Supplement Table 1
Supplement Table 1 Number of DEGs and parts of DEGs related to reproduction

. Number of up-regulated Number of down- .
Grouping DEGs regulated DEGs Parts of DEGs related to reproduction
STAR, 3BHSD, CYP11A41, EGFR, ADCYS,
LMI vs M2 3542 2944 AKT3, LDLR, PIK3R1and MAPK12, and so on.
Cl vs C2 930 608 STAR, LDLR, PIK3R1, ADCY5, BMPIS5,

FSHR, and CYP17A1 and so on.




Supplement Figure 1
Supplement Figure 1 The CDs sequence and the encoded protein sequence of ADCY5

1 ATGTCCAGCTCCAAAAGC LULLGGEGLTACGLGGOGEAGAC GCCGGCRTCCC CGGAACACCGCTCC 1981  AGAACCAACTCCATCGGGCACAACCCGCCTCACT GGBGBGCCGAGCGCCCCTTCTATAACCACCTGGG TGGCAACCAGETGTCCAAGGAG

WSSSKSVSPPEYAAQTAAAPASRGEGPEHRS RTNSIGHNPPHMWGAERPFYNHLGGNO UV SKE
91 GCGTGGGGAGAGGCCGACTOCCGCGCCAATGRCTACCCOCAAGCCCCOG0GGRTTCAGCOCRCRECTOCACCAAGAGAC

2071 ATGAAGCGGATGGGCTTTGAAGACCCCAAGGACAAGAATGCCCAGGAAAGT TCGAACCCTGAGGATGAAGTGGATGAATTTCTGGGCCGT

>

WGEADSRANGYPQAPGGSARGSTHKRPG GG GA

KRMGFEDPKDKNAQESSNPEDEVDEFLGEGR
181 GTGACCCCGCAGCAGCAACAGCGCCTGGCCAGCCGCTGGCGCAGCGACGACGAAGACGATCCTCCGCT GAGTGGCGAT GACCCCCTGGCC
2161 GCCATTGATGCCAGGAGCATCGACAGGCTGCGATCCGAACATGTGCGCAAGTTCCTCT TGACCTTCAGGGAGCCTGACTTAGAGAAGAAG

VTPQ@OOEARLASRWRSDDEDDPPLSGDDTPLA
AIDARSIDRLRSEHVRKFLLTFREPDLEZKHEK

271 GGGGGCTTCGGCT TCAGCTTCCGTTCCAAGTCGGCCT! GGCGACGACTGCGGTCGCGGCAGCCGGCGGCAGCGGCGG

6 GFGFSFRSKSAMWGERGGDDGGRGSRERDO RR 2251 TACTCCAAGCAAGTGGATGACCGATTCGGTGCCTACGTGGCCTGTGCCTCGCTCGTCTTCCTCTTCATCTGCTTTGTCCAGATCACCATC
361 GGCGCGECC \CCCGGGCRCCCOC GGCGGCGGTTCGGCGGCTGC GGAG Y SKQVDDRFGAYVACASLVFLFICFVAITYV

GAAGGGSTRAPPAGSGGGSAAAAAAAGGEGTE 2341 GTGCCCCACTCCGTGTTCATGTTGAGTTTCTACCTGACCTGTTTCCTGCTRCTGACCT TGGTGGTGTT TGTGTCCGTGATCTATTCTTGC
451 GTGCGCCCCCGTTCGGTGRAGCTAGGCCTGRAGGAGCGRCETGECAAGGGCCRCGCGECCEAAGATCT GRAGRCCGRCRCCATCEAGGAA VPHSVFMNLSFYLTCFLLLTLVVFVSVIYSEC

VRPRSVELGLEERRSGKGRAAEDLEAGAVEE 2431 GTGAAGCTCTTCCCGGCCCCGCTGCAGACCCTCTCCAGGAAGATCGTGAGGTCCAAGATGAACAGCACCCTAGT GBGRGTGTTGACCATG
541 GACGAAGGGTCCGGGGATGGGGGCAGCTCGGCAGGCTCGGGCTCGGGGCCT GGCGCGGTGCTGTCGCT GGGCGCCTGCTGCCTGGCACTG VKLFPAPLOGOTLSRKIVRSKMNSTLVGVFT.

