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Figure S1. Original unprocessed images of Western blotting. (a) Figure 1B, (b) Figure 3C, (¢) Figure 4C
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Supplementary Table S1. Human sequences and assession numbers for miRNA
primers used in qRT-PCR.

Gene primer Sequences (5'-3’)
hsa-miR-130b-3p CAGTGCAATGATGAAAGGGCAT
hsa-miR-423-5p TGAGGGGCAGAGAGCGAGACTTT
hsa-miR-320b AAAAGCTGGGTTGAGAGGGCAA
hsa-miR-374a-5p CGTTATAATACAACCTGATAAGTG

hsa-miR-409-3p GAATGTTGCTCGGTGAACCCCT




