Table S1. Data extracted from linear models performed for diversity analysis.

Shannon: Im(passage 0 Vs passages 2-15)

Coefficient passage 0 Coefficient passages 2-15 p-ANOVA
MCG-3 3.69 3.26 4.14E-03
MCG-3B 3.67 2.64 1.07E-10
PCoA Im (y~NDG presence) Im (y~passage number) Im (y~volunteer)
Bray-Curtis p-ANOVA Coefficient NDG presence Coefficient NDG absence p-ANOVA p-ANOVA
Axis 1 2.68E-06 -0.08 0.08 2.52E-01 1.70E-16
Axis 2 1.87E-02 0.03 -0.03 6.93E-01 6.31E-22
Axis 3 6.19E-03 -0.03 0.03 6.15E-01 5.44E-17




Table S2. Data extracted from linear models performed for assessing the effect of passage number and NDG presence for taxa. Table shows p FDR values obtained from multiple linear and linear
mixed models performed for taxa from passage 2 to passage 15. "Model 1" was used for assessing significance of passage number and "Model 2" was used for studying significance for NDG presence, by performing
ANOVAs over the models generated. A false discovery rate (FDR) correction for multiple comparisons was applied to p values obtained. Coefficients for NDG presence (MCG-3) and NDG absence (MCG-3B)
obtained from "Model 2" allowed to know whether each taxa levels were higher or lower in NDG presence compared to NDG absence. Percentage of average reads for each taxa in NDG presence and in NDG
absence, from passages 2 to 15, is also indicated. Log Fold CHange (LFC) was calculated as the base 2 logarithm of the ratio between the average relative abundance in NDG presence and absence.

