
Supplementary figure 1.  Heat map shows the expression profiles of one thousand three hundred genes that are differen�ally 
expressed in a sample of bone marrow with ALL. Each column is the profile of an individual  pa�ent, each row represents the 
abundance of one transcript from very low (dark blue) to low (light blue) to very high (dark red) expression.
CONTROL: nonleukemia pa�ents  (NLPs)  