o

EGSGDEESSAEGSESEPEAVLSLEACTLAL 2521 AGCCTCGTGTTCCTGTCGGCTTTCGTCAACATGT TCACGTGCAACTCCAAGGACCTGT TTGGCTGCCT GGGGGACGAGCACAACAT CAGT

631 GTGCAGATATTCCGCTC AAGTTCCCAT i TACCAGCGCTACTTCTTCCGTCTGAACCAGAGCAGCCTC

—

LVFLSAFVNMFTGCNSKDLTFGGCLGDEHNIS
LQGI FRSKKFPSDKLERLYQRYFFRLNGSSL
2611 GCCAGTCAGGTCAACGCGTGCCACGTGGTGGAGT CGGCCGTCAACTACAGT CTGGGTGATGAGCAGGGCTTCTGCGGCAGCTCCTGGCCC
1 ACGATGCTCATGGCTGTGCTGGTGCTCGTGTGCCTAGTCATGTTGGCCTTCCACGCCGCACGGCCCCCGCTGCAGCTGCCCTATCTGGCC

>

SQVNACHVVESAVNYSLGDEOGGFGCGSSWEP

-

MLMAVLVLVCGCLVMLAFHAARPPLAOQLPYLA

811 GTCCTAGCGGCCGCCGTGGGTGTGATCCTCGTTATGGCCGT GCTCTGCAACCGTGCCGCCTTCCACCAGGACCACATGGGCCTGGCCTGC 2701 AACTGGAACTTCCGGBAGTACTTCACCTACAGCGTGCTGCTCAGCGTGOTGGOCTGCT CORTGTTCCTGCAGATCAGCTRCATOGGGAAG

VLAAAVGV ILVMAVLCNRAAFHOGDHMGLASTC NCNFPEYFTYSVLLSLLAGCSVFLOQOISCIGK
901 TACGCGCTTATCGCCGTGGTGCT GGCCGTCCAGGTGGTGGGCCTGCTGCTGCCCCAGCCGCGCAGTGCCTC TCTGGTGGACT ~ 2791 CTGGTGCTCATGCTGGCCATCGAGCTCATCTACGTGCTCGTCGTTGAGGTGCCCGGTGTCACACTCTTTGACAATGCCGACCTCCTGGTC
YAL I AVVLAVQ@VVGLLLPOQPRSASE®GIWWT LvLMLAIELIYVLVVEVPGVTLFDNADLLY

991 GTGTTTTTCATCTATACGATCTACACGCTCCTGCCCGTGCGCATGCGGGCT GCGGTACTCAGCGGGGT GCTCCTGTCCGCCCTCCACCTG 2881  ACGGCCAACGCCATAGACTTCAACAACAACGGGACCTCCCAGTGCCCTGAGCATCCGACCAAGGTGGCGCTGAAGGTGGTGACGCCCGTC

VFF I YTI!1lYTLLPVRMRAAVLSGVLLSALHL TANAIDFNNNGTSOQCPEHPTKVALKVYVVTITPYV

1081 GOCATCGCCCTGOGCACCAACGCCCAGRAT CAGT TCCTGCTCAAGCAGCTCGTCTCCAATET CCTCATTTTCTCCTACACCAACATCGTG 2971 ATCATCTCTGTCTTCGTGCTGGCCCTGTACCTGCACGCCCAGCAGGTGGAGTCCAGTGCCCGCCTCGACTTCCTCTGGAAACTTCAGGCC

Al ALRTNAQGDO GFLLEKOGLVYSNVLIFSGCTNIUV

I'1TSVFVLALYLHAQQVESTARLDFLWKL® GA
1171 GGTGTGTGCAGCCACTAGCCGGCTGAGGTCT! TTl CGGGAGTGCAT CCAGGCGCGGCTCCACTCGCAG
VeTHYPAEVSQRQAFQETRETG GCIQARLIHS SO

1261  CGGGAGAACCAGCAGCAGGAGCGGCTCCTGCTGTCTGTCCT TCCCCGTCACGTTGCCATGGAGATGAAAGCTGACATCAACGCCAAACAG

3061  ACAGAGGAGAAGGAGGAGATGGAGGAGCTGCAGGCTTACAACCGGCGGCTGCTGCACAATAT TCTGCCCAAGGACGTGGCCGCACACTTC

@
-

EEKEEMEELOQAYNRRLLHNILPKDVAAHTF
3151 CTGGCCCGTGAACGGCGCAACGACGAGCTCTACTATCAGT CGTGCGAGTGCGTGGCCGTCATGTTCGCCTCCATCGCCAACTTCTCCGAG

