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Table S1: Summary of SNPs at different stages of Kerria lacca 

Sample 

(Stages) 

 

Replication A_G C_T Transition A_C A_T C_G G_T Transversion Total 

 

Larvae 

1 1776 1664 3440 314 548 201 304 1367 4807 

2 1828 1811 3639 341 595 196 311 1443 5082 

3 1411 1336 2747 252 479 148 254 1133 3880 

 

Early 

Adult 

1 2365 2330 4695 376 665 234 415 1690 6385 

2 2639 2499 5138 459 788 296 461 2004 7142 

3 2415 2248 4663 406 715 255 414 1790 6453 

 

Mid 

Adult 

1 1582 1543 3125 256 449 153 264 1122 4247 

2 1495 1365 2860 245 417 129 238 1029 3889 

3 1575 1564 3139 271 469 164 277 1181 4320 

 

Late 

Adult 

1 2697 2593 5290 275 564 201 296 1336 6626 

2 2769 2696 5465 305 580 201 329 1415 6880 

3 2881 2840 5721 298 566 216 326 1406 7127 
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Table S2: SNP annotation at different stages of Kerria lacca 

Sample (Stages) Replication Upstream Exon Intron Downstream Intergenic 

 

Larvae 

1 153 2137 702 559 1229 

2 157 2166 764 591 1377 

3 126 1608 640 458 1032 

 

Early Adult 

1 207 2807 1040 701 1596 

2 255 3101 1172 757 1821 

3 214 2834 1058 701 1619 

 

Mid Adult 

1 149 1845 679 502 1050 

2 125 1604 660 457 1025 

3 163 1670 775 480 1209 

 

Late Adult 

1 232 3236 848 690 1588 

2 249 3115 1009 737 1739 

3 247 3400 1026 784 1647 

 

 

Table S3: InDel annotation at different stages of Kerria lacca 

Sample (Stages) Replication Upstream Exon Intron Downstream Intergenic 

 

Larvae 

1 82 647 438 294 523 

2 87 694 437 342 554 

3 78 608 417 286 545 

 

Early Adult 

1 78 590 393 284 476 

2 82 613 415 295 479 

3 71 610 402 292 466 

 

Mid Adult 

1 89 579 400 284 429 

2 83 606 384 297 404 

3 79 605 435 304 511 

 

Late Adult 

1 83 587 307 253 396 

2 97 577 371 289 461 

3 89 605 339 269 421 

 

 

 

 

 



Table S4: Genes associated with SNP variants 

#Ch

r 

Pos Re

f 

Al

t 

Qual Type Gene 

chr5 237467
89 

G C 254.7
5 

intergeni
c 

gene_Kerria_yunnanensis0045760.1(dist=10185),gene_Kerria_yunnanensis004
5770.1(dist=3388) 

chr5 237535

33 

T C 648.9

1 

intronic gene_Kerria_yunnanensis0045770.1 

chr5 237535
54 

T C 36.1 intronic gene_Kerria_yunnanensis0045770.1 

chr5 237535

63 

T C 332.2

6 

intronic gene_Kerria_yunnanensis0045770.1 

chr5 237535
70 

T C 705.7
1 

intronic gene_Kerria_yunnanensis0045770.1 

chr5 237767

91 

A G 148.9

3 

intergeni

c 

gene_Kerria_yunnanensis0045770.1(dist=16841),gene_Kerria_yunnanensis004

5780.1(dist=16240) 

chr5 237769
04 

T C 183.7 intergeni
c 

gene_Kerria_yunnanensis0045770.1(dist=16954),gene_Kerria_yunnanensis004
5780.1(dist=16127) 

chr5 237772

61 

T C 481.2

1 

intergeni

c 

gene_Kerria_yunnanensis0045770.1(dist=17311),gene_Kerria_yunnanensis004

5780.1(dist=15770) 

chr5 237787
20 

G A 491.1
5 

intergeni
c 

gene_Kerria_yunnanensis0045770.1(dist=18770),gene_Kerria_yunnanensis004
5780.1(dist=14311) 

chr5 237790

82 

A G 10372

.6 

intergeni

c 

gene_Kerria_yunnanensis0045770.1(dist=19132),gene_Kerria_yunnanensis004

5780.1(dist=13949) 

