
Supplementary Figures 

 
Figure S1. Integrative clustering analyses performed with k = 3 and k = 4. 

 

Figure S2. Overall Survival of CS1 and CS2 Stratified by Radiotherapy Status in the TCGA 
cohort. 



 

Figure S3. Comparative analyses using the full CS2 feature set. A. GO functional enrichment 
analysis of full biomarkers. B-D. Kaplan–Meier curves showing OS differences between subtypes 
across B. GSE84437, C. GSE26253, and D. GSE15459 cohorts. 

  



Supplementary Tables 

Table S1. Sample size and event distribution across training and validation cohorts. 

dataset N_t
otal 

DCB_Y
_events 

NDB_N_n
onevents 

Y_rate feat
ures 

EPV_events_
per_feature 

NPV_nonevents
_per_feature 

Training 42 24 18 0.5714
28571 

1 24 18 

Gide et 
al.-PD1 

41 25 16 0.6097
56098 

1 25 16 

Gide et 
al.-
PD1&CT
LA4 

32 26 6 0.8125 1 26 6 

Nathanso
n et al. 

15 4 11 0.2666
66667 

1 4 11 

Kim et al. 45 12 33 0.2666
66667 

1 12 33 

 

Table S2. Confusion and performance metrics of the PCA-based logistic regression model. 

dataset Accurac
y 

Balance
dAcc 

Sensitiv
ity 

Specific
ity 

PPV NPV F1 Thresho
ld 

Training 
(OOF) 

0.72142
8571 

0.72569
4444 

0.69583
3333 

0.75555
5556 

0.79146
9194 

0.65071
7703 

0.74057
6497 

0.54142
9769 

Gide et 
al.-PD1 

0.48780
4878 

0.4675 0.56 0.375 0.58333
3333 

0.35294
1176 

0.57142
8571 

0.54142
9769 

Gide et 
al.-
PD1&C
TLA4 

0.53125 0.58333
3333 

0.5 0.66666
6667 

0.86666
6667 

0.23529
4118 

0.63414
6341 

0.54142
9769 

Nathans
on et al. 

0.53333
3333 

0.60227
2727 

0.75 0.45454
5455 

0.33333
3333 

0.83333
3333 

0.46153
8462 

0.54142
9769 

Kim et 
al. 

0.31111
1111 

0.29166
6667 

0.25 0.33333
3333 

0.12 0.55 0.16216
2162 

0.54142
9769 

 

 

 