Model 1 - Im(y~passage number) Model 2 - Imer(y~NDG presence+(1|volunteer))
Taxa p FDR passage p FDR passage pFDR Coeficient Model 2 - Coeficient Model 2 - o?:ee:zsg?npﬁéegf;ie)r (I;Zizaclg:iieﬁzrg?;g; LEC
number for MCG-3  number for MCG-3B NDG presence NDG absence
passages 2-15 for passages 2-15
P_Firmicutes 2.03E-01 3.94E-01 4.75E-05 37764.07 30381.67 3.82E+01 3.07E+01 3.14E-01
C_Clostridia 3.32E-02 5.22E-01 8.51E-08 25041.41 17222.31 2.55E+01 1.75E+01 5.41E-01
O_Clostridiales 3.32E-02 5.22E-01 8.51E-08 25041.41 17222.31 2.55E+01 1.76E+01 5.39E-01
F_Lachnospiraceae 7.37E-01 8.19E-01 6.19E-04 13113.80 10643.19 1.35E+01 1.09E+01 3.06E-01
G_Enterocloster 5.03E-01 6.26E-01 8.31E-08 2010.52 3010.57 2.31E+00 3.34E+00 -5.31E-01
G_Roseburia 8.47E-01 8.19E-01 6.56E-03 2446.70 1136.25 2.81E+00 1.26E+00 1.16E+00
G_Hungatella 8.43E-01 5.22E-01 8.93E-01 773.14 782.08 8.89E-01 8.68E-01 3.44E-02
G_Dorea 5.71E-01 6.89E-01 3.24E-02 386.80 239.29 4.45E-01 2.65E-01 7.44E-01
G_Clostridium_XIVa 5.70E-01 5.22E-01 9.68E-03 251.59 160.77 2.89E-01 1.78E-01 6.97E-01
G_Blautia 7.35E-01 8.89E-01 2.76E-02 149.77 110.51 1.72E-01 1.23E-01 4.90E-01
G_Eisenbergiella 8.83E-01 5.99E-01 2.00E-04 82.70 130.25 9.50E-02 1.45E-01 -6.04E-01
G_Anaerobutyricum 7.81E-01 8.33E-01 6.03E-01 28.03 36.73 3.22E-02 4.07E-02 -3.39E-01
G_Anaerotignum 9.17E-01 5.48E-01 3.88E-07 84.92 8.28 9.76E-02 9.18E-03 3.41E+00
G_Anaerostipes 9.83E-01 8.19E-01 1.20E-01 16.68 10.25 1.92E-02 1.14E-02 7.53E-01
G_Bariatricus 9.73E-01 6.33E-01 8.72E-01 33.84 33.01 3.89E-02 3.66E-02 8.68E-02
G_Sellimonas 9.17E-01 6.33E-01 7.21E-02 17.25 32.65 1.98E-02 3.62E-02 -8.70E-01
G_Fusicatenibacter 7.37E-01 8.19E-01 6.32E-02 13.10 8.45 1.51E-02 9.38E-03 6.84E-01
G_Mediterraneibacter 4.38E-01 8.19E-01 8.77E-03 25.98 6.44 2.99E-02 7.14E-03 2.06E+00
G_Agathobacter 5.47E-01 8.52E-01 6.32E-02 12.63 5.68 1.45E-02 6.30E-03 1.20E+00
G_Coprococcus 8.41E-01 6.33E-01 5.50E-01 3.22 2.56 3.70E-03 2.84E-03 3.81E-01
G_Lachnospira 8.83E-01 8.19E-01 3.63E-01 2.32 1.59 2.67E-03 1.76E-03 5.98E-01
G_Schaedlerella 9.17E-01 5.22E-01 6.02E-02 7.83 0.77 9.00E-03 8.51E-04 3.40E+00
G_Kineothrix 7.82E-01 5.22E-01 4.96E-02 3.76 0.51 4.32E-03 5.63E-04 2.94E+00
G_Lactonifactor 4.56E-01 9.68E-01 5.53E-03 2.53 0.23 2.90E-03 2.54E-04 3.52E+00
G_Ruminococcus2 9.00E-01 6.00E-01 8.68E-02 0.86 0.28 9.93E-04 3.06E-04 1.70E+00
F_Clostridiaceae_1 3.58E-02 5.22E-01 6.70E-07 8193.19 3201.62 8.42E+00 3.28E+00 1.36E+00
G_Clostridium_sensu_stricto 3.48E-02 5.22E-01 7.74E-07 7801.64 3044.11 8.97E+00 3.38E+00 1.41E+00
F_Peptostreptococcaceae 9.00E-01 5.22E-01 1.34E-01 1448.66 1884.69 1.49E+00 1.93E+00 -3.75E-01
G_Paraclostridium 9.00E-01 5.22E-01 9.24E-02 1365.96 1846.85 1.57E+00 2.05E+00 -3.84E-01
G_Paeniclostridium 9.17E-01 6.33E-01 6.72E-01 18.62 16.50 2.14E-02 1.83E-02 2.25E-01
G_Romboutsia 9.57E-01 5.48E-01 5.37E-02 59.34 14.35 6.82E-02 1.59E-02 2.10E+00
F_Ruminococcaceae 9.56E-01 7.36E-01 6.99E-01 1062.26 1003.40 1.09E+00 1.03E+00 8.71E-02
G_Faecalibacterium 8.93E-01 7.25E-01 6.32E-02 246.31 123.48 2.83E-01 1.37E-01 1.05E+00
G_Flavonifractor 7.59E-01 5.48E-01 3.94E-01 211.85 229.96 2.43E-01 2.55E-01 -6.73E-02
G_Flintibacter 4.38E-01 8.19E-01 4.11E-01 72.09 99.11 8.29E-02 1.10E-01 -4.08E-01
G_Gemmiger 9.00E-01 8.19E-01 6.83E-01 29.55 26.02 3.40E-02 2.89E-02 2.34E-01
G_Lawsonibacter 4.76E-01 5.58E-01 8.42E-01 9.81 10.57 1.13E-02 1.17E-02 -5.62E-02
G_Dysosmobacter 4.38E-01 5.22E-01 1.18E-01 13.77 24.30 1.58E-02 2.70E-02 -7.68E-01
G_Intestinimonas 9.96E-01 5.22E-01 6.19E-04 20.70 5.81 2.38E-02 6.44E-03 1.88E+00
G_Ruthenibacterium 9.00E-01 5.22E-01 5.37E-01 4.99 4.26 5.74E-03 4.72E-03 2.81E-01
G_Okscillibacter 8.13E-01 6.33E-01 3.51E-03 6.04 1.08 6.94E-03 1.20E-03 2.54E+00
G_Ruminococcus 7.82E-01 8.52E-01 3.41E-02 4.27 0.97 4.91E-03 1.07E-03 2.19E+00
G_Pseudoflavonifractor 6.33E-01 5.22E-01 9.50E-01 1.70 1.67 1.96E-03 1.85E-03 8.16E-02
F_Peptoniphilaceae 2.30E-01 5.22E-01 2.02E-03 731.54 235.61 7.51E-01 2.41E-01 1.64E+00
G_Peptoniphilus 2.29E-01 5.22E-01 6.22E-03 673.50 227.68 7.74E-01 2.53E-01 1.62E+00
G_Anaerococcus 7.82E-01 5.22E-01 4.65E-02 43.80 5.05 5.03E-02 5.61E-03 3.17E+00
G_Finegoldia 9.00E-01 6.33E-01 3.61E-02 13.25 243 1.52E-02 2.70E-03 2.50E+00