chr5 237790
84 

A G 1880.
46 

intergeni
c 

gene_Kerria_yunnanensis0045770.1(dist=19134),gene_Kerria_yunnanensis004
5780.1(dist=13947) 

chr4 200417

82 

C T 15372

.5 

intergeni

c 

gene_Kerria_yunnanensis0054460.1(dist=21033),gene_Kerria_yunnanensis005

4470.1(dist=32084) 

chr3 134111
15 

C T 392.0
4 

exonic gene_Kerria_yunnanensis0017940.1 

chr3 134401

94 

C T 107.9

9 

intergeni

c 

gene_Kerria_yunnanensis0017940.1(dist=17205),gene_Kerria_yunnanensis001

7950.1(dist=1720) 

chr1 730909
9 

C T 77.83 downstre
am 

gene_Kerria_yunnanensis0002510.1(dist=825) 

chr3 182602

12 

A G 14316 exonic gene_Kerria_yunnanensis0019660.1 

chr5 172760
03 

A C 374.3
3 

intronic gene_Kerria_yunnanensis0043530.1 

chr9 191876

42 

G A 2818.

56 

UTR5 gene_Kerria_yunnanensis0063370.1(Kerria_yunnanensis0063370.1:c.-

564G>A) 

chr1 153904
0 

G A 236.0
8 

splicing gene_Kerria_yunnanensis0000530.1(Kerria_yunnanensis0000530.1:exon7:c.94
3-1G>A) 

chr5 163689

91 

A G 553.6

7 

UTR3 gene_Kerria_yunnanensis0043050.1(Kerria_yunnanensis0043050.1:c.*250T>C

) 

chr5 163718
80 

G A 23633
2 

exonic gene_Kerria_yunnanensis0043050.1 

chr5 163731

90 

A G 199.2

3 

upstream gene_Kerria_yunnanensis0043050.1(dist=602) 

chr5 163731
93 

G A 198.7
7 

upstream gene_Kerria_yunnanensis0043050.1(dist=605) 

chr5 163733

32 

G A 167.2

9 

upstream gene_Kerria_yunnanensis0043050.1(dist=744) 

chr5 163742

69 

G A 407.4

9 

intergeni

c 

gene_Kerria_yunnanensis0043050.1(dist=1681),gene_Kerria_yunnanensis0043

060.1(dist=1780) 

chr5 163743

08 

A G 297.3

9 

intergeni

c 

gene_Kerria_yunnanensis0043050.1(dist=1720),gene_Kerria_yunnanensis0043

060.1(dist=1741) 

chr1 592785

7 

A T 344.2

2 

intergeni

c 

gene_Kerria_yunnanensis0001970.1(dist=32338),gene_Kerria_yunnanensis000

1980.1(dist=68938) 

chr1 592785

9 

G A 73.13 intergeni

c 

gene_Kerria_yunnanensis0001970.1(dist=32340),gene_Kerria_yunnanensis000

1980.1(dist=68936) 

chr1 102735

22 

T C 4978.

03 

UTR3 gene_Kerria_yunnanensis0003520.1(Kerria_yunnanensis0003520.1:c.*329A>

G) 

chr1 102735

23 

T C 507.6

5 

UTR3 gene_Kerria_yunnanensis0003520.1(Kerria_yunnanensis0003520.1:c.*328A>

G) 

chr1 102736

69 

T C 1205.

5 

UTR3 gene_Kerria_yunnanensis0003520.1(Kerria_yunnanensis0003520.1:c.*182A>

G) 

chr5 245770

69 

T G 183.4

9 

intronic gene_Kerria_yunnanensis0046200.1 



chr2 110569

16 

T C 17404

.5 

exonic gene_Kerria_yunnanensis0071240.1 

chr2 110581

98 

G A 1392.

52 

exonic gene_Kerria_yunnanensis0071240.1 

chr2 110582
07 

G A 7339.
22 

exonic gene_Kerria_yunnanensis0071240.1 

chr2 110583

45 

T A 14350

.1 

exonic gene_Kerria_yunnanensis0071240.1 

chr2 110588
01 

A G 9660.
6 

exonic gene_Kerria_yunnanensis0071240.1 

chr2 110598

95 

G A 4597 exonic gene_Kerria_yunnanensis0071240.1 

chr8 762599
5 

C T 77.99 intronic gene_Kerria_yunnanensis0028390.1 

chr8 762848

0 

G A 1641.

