,421 2470 2,480

1 td_laccasez AATCTCATACTGCACGTGGGCACTCACGGCGATCTGCCGCCGATICCGCCGAATTTCCCGCGCTGCGGCGATCATCTGCCGCCCATACAGGCGCCCCTGCCGCTCAGT
2.to_laccase2 AATCTCATACTGCACGTGGGCACTCACGGCGATCTGCCGCCGATEMCCGCCGAATTTCCCGCGCTGCGGCGATCATCTGCCGCCCATACAGGCGCCCCTGCCGCTCAGT
2,490 2,49

1.td_laccase2 CCETATCACTGA
2.to_laccase2 CCETATCACTGA

Supplementary Figure S10. Pairwise alignment of the laccase 2 genes of T. dendrolimi
and 7. ostriniae. The region corresponding to the designed RNAi fragment is

highlighted in yellow.