F_Eubacteriaceae 3.65E-02 6.54E-01 1.72E-02 44.64 92.66 4.58E-02 9.49E-02 -1.05E+00
G_Intestinibacillus 9.00E-01 8.33E-01 6.12E-05 7.13 2.01 8.20E-03 2.23E-03 1.88E+00
G_Pseudoramibacter 2.77E-01 5.22E-01 1.75E-01 1.47 2.90 1.69E-03 3.22E-03 -9.34E-01
G_Eubacterium 9.00E-01 5.22E-01 1.62E-01 0.35 1.70 4.02E-04 1.88E-03 -2.23E+00
C_Bacilli 9.83E-01 5.48E-01 3.94E-01 6359.85 5768.79 6.46E+00 5.86E+00 1.42E-01
O_Lactobacillales 9.83E-01 5.58E-01 3.59E-01 6300.22 5656.03 6.42E+00 5.77E+00 1.55E-01
F_Enterococcaceae 9.02E-01 5.48E-01 2.41E-01 4492.69 5259.10 4.61E+00 5.38E+00 -2.22E-01
G_Enterococcus 9.00E-01 5.55E-01 2.82E-01 4298.12 4994.33 4.94E+00 5.54E+00 -1.66E-01
F_Streptococcaceae 7.82E-01 7.66E-01 4.87E-05 1228.51 83.89 1.26E+00 8.59E-02 3.88E+00
G_Streptococcus 7.82E-01 7.66E-01 4.87E-05 1228.51 83.89 1.41E+00 9.31E-02 3.92E+00
F_Lactobacillaceae 8.43E-01 5.22E-01 1.89E-01 325.60 143.67 3.34E-01 1.47E-01 1.19E+00
G_Limosilactobacillus 5.47E-01 5.58E-01 5.35E-01 160.98 89.85 1.85E-01 9.97E-02 8.92E-01
G_Ligilactobacillus 9.56E-01 9.56E-01 3.46E-01 41.95 25.27 4.82E-02 2.80E-02 7.83E-01
G_Lactobacillus 6.97E-01 5.22E-01 7.54E-02 118.88 27.78 1.37E-01 3.08E-02 2.15E+00
F_Carnobacteriaceae 4.38E-01 8.19E-01 3.84E-01 0.90 3.86 9.29E-04 3.95E-03 -2.09E+00
G_Granulicatella 4.38E-01 8.19E-01 3.84E-01 0.90 3.86 1.04E-03 4.28E-03 -2.04E+00
C_Negativicutes 9.00E-01 5.22E-01 1.87E-01 5166.48 6227.11 5.25E+00 6.32E+00 -2.68E-01
O_Veillonellales 9.00E-01 5.48E-01 2.41E-01 4336.45 5271.20 4.42E+00 5.37E+00 -2.82E-01
F_Veillonellaceae 9.00E-01 5.48E-01 2.41E-01 4336.45 5271.20 4.45E+00 5.40E+00 -2.77E-01
G_Veillonella 9.17E-01 5.22E-01 2.54E-01 4078.76 4999.77 4.69E+00 5.55E+00 -2.43E-01
G_Dialister 4.38E-01 5.22E-01 6.03E-01 158.78 231.05 1.82E-01 2.56E-01 -4.90E-01
G_Megasphaera 9.08E-01 8.19E-01 4.98E-02 25.86 8.89 2.97E-02 9.87E-03 1.59E+00
G_Allisonella 9.00E-01 7.27E-01 8.61E-02 29.31 13.34 3.37E-02 1.48E-02 1.19E+00
G_Negativicoccus 2.29E-01 6.33E-01 1.92E-01 34.25 12.27 3.94E-02 1.36E-02 1.53E+00
O_Selenomonadales 5.00E-01 5.22E-01 6.63E-03 14.82 4.63 1.51E-02 4.72E-03 1.68E+00
F_Selenomonadaceae 5.00E-01 5.22E-01 6.63E-03 14.82 4.63 1.52E-02 4.74E-03 1.68E+00
G_Megamonas 8.47E-01 5.22E-01 2.27E-02 9.69 3.25 1.11E-02 3.60E-03 1.63E+00
G_Mitsuokella 5.84E-01 8.19E-01 1.97E-01 5.14 1.38 5.91E-03 1.53E-03 1.95E+00
O_Acidaminococcales 9.00E-01 8.19E-01 6.01E-01 725.82 816.58 7.40E-01 8.33E-01 -1.71E-01
F_Acidaminococcaceae 9.00E-01 8.19E-01 6.01E-01 725.82 816.58 7.46E-01 8.36E-01 -1.65E-01
G_Phascolarctobacterium 4.38E-01 5.48E-01 2.08E-03 289.18 585.66 3.32E-01 6.50E-01 -9.67E-01
G_Acidaminococcus 7.96E-01 5.22E-01 1.97E-01 434.35 227.67 4.99E-01 2.53E-01 9.83E-01
C_Erysipelotrichia 9.00E-01 5.22E-01 9.50E-01 767.35 754.98 7.80E-01 7.67E-01 2.45E-02
O_Erysipelotrichales 9.00E-01 5.22E-01 9.50E-01 767.35 754.98 7.82E-01 7.70E-01 2.27E-02
F_Erysipelatoclostridiaceae 8.83E-01 5.22E-01 3.94E-01 476.00 661.90 4.89E-01 6.78E-01 -4.71E-01
G_Erysipelatoclostridium 8.83E-01 5.22E-01 3.94E-01 476.00 661.90 5.47E-01 7.34E-01 -4.25E-01
F_Erysipelotrichaceae 9.46E-01 5.22E-01 3.41E-02 291.33 93.07 2.99E-01 9.53E-02 1.65E+00
G_Catenibacterium 8.83E-01 8.95E-01 8.50E-01 31.62 34.86 3.63E-02 3.87E-02 -8.98E-02
G_Turicibacter 9.55E-01 5.22E-01 7.21E-02 134.15 26.78 1.54E-01 2.97E-02 2.38E+00
G_Holdemanella 9.00E-01 5.22E-01 5.75E-03 6.79 1.64 7.80E-03 1.82E-03 2.10E+00
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G_Solobacterium
G_Allobaculum
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P_Proteobacteria
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26.47
9.12
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1.93
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4.22
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0.45
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0.32
9.16
9.16
9.16
0.91
0.91
0.91
1.75
1.75
1.75
212.74
169.11
78.40
75.60
2.17
0.62
55.37
55.37
28.10
2.46
212
1.86
32.27
16.36
8.21
3.18
14.79
14.79
4.61
4.61
4.61
2.79
2.79
2.79
72.27
63.51
63.51
56.56
5.70
6.40
3.97
243
243
40.12
14.12
12.57
9.73
1.76
1.08
1.55
16.98
9.77
9.77
5.79
5.79
9.02
7.06
7.06
1.96
1.96
18758.06
18758.06
18758.06
18578.30
17394.56
928.73
76.20
70.70
0.24
94.16
87.59
6.57
2.18
0.00

