Multi-way importance plot
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Figure S3:Multi—way importance plot for the 1l-gene signature. The mean decrease in
accuracy indicates the proportion of samples that become misclassified when the gene of
signature is omitted from the model. The Gini Index calculates the raw probability of a sample
that is classified incorrectly when selected randomly. MIR130A and MIR381 are alternative
symbols for hsa-miR-130a-3p and hsa-miR-381-3p, respectively.



