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Table S1. Plasmids involved in this experiment.

Plasmids Characteristic

References/Source

+ + . .
pBAMI Amp", Kan", tnpA gene, RO6KOFiV replicon,
OriT gene

Amp*, Kan", Ori replicon, nptll promoter,
pCHKW Cry3Aa-T-HasA gene

Spec*, Kan*, tmpA gene, R6KOriV replicon,
pMCSW OriT gene, nptll promoter, gfp gene

Spec*, Kan*, tnpA gene, R6KOriV replicon,
pCHSW OriT gene, nptll promoter, Cry3Aa-T-HasA
gene

Martinez-Garcia et al. (2011)

Han et al. (2024)

This work

This work

Note: Amp': ampicillin resistance gene; Kan™: kanamycin resistance gene; Spec’: spectinomycin

resistance gene
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Figure S1. The pMCSW plasmid and digestion electrophoresis. A: The pMCSW plasmid; B:
plasmid digestion electrophoresis. mCherry: red fluorescent protein; KanR: kanamycin resistance
gene; Sacl/ BamH]I: restriction endonuclease; SmR: spectinomycin resistance gene; oriT: origin
of transfer for conjugation; R6KoriV: replication origin; ME-O/ME-I: recognition sites for
transposase; tnp: transposase; nptll: promoter. M: 1kb DNA Marker; 1: pMCSW plasmid
digestion products (Sacl and BamHI); 2: pMCSW plasmid.
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Figure S2. The pCHSW plasmid and digestion electrophoresis. A: The pCHSW plasmid; B:
plasmid digestion electrophoresis. Cry3Aa-T: insecticidal toxin gene; Sacl/ BamHI: restriction
endonuclease; SmR: spectinomycin resistance gene; oriT: origin of transfer for conjugation;
R6KoriV: replication origin; ME-O/ME-I: recognition sites for transposase; HasA: secrete
signal; KanR: kanamycin resistance gene; tnp: transposase; nptll: promoter. M: 1kb DNA

Marker; 1: pMCSW plasmid; 2: pMCSW plasmid digestion products (Sacl and BamHTI).
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