3.04E-02
1.05E-02
2.09E-02
4.35E-03
2.96E-03
2.22E-03
3.85E+01
3.82E+01
3.79E+01
3.82E+01
4.07E+01
8.34E-01
5.61E-02
4.34E-03
4.85E-03
4.65E-04
5.20E-04
2.29E-01
2.31E-01
2.58E-01
1.29E-02
1.30E-02
1.07E-02
2.03E-04
2.67E-05
2.69E-05
3.01E-05
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
4.08E-01
4.09E-01
3.87E-01
4.21E-01
1.04E-02
8.70E-04
2.61E-02
2.92E-02
9.29E-05
0.00E+00
0.00E+00
0.00E+00
9.71E-05
2.20E-05
0.00E+00
0.00E+00
7.58E-05
8.48E-05
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
3.66E-02
3.67E-02
3.70E-02
2.91E-02
2.98E-03
0.00E+00
0.00E+00
0.00E+00
0.00E+00
1.86E-04
1.87E-04
2.45E-05
0.00E+00
2.74E-05
0.00E+00
1.64E-04
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
0.00E+00
2.03E+01
2.04E+01
2.04E+01
1.95E+01
1.88E+01
2.27E+00
5.57E-01
6.15E-01
8.89E-03
4.99E-01
5.59E-01
0.00E+00
4.13E-02
3.00E-03

8.16E-03
1.28E-03
1.57E-03
2.93E-04
3.02E-03
1.51E-04
4.91E+01
4.89E+01
4.88E+01
4.90E+01
5.11E+01
7.98E-01
2.82E-02
2.03E-02
2.20E-02
6.75E-04
7.32E-04
7.75E-02
7.78E-02
8.43E-02
3.04E-02
3.05E-02
3.01E-02
3.57E-04
9.34E-03
9.38E-03
1.02E-02
9.32E-04
9.36E-04
1.01E-03
1.78E-03
1.79E-03
1.94E-03
2.16E-01
1.72E-01
8.03E-02
8.39E-02
2.40E-03
6.92E-04
5.67E-02
6.14E-02
2.88E-02
2.73E-03
2.35E-03
2.06E-03
3.29E-02
1.68E-02
9.11E-03
3.53E-03
1.51E-02
1.64E-02
4.70E-03
4.72E-03
5.11E-03
2.85E-03
2.86E-03
3.10E-03
7.34E-02
6.48E-02
6.50E-02
6.28E-02
6.33E-03
6.53E-03
4.07E-03
2.48E-03
2.69E-03
4.07E-02
1.44E-02
1.29E-02
1.08E-02
1.95E-03
1.20E-03
1.58E-03
1.73E-02
1.00E-02
1.08E-02
5.93E-03
6.42E-03
9.20E-03
7.23E-03
7.83E-03
2.01E-03
2.17E-03
1.90E+01
1.91E+01
1.91E+01
1.90E+01
1.93E+01
1.03E+00
7.80E-02
7.84E-02
2.62E-04
9.64E-02
9.72E-02
7.29E-03
2.23E-03
0.00E+00

