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Figure S2. Correlation graphs between transcriptomic and proteomic data in lon1-2 compared 
with Col-0.
(A) Dot plots visualizing log-transformed data of 6,111 genes for transcriptomic versus proteomic 
comparison in lon1-2 mutant line compared with Col-0. (B) Dot plots visualizing log-transformed data 
of 720 mitochondrial genes for transcriptomic versus proteomic comparison in lon1-2. The numbers 
in the top left corner indicate the Pearson correlation coefficients. Statistical significance is denoted 
by ** for P < 0.01.


