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Potential common mechanistic linkages between PAE
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Figure S1. The flowchart of this study.
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Figure S2. 2D chemical structures of the three PAEs employed in this study. (A) dibutyl phthalate
(DBP), (B) benzyl butyl phthalate (BBP) and (C) di-(2-ethylhexyl) phthalate (DEHP).