39 

exonic gene_Kerria_yunnanensis0028390.1 

chr8 763472
9 

C T 2668.
15 

exonic gene_Kerria_yunnanensis0028390.1 

chr8 763607

2 

T C 4286.

99 

exonic gene_Kerria_yunnanensis0028390.1 

chr1 209495
10 

G A 197.1
6 

intergeni
c 

gene_Kerria_yunnanensis0008070.1(dist=3749),gene_Kerria_yunnanensis0008
080.1(dist=1254) 

chr1 209513

41 

G A 1610.

83 

intronic gene_Kerria_yunnanensis0008080.1 

chr3 243202
04 

A G 3332.
08 

intergeni
c 

gene_Kerria_yunnanensis0022330.1(dist=2876),gene_Kerria_yunnanensis0022
340.1(dist=2550) 

chr3 243226

95 

A G 1342 downstre

am 

gene_Kerria_yunnanensis0022340.1(dist=59) 

chr3 243254
38 

A G 17609
.4 

upstream gene_Kerria_yunnanensis0022340.1(dist=887) 

chr5 203568

46 

T G 2369.

09 

intronic gene_Kerria_yunnanensis0044650.1 

chr5 203568
47 

T G 74.44 intronic gene_Kerria_yunnanensis0044650.1 

chr8 916215

6 

A G 406.3

6 

downstre

am 

gene_Kerria_yunnanensis0028680.1,gene_Kerria_yunnanensis0028690.1(dist=

181) 

chr8 916274
5 

C T 477.8
8 

UTR3 gene_Kerria_yunnanensis0028690.1(Kerria_yunnanensis0028690.1:c.*478G>
A) 

chr8 916537

4 

T C 4464.

76 

exonic gene_Kerria_yunnanensis0028690.1 

chr8 916543
0 

T C 3502.
8 

exonic gene_Kerria_yunnanensis0028690.1 

chr8 916894

3 

G A 277.3

8 

upstream gene_Kerria_yunnanensis0028690.1,gene_Kerria_yunnanensis0028700.1(dist=

619) 

chr5 168499
14 

A G 7941.
77 

UTR3 gene_Kerria_yunnanensis0043180.1(Kerria_yunnanensis0043180.1:c.*389T>C
) 

chr5 243175

78 

A G 739.1 exonic gene_Kerria_yunnanensis0046050.1 

chr3 133335
18 

C T 1842.
33 

intergeni
c 

gene_Kerria_yunnanensis0017920.1(dist=44714),gene_Kerria_yunnanensis001
7930.1(dist=63540) 

chr3 133573

00 

C A 756.6 intergeni

c 

gene_Kerria_yunnanensis0017920.1(dist=68496),gene_Kerria_yunnanensis001

7930.1(dist=39758) 

chr3 133574

47 

C T 1197.

81 

intergeni

c 

gene_Kerria_yunnanensis0017920.1(dist=68643),gene_Kerria_yunnanensis001

7930.1(dist=39611) 

chr1 125064

2 

A C 6274.

36 

downstre

am 

gene_Kerria_yunnanensis0000420.1(dist=417) 

chr1 125064

3 

A C 910.4

4 

downstre

am 

gene_Kerria_yunnanensis0000420.1(dist=416) 

chr3 183100

59 

C T 1341.

23 

exonic gene_Kerria_yunnanensis0019680.1 

chr3 183136

03 

T C 1447.

19 

UTR3 gene_Kerria_yunnanensis0019680.1(Kerria_yunnanensis0019680.1:c.*329T>C

) 

chr3 183176

31 

C A 1617.