RENQGQOQGERLLLSVLPRHVAMEMKADINAEKSAE
1351  GAGGATATGATGTTCCATAAGAT TTACATCCAGAAACATGACAACGTGAGCATCOTGTTTGCTGACAT CGAGGGTTTCACCAGCCTGGCA LARERRNDELYYQSCECVAVMFASIANFSE
EDMMFHKI Y1 QKHDNVSILFADIEGEFTSLA 3241  TTCTACGTGGAACTGGAGGOCAACAACGAGGGCATCGAGTGOCTGCRACTGCTCAACGAGATCATCGCAGACTTTGACGAGATCAT TAGT
1441 TCCCAGTGCACTGOCCAGGAGCTGGTCATGACCCTCAATGAGCTCTTCGOCCGCTTCGACAAGCTGAC TGOGGAGAAT CACTGTTTACGT FYVELEANNEGVECGCLRLLNETIIADFDETITIS
$QCTAQELVMTLNELFARFDKLAAENHG CLR 3331 GAGGACCGGTTCAGGCAGCTGGAARAGATCAAGACCATCGGCAGCACCTACATGRCCGCCTCRGGCCT CAATGACTCCACCTACGACAAG
1531 ATTAAGATCCTGGGAGATTGTTATTAGTGTGTCTCAGGGCTGOCTGAAGCCAGGGOTGACCACGOCCACTGCTGCATGGAGATGRGCATG EDRFROLEK I KT 1G6STYMAASGLNDSTYDEK

KILEDCOYYCVSELPEARADHAHRCCVEMNGEGHM 3421 GTGGECAAGACCCACATCAAAGCCCTBRCCGACT TCGOCATGAAGT TGATGGACCAAATGAAGTACAT CAACGAGCACTCTTTCAACAAG

1621 GACATGATCGAGGCCATCTCGCTGGTCCGGGAGGTGACAGGTGTGAACGTGAACATGCGTGT GGGAAT TCACAGCGGGAGAGTGCACTGC

<

GKTHIKALADFAMEKLMDO OMKY | NEHSFNN
DMIEAI SLVREVTGVNVNMRYVGI HSGRVHEC
3511 TTCCAGATGAAGATCGGGCTCAATATTGGCCCCGTGGTGGCGGGCGTGATCGGAGCCCGCAAGCCTCAGTACGAGATCTGGGGCAATACG
1711 GGTGTCCTCGGCCTCAGGAAGTGGCAGTTCGATGTCTGGTCTAACGATGTCACACTGGCCAACCACAT GGAGGCTGGAGGCAAGGCGGGA
FOQMKIGLNIGPVVAGYIGARKPQYDIWGNT

=3

VLGLRKWQFDVWSNDVTLANHMEAGE GTKAG

1801  CGCATCCACATCACCAAGGCCACACTCAACTACT TGAATGGTGACT TQ GCAACGCCTACCTC 3601  GTGAACG \TGGACAGCACCGGTGTGCCCGACCGCATCCAGGTCACCACAGACATGTACCAGGT GCTGGCCGCCAACACG

<

R1HITKATLNYLNGDYEVEPGGGGERNAY.L NVASRMNDSTGVPDRIQVTTDNYQVLAANT
1891 AAGGAGCACAGTATCGAGACCTTTCTCATCCTGCGCTGCACCCAGAAGCEGAAAGAAGANAAGGCCAT GATTGCCAAGATGAACCGCCAG 3691  TACCAGCTGGAGTGCCGEGGTGTGRTCAAGETCAAGGGCAAAGGCGAGATGATGACCT ACTTCCTCAACGGAGGECCCCOGCCCAGTTAG

KEHSIETFLILRCTO QKREKETEIKAMIAKMNE RO YQLECRGVVKVYVKGKGEMMTYFLNGGPPPS *



Supplement Figure 2. The effects of Br-cAMP on the proliferation of GCs
and the phosphorylation levels of p38 and CREB.

(A)Effects of Br-cAMP addition on the proliferation of GCs. (B) Phosphorylation
levels of CREB and p38 proteins in GCs after Br-cAMP addition. Data are shown

as mean * SEM for 3 independent replicates. * represents P<0.05; ** represents
P<0.01; *** represents P <0.001.
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