1.90E+00
3.04E+00
3.74E+00
3.89E+00
-2.55E-02
3.88E+00
-3.50E-01
-3.58E-01
-3.66E-01
-3.60E-01
-3.29E-01
6.36E-02
9.95E-01
-2.23E+00
-2.18E+00
-5.39E-01
-4.93E-01
1.56E+00
1.57E+00
1.62E+00
-1.23E+00
-1.23E+00
-1.50E+00
-8.16E-01
-8.45E+00
-8.45E+00
-8.40E+00
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
9.19E-01
1.25E+00
2.27E+00
2.33E+00
2.11E+00
3.30E-01
-1.12E+00
-1.07E+00
-8.27E+00
#NUM!
#NUM!
#NUM!
-8.41E+00
-9.57E+00
#NUM!
#NUM!
-7.64E+00
-7.60E+00
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
-1.00E+00
-8.18E-01
-8.13E-01
-1.11E+00
-1.09E+00
#NUM!
#NUM!
#NUM!
#NUM!
-7.77E+00
-6.27E+00
-9.04E+00
#NUM!
-6.16E+00
#NUM!
-3.27E+00
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
#NUM!
9.61E-02
9.72E-02
9.54E-02
3.26E-02
-3.46E-02
1.14E+00
2.84E+00
2.97E+00
5.09E+00
2.37E+00
2.52E+00
#NUM!
4.21E+00
#NUM!



F_Rikenellaceae
G_Alistipes
F_Odoribacteraceae
G_Odoribacter
G_Butyricimonas
F_Barnesiellaceae
G_Barnesiella
P_Actinobacteria
C_Coriobacteriia
O_Coriobacteriales
F_Coriobacteriaceae
G_Collinsella
G_Senegalimassilia
F_Atopobiaceae
G_Lancefieldella
G_Olsenella
O_Eggerthellales
F_Eggerthellaceae
G_Eggerthella
G_Slackia
G_Adlercreutzia
C_Actinobacteria
O_Bifidobacteriales
F_Bifidobacteriaceae
G_Bifidobacterium
O_Micrococcales
F_Micrococcaceae
G_Rothia
P_Fusobacteria
C_Fusobacteriia
O_Fusobacteriales
F_Fusobacteriaceae
G_Fusobacterium
P_Tenericutes
C_Mollicutes
O_Anaeroplasmatales
F_Anaeroplasmataceae
G_Anaeroplasma
G_Asteroleplasma
P_Verrucomicrobia
C_Verrucomicrobiae
O_Verrucomicrobiales
F_Akkermansiaceae
G_Akkermansia
P_Euryarchaeota
C_Methanobacteria
O_Methanobacteriales
F_Methanobacteriaceae

G_Methanobrevibacter

8.41E-01
8.41E-01
9.17E-01
9.41E-01
9.60E-01
9.17E-01
9.17E-01
1.99E-02
8.73E-02
8.62E-02
8.62E-02
1.27E-01
4.76E-01
3.85E-01
8.41E-01
4.38E-01
9.00E-01
9.00E-01
8.83E-01
2.30E-01
4.56E-01
8.62E-02
8.62E-02
8.62E-02
8.62E-02
4.56E-01
4.56E-01
4.56E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.76E-01
9.00E-01
9.00E-01
9.00E-01
9.00E-01
9.00E-01
8.43E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01
4.38E-01

7.89E-01
7.89E-01
5.22E-01
5.22E-01
6.54E-01
5.99E-01
5.99E-01
5.22E-01
5.22E-01
5.22E-01
5.22E-01
5.22E-01
5.48E-01
5.22E-01
5.22E-01
7.25E-01
7.27E-01
7.27E-01
9.42E-01
5.48E-01
5.22E-01
5.22E-01
5.22E-01
5.22E-01
5.22E-01
8.19E-01
8.19E-01
8.19E-01
5.22E-01
5.22E-01
5.22E-01
5.22E-01
5.53E-01
5.55E-01
5.55E-01
5.55E-01
5.55E-01
5.22E-01
5.99E-01
9.68E-01
9.68E-01
9.68E-01
9.68E-01
9.68E-01
8.19E-01
8.19E-01
8.19E-01
8.19E-01
8.19E-01

1.20E-01
1.20E-01
1.74E-05
2.08E-03
9.17E-03
3.95E-02
3.95E-02
2.56E-02
2.66E-01
3.27E-01
3.27E-01
2.88E-01
8.50E-01
7.79E-01
3.63E-01
7.95E-02
8.77E-03
8.77E-03
2.56E-02
3.27E-01
3.17E-02
1.49E-03
1.43E-03
1.43E-03
1.43E-03
3.94E-01
3.94E-01
3.94E-01
3.59E-01
3.59E-01
3.59E-01
3.60E-01
3.94E-01
4.18E-01
4.18E-01
4.18E-01
4.18E-01
4.74E-01
7.19E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
5.50E-01
5.50E-01
5.50E-01
5.50E-01
5.50E-01

1.80
1.80
3.71
2.53
1.17
2.24
2.24
2323.80
1289.05
1171.93
1161.05
1054.57
100.78
9.18
3.13
6.05
116.44
116.44
87.10
26.15
2.75
1034.75
1034.70
1034.70
883.97
0.05
0.05
0.05
691.81
691.81
691.81
680.05
0.68
3.58
3.58
3.58
3.58
2.76
0.82
1.19
1.19
1.19
1.19
1.19
0.60
0.60
0.60
0.60
0.60

