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Other Pathways

Circadian

Aminoacy-RNA biosynthesis
Dorso-ventral axis formation
Hedgehog

Putative Transcription Factors

FoxO signaling pathway

Fanconi anemia pathway

mRNA surveillance pathway

Protein processing in endoplasmic reticulum
Toll

Nucleotide excision repair

DNA replication

RNA polymerase

Basal transcription factors
beta-Alanine metabolism

ABCs

Biosynthesis of amino acids

Hippo signaling pathway - fly

Histidine metabolism

Lysosome

Starch and sucrose metabolism
Various types of N-glycan biosynthesis
Vitamin B6 metabolism

Wingless

Endocytosis

Arginine and proline metabolism
Glycerolipid metabolism

Ribosome

Valine, leucine and isoleucine degradation
Hedgeheg signaling pathway - fly
Arginine biosynthesis

Alanine, aspartate and glutamate metabolism
Cuticular Hydrocarbon Synthesis
Propanoate metabolism

Protein export

Pentose phosphate pathway
Metabolism of xenobiotics by cytochrome P450
Circadian rhythm - fly

Porphyrin and chlorophyll metabolism
Toll and Imd signaling pathway

Insect hormone biosynthesis
ECM-receptor interaction

Pynimidine metabolism

Phagosome
Glycosylphosphatidylinositol {GPI)-anchor biosynthesis
Drug metabolism - other enzymes
Homologous recombination

MAPK signaling pathway - fly

Notch signaling pathway

Purine metabolism

TGF-beta signaling pathway

Cysteine and methionine metabolism
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GO Biological Process

tetrapyrrole metabolic process

multi-organism process

chromosome segregation

DNA strand elongation

snoRNA metabolic process

porphyrin-containing compound metabolic process
signal peptide processing

protein N-linked glycosylation

snRNA metabolic process

regulation of cellular amide metabolic process
NADH dehydrogenase complex assembly
cortical actin cytoskeleton organization

protein alkylation

snRNA processing

regulation of lipid biosynthetic process
postreplication repair

DNA packaging

protein-DNA complex subunit organization
protein ufmylation

nucleus organization

transcription elongation from RNA polymerase |l promoter
response to endoplasmic reticulum stress
guanoesine-containing compound metabolic process
cell cycle phase transition

response to organonitrogen compound

protein folding

demethylation

tRNA threonylcarbamoyladenosine metabolic procass
receptor localzation to synapse

cytoplasmic translational initiation

senne family amino acid catabolic process
mRNA metabolic process

regulation of phosphorus metabolic process
RNA phesphodiester bond hydrolysis

regulation of gene expression, epigenetic

DNA synthesis involved in DNA repair

negative regulation of biosynthetic process
pentose-phosphate shunt, non-oxidative branch
RNA polymerase Il transcriptional preinitiation complex assembly
regulation of protein stability

Golgi vesicle transport

digestion

circadian behavior

regulation of transferase activity

transcription from RNA polymerase | promoter
peptidyl-asparagine moddfication

smoathened signaling pathway

transcription from RNA polymerase |ll promoter
protein demethylation

response to heat

ribosomal large subunit biogenesis

protein acylation

protein localization to synapse

nucleotide-sugar metabolic process

regulation of RNA splicing

protein stabilization

RNA 3'-end processing

cytoplasmic translation

protein modification by small protein conjugation or removal
positive regulation of cellular biosynthetic process
protein complex localization

protein localization to cell junction

reproductive process

regulation of dephosphorylation

GPI anchor metabolic process

DNA-templated transcription, initiation
DNA-templated transcription, elongation

cellular component disassembly

protein methylation

RNA localization

posttranscriptional regulation of gene expression
protein dealkylation

peroxisome organization

transcription initiation from RNA polymerase | promoter
mRNA psaudouridine synthesis

heterochromatin organization

DNA-dependent DNA rephcation

box C/D snoRNP assembly
nucleobase-containing compound transport
RNA 5'-end processing

ribosome localzation

ncRNA 5-end processing

regulation of protein moddfication process
translational initiation

Banfora
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cell-substrate junction
endomembrane system
membrane-enclosed lumen
macromolecular complex
organelie

coated membrane

ribosome

DNA repair complex

intracebular part

preribosome, small subunit precursor
intracelular

coated vesicle
non-membrane-bounded organelie
transcription factor complex

Golgi apparatus

ribonucleoprotein granule
exosome (RNase complex)
cytoplasm

endopeptidase complex

organelar ribosome

eukaryotic 43S preinitiation complex
protein-DNA complex
EKC/KEOPS complex
endoribonuclease complex
U2-type catalytic step 2 spliceosome
ribonuclease MRP complex
exoribonuclease complex

histone deacetylase complex
prefoldin complex

cytoplasmic part

Noc complex

translation preinitiation complex
host intracellular part
celular_component

catalytic complex

cortical actin cytoskeleton
sarcomere

nuclear part

cytoplasmic ribonucleoprotein granule
membrane coat

mitochondrion

cytosol

chaperonin-containing T-complex
Prp19 complex

small nucleolar nbonucleoprotein complex

chromosome, telomeric region
nBAF complex

Lsm1-7-Pat1 complex

cell part

protein senne'threonine phosphatase complex

phosphatase complex

mitochondrial nibosome

chromosome

CuM-RING E3 ubiquitin ligase complex
SWI/SNF superfamily-type complex

eukaryotic translation initiation factor 32 complex

preribosome

aminoacyHRNA synthetase multienzyme complex

mitochondnial protein complex
mitochondnal intermembrane space



GO Molecular Function
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protein binding

RNA helicase activity

carbohydrate derivative binding

hydrolase activity, acting on acid anhydrides
transferase activity, transferring one-carbon groups
histone binding

mRNA binding

ATP binding

exoribonuclease activity, producing 5-phosphomonoesters
DNA-directed 5'-3' RNA polymerase activity
DNA binding

ligase activity

structural constituent of ribosome
molecular_function

structural molecule activity

binding

signal sequence binding

core promoter sequence-specific DNA binding
small molecule binding

nucieoside phosphate binding
N-acyltransferase activity

small ribosomal subunit rRNA binding
snoRNA binding

demethylase activity

protein phosphatase regulator activity
aminoacyHRNA editing activity
single-stranded DNA binding

nudieic acid binding

aminoacy-HRNA ligase actvity

transcription cofactor activity
methyltransferase actwity

organic cydic compound binding

transferase activity, transferring phosphorus-containing groups

translation regulator activity

nuclear export signal receptor activity
transcription factor binding

Ras GTPase binding

zinc ion binding

transferase activity

RNA binding

damaged DNA binding
nudieotidyltransferase activity
DNA-dependent ATPase activity
chromatin binding

peptidyl-prolyl cis-trans isomerase activity
misfolded protein binding
macromolecular complex binding

anion binding

U1 snRNA binding

translation requlator activity, nucleic acid binding
ion binding

heat shock protein binding

heterocyclic compound binding