57 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=3275),gene_Kerria_yunnanensis0019

690.1(dist=5280) 

chr3 183177

68 

A G 431.9

2 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=3412),gene_Kerria_yunnanensis0019

690.1(dist=5143) 

chr3 183177

95 

T G 295.9

6 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=3439),gene_Kerria_yunnanensis0019

690.1(dist=5116) 



chr3 183178

85 

A G 662.1

6 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=3529),gene_Kerria_yunnanensis0019

690.1(dist=5026) 

chr3 183181

31 

A T 107.3

1 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=3775),gene_Kerria_yunnanensis0019

690.1(dist=4780) 

chr3 183183
96 

C T 1609.
7 

intergeni
c 

gene_Kerria_yunnanensis0019680.1(dist=4040),gene_Kerria_yunnanensis0019
690.1(dist=4515) 

chr3 183185

55 

G A 1006.

01 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=4199),gene_Kerria_yunnanensis0019

690.1(dist=4356) 

chr3 183194
18 

C A 810.4
2 

intergeni
c 

gene_Kerria_yunnanensis0019680.1(dist=5062),gene_Kerria_yunnanensis0019
690.1(dist=3493) 

chr3 183194

34 

T A 826.5

8 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=5078),gene_Kerria_yunnanensis0019

690.1(dist=3477) 

chr3 183196
83 

T C 3158.
17 

intergeni
c 

gene_Kerria_yunnanensis0019680.1(dist=5327),gene_Kerria_yunnanensis0019
690.1(dist=3228) 

chr3 183205

83 

T A 369.4

1 

intergeni

c 

gene_Kerria_yunnanensis0019680.1(dist=6227),gene_Kerria_yunnanensis0019

690.1(dist=2328) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S5: Genes associated with InDel variants 

#C

hr 

Pos R

ef 

Alt Qual Len

gth 

Type Gene 

chr
5 

23775
786 

T TA 92.14 1 intergen
ic 

gene_Kerria_yunnanensis0045770.1(dist=15836),gene_Kerria_yunna
nensis0045780.1(dist=17245) 

chr

5 

23752

224 

A AT 86.62 1 intronic gene_Kerria_yunnanensis0045770.1 

chr
1 

73108
56 

T TA 128.5
2 

1 intronic gene_Kerria_yunnanensis0002510.1 

chr

4 

20028

498 

A AT 193.4

3 

1 intergen

ic 

gene_Kerria_yunnanensis0054460.1(dist=7749),gene_Kerria_yunnan

ensis0054470.1(dist=45368) 

chr
4 

20044
728 

C CA 138.2
6 

1 intergen
ic 

gene_Kerria_yunnanensis0054460.1(dist=23979),gene_Kerria_yunna
nensis0054470.1(dist=29138) 

chr

4 

20044

908 

G GA 264.5

1 

1 intergen

ic 

gene_Kerria_yunnanensis0054460.1(dist=24159),gene_Kerria_yunna

nensis0054470.1(dist=28958) 

chr
4 

20020
665 

G GA 71.2 1 UTR3 gene_Kerria_yunnanensis0054460.1(Kerria_yunnanensis0054460.1:c
.*149_*150insA) 

chr

4 

20020

763 

A AT 153.9

4 

1 downstr

eam 

gene_Kerria_yunnanensis0054460.1(dist=14) 

chr
5 

17276
000 

A AC 60.06 1 intronic gene_Kerria_yunnanensis0043530.1 

chr

5 

17291

939 

C CAAG

AA 

569.2

5 

5 intergen

ic 

gene_Kerria_yunnanensis0043530.1(dist=11976),gene_Kerria_yunna

nensis0043540.1(dist=16844) 

chr
5 

17291
943 

A AAAA
G 

3299.
97 

4 intergen
ic 

gene_Kerria_yunnanensis0043530.1(dist=11980),gene_Kerria_yunna
nensis0043540.1(dist=16840) 

chr

5 

17291

945 

A AAG 134.3

8 

2 intergen

ic 

gene_Kerria_yunnanensis0043530.1(dist=11982),gene_Kerria_yunna

nensis0043540.1(dist=16838) 

chr
1 

15369
82 

C CT 103.6 1 intronic gene_Kerria_yunnanensis0000530.1 

chr

3 

46600

84 

C CA 280.5

7 

1 intergen

ic 

gene_Kerria_yunnanensis0013800.1(dist=1296),gene_Kerria_yunnan

ensis0013810.1(dist=1036) 