0.83
0.83
0.47
0.33
0.14
0.71
0.71
997.96
735.09
688.72
679.47
563.55
112.79
8.03
6.29
1.74
46.13
46.13
31.07
13.73
0.88
262.86
259.08
259.08
222.77
3.79
3.79
3.79
242.50
242.50
242.50
238.87
1.15
1.85
1.85
1.85
1.85
1.19
0.66
0.75
0.75
0.75
0.75
0.75
0.41
0.41
0.41
0.41
0.41

1.85E-03
2.07E-03
3.81E-03
2.91E-03
1.35E-03
2.30E-03
2.57E-03
2.35E+00
1.31E+00
1.19E+00
1.19E+00
1.21E+00
1.16E-01
9.43E-03
3.59E-03
6.95E-03
1.19E-01
1.20E-01
1.00E-01
3.01E-02
3.16E-03
1.05E+00
1.05E+00
1.06E+00
1.02E+00
4.85E-05
4.89E-05
5.47E-05
6.99E-01
7.03E-01
7.05E-01
6.99E-01
7.77E-04
3.62E-03
3.64E-03
3.65E-03
3.68E-03
3.17E-03
9.41E-04
1.20E-03
1.21E-03
1.21E-03
1.22E-03
1.36E-03
6.07E-04
6.10E-04
6.11E-04
6.16E-04
6.90E-04

8.51E-04
9.22E-04
4.78E-04
3.62E-04
1.56E-04
7.26E-04
7.87E-04
1.01E+00
7.47E-01
7.02E-01
6.96E-01
6.25E-01
1.25E-01
8.22E-03
6.98E-03
1.93E-03
4.70E-02
4.72E-02
3.45E-02
1.52E-02
9.80E-04
2.67E-01
2.64E-01
2.65E-01
2.47E-01
3.87E-03
3.88E-03
4.21E-03
2.45E-01
2.46E-01
2.47E-01
2.45E-01
1.28E-03
1.88E-03
1.88E-03
1.89E-03
1.90E-03
1.32E-03
7.34E-04
7.53E-04
7.57E-04
7.60E-04
7.63E-04
8.27E-04
4.16E-04
4.18E-04
4.20E-04
4.22E-04
4.57E-04

1.12E+00
1.17E+00
3.00E+00
3.01E+00
3.11E+00
1.66E+00
1.71E+00
1.22E+00
8.11E-01
7.66E-01
7.78E-01
9.55E-01
-1.11E-01
1.98E-01
-9.57E-01
1.85E+00
1.33E+00
1.34E+00
1.54E+00
9.80E-01
1.69E+00
1.98E+00
2.00E+00
2.00E+00
2.04E+00
-6.32E+00
-6.31E+00
-6.26E+00
1.51E+00
1.51E+00
1.51E+00
1.51E+00
-7.15E-01
9.49E-01
9.50E-01
9.48E-01
9.54E-01
1.26E+00
3.58E-01
6.70E-01
6.71E-01
6.69E-01
6.75E-01
7.21E-01
5.43E-01
5.44E-01
5.42E-01
5.47E-01
5.94E-01

Significance for passage number (Model 1)

pFDR<0.05 in MCG-3

pFDR<0.05 in MCG-3B

Number of Taxa 6 0
Percentage of Taxa 2.58% 0.00%
Total number of Taxa 233

Number and percentage of taxa significantly affected by passage number

Significance for NDG presence (Model 2)

pFDR<0.05 pFDR<0.01 pFDR<0.001
Number of Taxa 75 48 24
Percentage of Taxa 32.19% 20.60% 10.30%
Total number of Taxa 233

Number and percentage of taxa significantly affected by NDG presence



Table S3. Data extracted from linear models performed for assessing the effect of passage number and NDG presence for OTUs. Table shows p FDR values obtained from multiple linear and linear mixed models performed for OTUs from passage 2 to passage 15. "Model 1" was used for assessing
significance of passage number and "Model 2" was used for studying significance for NDG presence, by performing ANOVAs over the models generated. A false discovery rate (FDR) correction for multiple comparisons was applied to p values obtained. Coefficients for NDG presence (MCG-3) and NDG absence (MCG-3B)

obtained from "Model 2" allowed to know whether OTUs levels were higher or lower in NDG presence compared to NDG absence.

Model 1 - Im(y~passage number)

Model 2 - Imer(y~NDG presence+(1|volunteer))

