Supplementary Data File S4: Annotated alignment of aphid and planthopper UV-opsin protein sequences. See Figure 1 for species
aphid and planthopper species abbreviations. Outgroup sequences: Chrysochroa rajah (Craj) UV1-anc (WCQ76393) and UV2-der
(WCQ76394), Frankliniella occidentalis (Focc) (XP_026279762).
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Btau rhodopsin 333

Craj UV2-anc
Adif UvV2-anc
Craj_UvVl-der
Adif UVl-der
Focc_UV

Dcit UV

Pcel UV
Apis UV-anc
Rmai_ UV-anc
Mper_ UV-anc
Sfla UV-anc
Cced UV-anc
Apis UV-der
Rmai UV-der
Mper UV-der
Sfla UV-der
Cced UV-der
Ncin UV

Evit UV
Monu_UV
Nlug UV-anc
Lstr_UV-anc
Sfur UV-anc
Nlug UV-der
Lstr UV-der
Sfur UV-der
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34567890123 45 678
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-SDAQSVTTETA-SK----- G----- 387
-TDTASAVTEAS-NP-ATR-T----- 377
-SDSASVATESA-AP-NTGKI----- 376
NSNS =SSR a o === 386
-KETASAQTEAT-T---P------- H 402
=RARITANSIANAN NP S s slP= s s o= H 323
ASETQSTTTA--------------- A 377
ASETQSTTTTT-------------~- A 378
PSETQSTTTTT-------------- A 377
ASETQSTTTTT-------------~- A 378
VSETQSATTT--------------~- A 376
TETOSITIA=scssssc=sss==s A 371
TEMOSINTA=sssssscssooo=s A 371
TEOE I A -sscscocoooo=s== A 371
SIS =c=sssscssooa=s A 369
LAETQSTTTS--------------- A 369
SE-TVSTTTETTAA-TTPA------ E 380
HDNVSTTTTEAT-A-TTPA------ E 384
HDNVSTTTTEAT-A-TTPA------ E 384
-SETQSAVTETT-AS-TPAES----- 380
-SETQSAVTETT-AT-TPAE------ 379
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-SETQSTVTEST-VTATPAE------ 380
-SETQSTVTEST-VTAPPAE------ 380
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