Supplementary

Supplementary Table S1. PERMANOVA testing for the dissimilarity of zebrafish
intestinal microbiome between the control and ESPE-treated groups based on Bray-

Curtis distance.

Df SumOfSqs R2 F Pr(>F)
Condition 1 0.1274 0.09187 0.8093 0.468
Residual 8 1.2594 0.90813
Total 9 1.3868 1.00000
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Supplementary Figure S1. The Principal Coordinates Analysis (PCoA) plot on the
zebrafish intestinal microbiome of control and ESPE-treated groups based on Bray-

Curtis distance.
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Supplementary Figure S2. Microbial profiles in the intestine of adult zebrafish in
response to ESPE supplementation and the control group, the compositions of the top
10 most abundant microbes are shown at the phylum level.