OTUs p FDR passage p FDR passage pFDR Coeficient Model 2 -  Coeficient Model 2 - BLAST best hit RDP classiffication
number for MCG-3  number for MCG-3B NDG presence NDG absence
OTU_1 7.07E-01 6.04E-01 4.81E-09 35057.59 45785.42 Pseudescherichia_vulneris_100 Bacteria_Proteobacteria_Gammaproteobacteria_Enterobacterales_Enterobacteriaceae_Escherichia/Shigella_100
OTU 9 8.74E-01 6.04E-01 7.05E-08 3858.01 7645.33 Bacteroides_faecis_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_6 9.38E-01 7.20E-01 3.51E-01 3918.32 4451.56 Enterococcus_hirae_100 Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Enterococcus_100
OTU_3 7.07E-01 6.04E-01 1.11E-04 6898.71 2859.15 Clostridium_perfringens_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae 1_Clostridium sensu stricto_99
OTU_20 8.18E-01 6.14E-01 1.72E-02 2564.51 4100.24 Veillonella_dispar_100 Bacteria_Firmicutes_Negativicutes_Veillonellales_Veillonellaceae_Veillonella_100
OTU_5 9.99E-01 9.12E-01 5.26E-03 567.02 4408.57 Bacteroides_fragilis_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_35 7.07E-01 7.38E-01 4.27E-06 1611.93 2472.28 Enterocloster_clostridioformis_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Enterocloster_100
OTU_13 9.83E-01 6.04E-01 2.34E-02 2186.88 1588.57 Kineothrix_alysoides_98 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Clostridium XIVa_63
OTU_10 7.07E-01 6.04E-01 5.70E-09 3874.71 614.94 Bacteroides_uniformis_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_15 8.74E-01 6.04E-01 4.07E-05 1712.43 468.47 Phocaeicola_vulgatus_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Phocaeicola_100
OTU_8 8.67E-01 8.79E-01 5.66E-03 2316.87 1055.54 Roseburia_inulinivorans_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Roseburia_100
OTU_14 9.32E-01 6.05E-01 9.78E-02 1230.77 1631.39 Paraclostridium_benzoelyticum_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Peptostreptococcaceae_Paraclostridium_100
OTU_21 9.46E-01 9.46E-01 1.45E-01 1428.49 1710.52 Bacteroides_kribbi_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_12 7.07E-01 6.04E-01 2.94E-01 924.40 506.66 Collinsella_aerofaciens_100 Bacteria_Actinobacteria_Coriobacteriia_Coriobacteriales_Coriobacteriaceae_Collinsella_100
OTU_17 9.16E-01 7.70E-01 2.75E-02 1391.60 919.73 Coprococcus_comes_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Coprococcus_69
OTU 2 7.07E-01 7.51E-01 1.21E-02 2161.92 128.66 Bacteroides_stercoris_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU _46 9.67E-01 6.73E-01 1.39E-03 1038.81 747 .47 Clostridium_symbiosum_98 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Clostridium XIVa_65
OTU_7 7.07E-01 9.41E-01 2.08E-03 533.63 89.85 Bifidobacterium_catenulatum_100 Bacteria_Actinobacteria_Actinobacteria_Bifidobacteriales_Bifidobacteriaceae_Bifidobacterium_100
OTU_40 8.97E-01 6.04E-01 8.43E-01 695.42 709.77 Hungatella_hathewayi_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Hungatella_96
OTU_31 7.07E-01 6.63E-01 2.94E-01 419.69 522.68 Enterocloster_clostridioformis_96 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Butyrivibrio_33
OTU 4 7.07E-01 6.04E-01 3.44E-01 635.40 224.60 Fusobacterium_perfoetens_95 Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_99_Fusobacterium_38
OTU_56 7.16E-01 6.10E-01 7.33E-03 676.65 225.23 Veillonella_atypica_100 Bacteria_Firmicutes_Negativicutes_Veillonellales_Veillonellaceae_Veillonella_100
OTU_131 7.76E-01 8.82E-01 1.36E-03 770.03 317.10 Bacteroides_xylanisolvens_99 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_27 8.48E-01 6.04E-01 4.18E-01 401.20 541.18 Erysipelatoclostridium_ramosum_100 Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelatoclostridiaceae_Erysipelatoclostridium_100
OTU_32 7.07E-01 6.04E-01 1.08E-02 579.96 191.29 Peptoniphilus_phoceensis_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Peptoniphilaceae_Peptoniphilus_100
OTU _42 7.12E-01 6.04E-01 5.43E-04 209.83 499.96 Phascolarctobacterium_faecium_100 Bacteria_Firmicutes_Negativicutes_Acidaminococcales_Acidaminococcaceae_Phascolarctobacterium_100
OTU_23 7.59E-01 7.73E-01 2.07E-02 328.92 188.31 Dorea_longicatena_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Dorea_100
OTU_120 9.99E-01 9.70E-01 1.07E-04 280.84 363.20 Pseudescherichia_vulneris_98 Bacteria_Proteobacteria_95_Gammaproteobacteria_95_Enterobacterales_95_Enterobacteriaceae_94_Pseudescherichia_72
OTU_29 8.25E-01 6.04E-01 1.43E-01 410.59 202.14 Acidaminococcus_fermentans_97 Bacteria_Firmicutes_Negativicutes_Acidaminococcales_Acidaminococcaceae_Acidaminococcus_100
OTU_33 9.10E-01 8.14E-01 4.92E-02 218.34 102.19 Faecalibacterium_prausnitzii_99 Bacteria_Firmicutes_Clostridia_Clostridiales_ Ruminococcaceae_Faecalibacterium_100
OTU_80 7.12E-01 6.83E-01 6.03E-06 578.49 140.17 Bacteroides_finegoldii_98 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_16 7.57E-01 6.04E-01 3.05E-02 724.43 20.89 Clostridium_cadaveris_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae 1_Clostridium sensu stricto_99
OTU_30 1.00E+00 9.53E-01 2.53E-03 56.39 157.65 Phocaeicola_coprophilus_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Phocaeicola_100
OTU_34 7.07E-01 8.68E-01 6.27E-04 678.60 37.92 Streptococcus_parasanguinis_100 Bacteria_Firmicutes_Bacilli_Lactobacillales_Streptococcaceae_Streptococcus_100
OTU_423 8.16E-01 8.36E-01 6.69E-03 282.44 416.32 Bacteroides_thetaiotaomicron_98 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_162 8.25E-01 7.38E-01 3.79E-01 247.65 234.68 Pseudescherichia_vulneris_97 Bacteria_Proteobacteria_Gammaproteobacteria_Enterobacterales_Enterobacteriaceae_Escherichia/Shigella_88
OTU_19 7.07E-01 6.04E-01 5.91E-02 295.58 61.97 Prevotella_histicola_94 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Prevotellaceae_Prevotella_99
OTU_36 8.83E-01 6.52E-01 7.73E-01 163.36 168.76 Flavonifractor_plautii_100 Bacteria_Firmicutes_Clostridia_Clostridiales_ Ruminococcaceae_Flavonifractor_100
OTU_7572 8.25E-01 9.57E-01 1.33E-01 277.78 216.72 Bacteroides_xylanisolvens_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_52 7.07E-01 6.62E-01 3.02E-02 113.34 286.00 Faecalibacterium_prausnitzii_95 Bacteria_Firmicutes_Clostridia_Clostridiales_ Ruminococcaceae_Faecalibacterium_47
OTU_24 9.08E-01 7.73E-01 7.60E-02 210.74 69.68 Succinivibrio_dextrinosolvens_97 Bacteria_Proteobacteria_Gammaproteobacteria_Aeromonadales_Succinivibrionaceae_Succinivibrio_100
OTU_25 8.20E-01 6.04E-01 6.45E-02 263.43 14.79 Streptococcus_salivarius_100 Bacteria_Firmicutes_Bacilli_Lactobacillales_Streptococcaceae_Streptococcus_100
OTU_85 8.53E-01 8.64E-01 1.33E-02 147.99 210.33 Enterocloster_aldenensis_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Enterocloster_94
OTU_4781 7.07E-01 9.25E-01 2.94E-02 272.17 158.11 Bacteroides_xylanisolvens_98 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_60 8.85E-01 6.04E-01 4.19E-09 271.75 44.27 Parabacteroides_distasonis_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Porphyromonadaceae_Parabacteroides_100
OTU_37 7.07E-01 6.04E-01 5.03E-01 119.99 216.20 Dialister_succinatiphilus_97 Bacteria_Firmicutes_Negativicutes_Veillonellales_Veillonellaceae_Dialister_100
OTU_59 9.93E-01 8.73E-01 9.99E-01 206.99 206.89 Bacteroides_cellulosilyticus_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_26 7.10E-01 7.08E-01 7.02E-01 129.46 83.50 Limosilactobacillus_mucosae_100 Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Limosilactobacillus_100
OTU_1839 7.70E-01 6.50E-01 3.96E-01 161.99 129.61 Veillonella_atypica_98 Bacteria_Firmicutes_Negativicutes_Veillonellales_Veillonellaceae_Veillonella_100
OTU_38 9.78E-01 6.37E-01 2.07E-02 43.38 109.65 Phocaeicola_plebeius_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Phocaeicola_100
OTU_10582 7.88E-01 6.04E-01 1.40E-02 104.99 152.57 Enterococcus_faecalis_98 Bacteria_Firmicutes_Bacilli_Lactobacillales_99 Enterococcaceae_99_Enterococcus_88
OTU_66 7.57E-01 6.04E-01 9.35E-03 203.67 117.63 Clostridium_scindens_100 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Clostridium XIVa_100
