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KNLDTTUPVVNGTFASYVYPPTFYQLCTFTIZPV

CYP2C18 I, K S Q V D P

CYP2C9

LKSLVDT?P

KDLDTTUPVVNGFASVYVPPTFYQLTCTFTIUPYV

CYP2C19 I, K S L. I D P

CYP2B6

EDIDILTUPQECGVG KTIUPPTYOQTIRV FLZPR -

M ASPVAUP

KDIDVSPKHYVGFATTIPRNYTMST FLTPR

LKSSQS€P

CYP2A6

KDIDVSPKHYVGFATTIPRNYTMST FLTPR

CYP2A13 F K S P Q S P

CYP1B1

KMNVFSYGLTTII KTPIKS ST FIK -

P A
K V
K V

FRANZPNE

512
516

DMTPIVYGLTMEKHACCEUHT FQMOQOQTLTZ RS -

F SVPLGV -

F SVPPGYV

CYP1Al

DLTPIVYGLTMEKUHARCEU HVYVQARTLIRTEFS STIN -

CYP1A2

HAU:

504
503
502
497
493

CYP7A1 -

CYP3A4
CYP3A5

CYP2D6

CYP2E1



CYP2C8 - - - - 490

CYP2C18 - - - - 490
CYP2C9 - - - - 490
CYP2C19 - - - - 490
CYP2B6 - - - - 491
CYP2RA6 - - - - 494
CYP2A13 - - - - 494
CYP1B1 E T C Q 543
CYP1IAL - - - - 512
cypla2 - - - -

Fig. S1. The comparison of the amino-acid sequences of 15 CYP450 enzymes considered in the current study. The variations collected in Table xxx (main
manuscript) and discussed are highlighted in yellow.



CP7Al CP3A4 CP3A5 CP2D6 CP2E1l CP2C8 CP2C18 CP2C9 CP2C19 CP2B6 CP2A6 CP2A13 CP1B1 CP1Al CP1A2
CP7A1 100.00 20.85 19.10 17.62 18.46 18.81 19.69 19.91 20.35 20.31 16.89 17.32 17.25 18.86 19.08
CP3A4 20.85 100.00 84.26 21.06 24.09 25.11 24.89 24 .46 24.89 23.50 24.26 23.83 18.56 20.89 21.59
CP3A5 19.10 84.26 100.00 21.54 23.50 25.16 23.87 24.30 24.09 23.55 21.96 21.32 19.21 21.78 22.90
CP2D6 17.62 21.06 21.54 100.00 38.78 40.16 38.93 39.14 39.55 39.88 35.16 36.38 34.10 30.33 30.06
CP2E1l 18.46 24.09 23.50 38.78 100.00 56.65 56.85 57.06 57.06 46.01 47.15 47.15 28.57 29.98 29.08
CP2C8 18.81 25.11 25.16 40.16 56.65 100.00 77.14 77.96 78.16 49.69 48.98 50.82 31.71 30.38 28.42
CP2C18 19.69 24.89 23.87 38.93 56.85 77.14 100.00 81.84 80.82 47.43 48.98 50.00 31.71 29.32 27.37
CpP2C9 19.91 24.46 24.30 39.14 57.06 77.96 81.84 100.00 91.43 48.05 49.18 50.00 31.71 30.59 28.63
CpP2C19 20.35 24.89 24.09 39.55 57.06 78.16 80.82 91.43 100.00 47.84 51.02 51.43 30.87 29.75 27.16
CP2B6 20.31 23.50 23.55 39.88 46.01 49.69 47.43 48.05 47.84 100.00 51.53 53.77 31.65 29.26 27.31
CP2A6 16.89 24.26 21.96 35.16 47.15 48.98 48.98 49.18 51.02 51.53 100.00 93.52 28.30 31.38 28.60
CP2A13 17.32 23.83 21.32 36.38 47.15 50.82 50.00 50.00 51.43 53.77 93.52 100.00 29.56 32.01 29.65
CP1B1 17.25 18.56 19.21 34.10 28.57 31.71 31.71 31.71 30.87 31.65 28.30 29.56 100.00 39.45 38.43
CpP1Al 18.86 20.89 21.78 30.33 29.98 30.38 29.32 30.59 29.75 29.26 31.38 32.01 39.45 100.00 72.55

CP1A2 19.08 21.59 22.90 30.06 29.08 28.42 27.37 28.63 27.16 27.31 28.60 29.65 38.43 72.55 100.00

Fig. S2. The percent identity matrix created for amino-acid sequences of 15 CYP450 enzymes considered in the current study. The
www.ebi.ac.uk/jdispatcher/msa/muscle online server and the Clustal 2.1 algorith were used.