chr
1 

10273
515 

T TC 8261.
39 

1 UTR3 gene_Kerria_yunnanensis0003520.1(Kerria_yunnanensis0003520.1:c
.*335_*336insG) 

chr

1 

65433

38 

C CT 86.56 1 intronic gene_Kerria_yunnanensis0002170.1 

chr
1 

65433
45 

G GT 333.0
7 

1 intronic gene_Kerria_yunnanensis0002170.1 

chr

1 

65435

76 

C CA 168.1

5 

1 intronic gene_Kerria_yunnanensis0002170.1 

chr
5 

24588
931 

T TA 135.2 1 intronic gene_Kerria_yunnanensis0046210.1 

chr

1 

20946

897 

T TA 134.5

4 

1 intergen

ic 

gene_Kerria_yunnanensis0008070.1(dist=1136),gene_Kerria_yunnan

ensis0008080.1(dist=3867) 

chr
1 

20949
051 

G GA 456.9
8 

1 intergen
ic 

gene_Kerria_yunnanensis0008070.1(dist=3290),gene_Kerria_yunnan
ensis0008080.1(dist=1713) 

chr

1 

20949

090 

A AT 126.1

6 

1 intergen

ic 

gene_Kerria_yunnanensis0008070.1(dist=3329),gene_Kerria_yunnan

ensis0008080.1(dist=1674) 

chr
3 

24343
624 

C CA 158.8
6 

1 intergen
ic 

gene_Kerria_yunnanensis0022350.1(dist=5961),gene_Kerria_yunnan
ensis0022360.1(dist=20756) 

chr

5 

20356

845 

T TG 381.9

2 

1 intronic gene_Kerria_yunnanensis0044650.1 

chr

5 

20360

950 

A AT 223.4

3 

1 downstr

eam 

gene_Kerria_yunnanensis0044650.1(dist=806) 

chr

5 

16858

160 

T TTTC 3104.

74 

3 intronic gene_Kerria_yunnanensis0043180.1 

chr

5 

16858

161 

T TTC 622.2

5 

2 intronic gene_Kerria_yunnanensis0043180.1 

chr

1 

33062

380 

T TA 100.0

2 

1 intergen

ic 

gene_Kerria_yunnanensis0012320.1(dist=5417),gene_Kerria_yunnan

ensis0012330.1(dist=4783) 

chr

1 

12498

89 

G GA 298.4

4 

1 intergen

ic 

gene_Kerria_yunnanensis0000410.1(dist=51190),gene_Kerria_yunna

nensis0000420.1(dist=1170) 

chr

1 

12500

08 

G GA 125.1

4 

1 intergen

ic 

gene_Kerria_yunnanensis0000410.1(dist=51309),gene_Kerria_yunna

nensis0000420.1(dist=1051) 

chr

1 

12593

54 

A AT 169.4

5 

1 intronic gene_Kerria_yunnanensis0000420.1 

chr

1 

12504

64 

A AAAA

AG 

203.2

4 

5 downstr

eam 

gene_Kerria_yunnanensis0000420.1(dist=595) 



chr

1 

12504

65 

A AAAA

G 

1464.

37 

4 downstr

eam 

gene_Kerria_yunnanensis0000420.1(dist=594) 

chr

1 

12504

66 

A AAAG 2254.

2 

3 downstr

eam 

gene_Kerria_yunnanensis0000420.1(dist=593) 

chr
1 

12504
67 

A AAG 197.2
8 

2 downstr
eam 

gene_Kerria_yunnanensis0000420.1(dist=592) 

chr

1 

12506

41 

A AC 779.1

3 

1 downstr

eam 

gene_Kerria_yunnanensis0000420.1(dist=418) 

chr
1 

12510
06 

T TA 2190.
62 

1 downstr
eam 

gene_Kerria_yunnanensis0000420.1(dist=53) 

chr

4 

22776

443 

C CT 7794.

8 

1 intronic gene_Kerria_yunnanensis0055150.1 

chr
4 

22776
684 

G GT 200.8
1 

1 intronic gene_Kerria_yunnanensis0055150.1 

chr

4 

16676

489 

A AT 5595.

15 

1 downstr

eam 

gene_Kerria_yunnanensis0053140.1,gene_Kerria_yunnanensis00531

50.1(dist=421) 

 


