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Supplementary data A5 

Parameters setting used in transcriptomic analyses  

 

No. Programs Parameters 

1 Trinity v2.0.6 - - min_contig_length 150  - - CPU 8 - - min_kmer_cov 3 - -

min_glue 3 --bfly_opts '-V 5 --edge-thr=0.1 --stderr' 

2 Tgicl v2.0.6 -l 40 -c 10 -v 25 -O '-repeat_stringency 0.95 -minmatch 35 

-minscore 35' 

3 Blast2GO v2.5.0 default 

4 TransDecoder v3.0.1 default 

5 Bowtie2 v2.2.5 -q --phred33 --sensitive --dpad 0 --gbar 99999999 --mp 1,1 

--np 1 --score-min L,0,-0.1 -I 1 -X 1000 --no-mixed --no-

discordant  -p 1 -k 200 

6 RSEM v1.2.12 default 

 

 


