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The R programming language (ver. 4.4.2) was used together with libraries listed in 
the References section. Exploratory data analysis (EDA) summarized the percentage of 
cells using the median (lower–upper quartile) and visualized distributions across groups 
using boxplots. To address the study hypotheses on differences between statin-treated 
groups and the control (CTRL), robust linear regression models were fitted with Statin 
and Status/Phase as predictors, including their interaction where relevant. The hypotheses 
were then evaluated using planned post hoc contrasts of estimated marginal means (em-
means), comparing each statin to CTRL within the corresponding Status/Phase strata, 
with p-values adjusted for multiple testing using Dunnett’s method [1-13]. 

 
Figure S1. Percentage of ROS-positive cells by statin group. Boxplots display the per-
centage of ROS-positive cells for each statin group: line = median, box = lower/upper quar-
tile, whiskers = most extreme values within 1.5×(upper–lower quartile), points beyond 
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whiskers = potential outliers, black diamond = mean. Individual points represent values 
from the individual PDAC cell lines (n = 3). 

 
Figure S2. Mitochondrial membrane potential categories by statin group. Boxplots show 
the percentage of cells in each mitochondrial status category (Live, Live depolarized, Death 
depolarized, Dead) for each statin group. Boxplots display Cells (%) by statin group: line = 
median, box = lower/upper quartile, whiskers = most extreme values within 1.5×(upper–
lower quartile), points beyond whiskers = potential outliers, black diamond = mean. Indi-
vidual points represent values from the individual PDAC cell lines (n = 3). 

 
Figure S3. Cell-cycle phase distribution by statin group. Boxplots show the percentage of 
cells in each cell-cycle phase (G0/G1, S, G2/M) for each statin group. Boxplots display Cells 
(%) by statin group: line = median, box = lower/upper quartile, whiskers = most extreme 
values within 1.5×(upper–lower quartile), points beyond whiskers = potential outliers, black 
diamond = mean. Individual points represent values from the individual PDAC cell lines (n 
= 3). 
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Figure S4. Annexin V/7-AAD apoptosis categories by statin group. Boxplots show the per-
centage of cells classified as Live, Early apoptotic, Late apoptotic, or Dead based on Annexin 
V/7-AAD staining for each statin group. Boxplots display Cells (%) by statin group: line = 
median, box = lower/upper quartile, whiskers = most extreme values within 1.5×(upper–
lower quartile), points beyond whiskers = potential outliers, black diamond = mean. Indi-
vidual points represent values from the individual PDAC cell lines (n = 3). 
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Figure S5. Full statistical output for the MTT viability test. Tables summarize the statistical 
comparisons of each statin treatment versus the corresponding DMSO control within each 
PDAC cell line (PDAC-1, PDAC-2, PDAC-3) at each concentration (5, 10, 20 μM) and time 
point (24–120 h) (n = 3). For each setting, the left table reports significance codes (***p<0.001, 



Int. J. Mol. Sci. 2026, 27, x FOR PEER REVIEW 5 of 5 
 

https://doi.org/10.3390/xxxxx 

**p<0.01, *p<0.05, ns – not significant) and the corresponding numerical p-values are pro-
vided in separate tables (right) in scientific notation. Abbreviations: atorvastatin (AT), 
fluvastatin (FL), lovastatin (LO), pitavastatin (PI), pravastatin (PR), rosuvastatin (RO), 
simvastatin (SI). 
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