OTU_657 8.57E-01 9.34E-01 7.71E-04 126.82 187.81 Bacteroides_thetaiotaomicron_99 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_119 7.81E-01 6.04E-01 1.69E-05 234.36 61.14 Clostridium_perfringens_96 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_45_Mobilitalea_5
OTU_143 9.74E-01 6.04E-01 1.54E-06 75.65 129.51 Pseudescherichia_vulneris_89 Bacteria_Firmicutes_51_Bacilli_51_Lactobacillales_50_Carnobacteriaceae_37_Isobaculum_32
OTU_31227 7.94E-01 8.17E-01 3.47E-03 84.92 195.53 Bacteroides_thetaiotaomicron_100 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_79 8.29E-01 6.62E-01 1.09E-05 137.63 19.71 Phocaeicola_paurosaccharolyticus_96 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_68
OTU_94 9.95E-01 7.16E-01 7.05E-08 62.33 164.33 Bacteroides_fragilis_99 Bacteria_Bacteroidetes_74_Bacteroidia_74_Bacteroidales_74_Bacteroidaceae_74_Bacteroides_43
OTU_9822 7.07E-01 9.25E-01 8.31E-04 95.62 23.51 Bifidobacterium_stercoris_98 Bacteria_Actinobacteria_Actinobacteria_Bifidobacteriales_Bifidobacteriaceae_Bifidobacterium_100
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OTU_2320 9.79E-01 6.93E-01 3.99E-02 0.26 1.60 Enterococcus_faecalis_92 Bacteria_Firmicutes_Negativicutes_65_Acidaminococcales_65_Acidaminococcaceae_65_Phascolarctobacterium_65
OTU_28330 7.81E-01 7.34E-01 1.74E-02 1.64 0.75 Clostridium_perfringens_96 Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae 1_80_Sarcina_23
OTU_32416 7.07E-01 6.68E-01 2.80E-01 1.74 1.25 Bacteroides_thetaiotaomicron_97 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_5443 8.06E-01 6.72E-01 1.40E-02 3.16 0.23 Streptococcus_sinensis_98 Bacteria_Firmicutes_Bacilli_Lactobacillales_Streptococcaceae_Streptococcus_100
OTU_61655 9.38E-01 6.04E-01 1.63E-02 0.62 1.86 Bacteroides_thetaiotaomicron_97 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_713 8.25E-01 6.63E-01 2.94E-01 0.77 0.39 Collinsella_intestinalis_100 Bacteria_Actinobacteria_Coriobacteriia_Coriobacteriales_Coriobacteriaceae_Collinsella_100
OTU_101243 8.48E-01 6.04E-01 1.25E-02 3.05 0.15 Bacteroides_xylanisolvens_98 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_12469 8.54E-01 9.34E-01 1.34E-02 1.59 0.16 Bacteroides_stercoris_95 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_72
OTU_1492 7.07E-01 9.90E-01 3.73E-02 2.19 0.14 Bacteroides_stercoris_94 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Porphyromonadaceae_56_Parabacteroides_56
OTU_1508 7.91E-01 7.73E-01 3.21E-02 1.56 0.53 Bacteroides_thetaiotaomicron_90 Bacteria_Bacteroidetes_99 Bacteroidia_99 Bacteroidales_99_Bacteroidaceae_97_Bacteroides_71
OTU_346 8.33E-01 NA 1.37E-01 2.40 0.00 Anaerostipes_hadrus_96 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Anaerostipes_36
OTU_364 NA 7.46E-01 2.04E-01 0.00 1.88 Simplicispira_soli_98 Bacteria_Proteobacteria_Betaproteobacteria_Burkholderiales_Comamonadaceae_Simplicispira_96
OTU_39644 8.61E-01 6.47E-01 3.08E-05 2.66 0.23 Bacteroides_xylanisolvens_98 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_46554 7.07E-01 6.04E-01 3.80E-02 0.56 1.70 Erysipelatoclostridium_ramosum_96 Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelatoclostridiaceae_Erysipelatoclostridium_100
OTU_5028 9.87E-01 8.87E-01 1.31E-01 0.79 1.30 Flavonifractor_plautii_92 Bacteria_Firmicutes_97_Clostridia_97_Clostridiales_97_Ruminococcaceae_97_Flavonifractor_97
OTU_672 8.29E-01 6.04E-01 1.70E-02 2.66 0.20 Bacteroides_stercoris_91 Bacteria_Bacteroidetes_96_Bacteroidia_95_Bacteroidales_95_Bacteroidaceae_95_Mediterranea_53
OTU_7275 9.31E-01 9.25E-01 2.61E-01 0.92 1.34 Lachnocdlostridium_pacaense_95 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Clostridium XIVa_73
OTU_75479 7.07E-01 6.35E-01 2.07E-01 2.20 0.55 Collinsella_aerofaciens_96 Bacteria_Actinobacteria_Coriobacteriia_Coriobacteriales_Coriobacteriaceae_Collinsella_100
OTU_960 8.47E-01 9.53E-01 2.77E-01 0.39 0.20 Enterocloster_asparagiformis_96 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Clostridium XIVa_63
OTU_10594 9.61E-01 9.64E-01 2.52E-02 0.55 1.65 Bacteroides_fragilis_94 Bacteria_Bacteroidetes_98_Bacteroidia_98_Bacteroidales_98_Bacteroidaceae_98_Bacteroides_91
OTU_ 1144 7.07E-01 8.14E-01 6.69E-03 0.14 2.75 Phascolarctobacterium_faecium_100 Bacteria_Firmicutes_Negativicutes_Acidaminococcales_Acidaminococcaceae_Phascolarctobacterium_100
OTU_1156 9.52E-01 8.73E-01 9.69E-01 0.40 0.39 Megamonas_funiformis_100 Bacteria_Firmicutes_Negativicutes_94_Selenomonadales_94_Selenomonadaceae_94_Megamonas_94
OTU_13348 7.57E-01 9.90E-01 9.14E-01 1.24 1.19 Coprococcus_comes_97 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Coprococcus_45
OTU_1378 9.91E-01 9.57E-01 1.12E-01 1.73 0.87 Clostridium_symbiosum_90 Bacteria_Firmicutes_99_Clostridia_99_Clostridiales_99_Lachnospiraceae_89_Moryella_17
OTU_1767 9.05E-01 9.97E-01 8.44E-01 1.27 1.45 Limosilactobacillus_mucosae_90 Bacteria_Proteobacteria_85_Gammaproteobacteria_85_Enterobacterales_85_Enterobacteriaceae_85_Pseudescherichia_84
OTU_40547 7.85E-01 9.70E-01 8.49E-01 1.08 1.15 Pseudescherichia_vulneris_90 Bacteria_Proteobacteria_91_Gammaproteobacteria_91_Enterobacterales_90_Enterobacteriaceae_87_Pseudescherichia_86
OTU _ 4173 8.37E-01 9.53E-01 1.18E-01 1.72 1.08 Pseudescherichia_vulneris_96 Bacteria_Proteobacteria_83_Gammaproteobacteria_83_Enterobacterales_83_Enterobacteriaceae_81_Pseudescherichia_71
OTU_69035 7.07E-01 6.04E-01 5.05E-02 0.34 0.04 Veillonella_denticariosi_98 Bacteria_Firmicutes_Negativicutes_Veillonellales_Veillonellaceae_Veillonella_100
OTU_982 8.12E-01 9.12E-01 7.23E-02 2.29 0.24 Lacrimispora_aerotolerans_95 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_99_Hungatella_49
OTU_11995 8.61E-01 9.25E-01 3.94E-01 1.12 0.85 Pseudescherichia_vulneris_96 Bacteria_Proteobacteria_Gammaproteobacteria_Enterobacterales_Enterobacteriaceae_Escherichia/Shigella_79
OTU_1909 8.82E-01 7.76E-01 2.70E-01 1.69 1.11 Bacteroides_kribbi_97 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_2060 9.01E-01 9.75E-01 2.71E-02 1.30 0.44 Peptoniphilus_koenoeneniae_96 Bacteria_Firmicutes_Clostridia_Clostridiales_Peptoniphilaceae_Peptoniphilus_100
OTU_43208 7.59E-01 7.02E-01 2.11E-02 1.82 0.30 Veillonella_atypica_96 Bacteria_Firmicutes_Negativicutes_Veillonellales_97_Veillonellaceae_97_Veillonella_97
OTU_444 9.37E-01 8.05E-01 8.00E-02 3.42 0.08 Vallitalea_pronyensis_87 Bacteria_Firmicutes_97_Clostridia_95_Clostridiales_95_Peptostreptococcaceae_27_Criibacterium_27
OTU _4771 9.07E-01 7.01E-01 6.91E-01 0.94 1.20 Escherichia_albertii_91 Bacteria_Proteobacteria_99_Gammaproteobacteria_99_Enterobacterales_99_Enterobacteriaceae_99_Pseudescherichia_92
OTU_585 7.07E-01 6.04E-01 2.14E-01 1.63 0.34 Cetobacterium_somerae_92 Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_98_Cetobacterium_72
OTU_8536 7.80E-01 8.28E-01 2.96E-03 2.00 0.68 Clostridium_tarantellae_94 Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_67_Robinsoniella_11
OTU_906 1.00E+00 9.41E-01 2.21E-01 0.46 0.21 Catenibacterium_mitsuokai_94 Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelotrichaceae_Catenibacterium_97
OTU_9789 8.85E-01 7.31E-01 5.70E-03 2.01 0.63 Bacteroides_caccae_97 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_9842 8.16E-01 6.04E-01 6.91E-04 2.07 0.39 Bacteroides_faecichinchillae_97 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
OTU_1030 7.07E-01 6.04E-01 2.19E-01 0.36 0.10 Phocaeicola_vulgatus_95 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Phocaeicola_64
OTU_10686 9.60E-01 6.04E-01 1.24E-02 1.47 0.07 Phascolarctobacterium_succinatutens_97 Bacteria_Firmicutes_Negativicutes_Acidaminococcales_Acidaminococcaceae_Phascolarctobacterium_100
OTU_1408 7.07E-01 6.35E-01 1.66E-01 0.81 1.46 Enterococcus_hirae_97 Bacteria_Firmicutes_99_Bacilli_98_Lactobacillales_97_Enterococcaceae_84_Vagococcus_30
OTU_233 NA 7.61E-01 2.93E-01 0.00 1.96 Elstera_cyanobacteriorum_100 Bacteria_Proteobacteria_Alphaproteobacteria_Rhodospirillales_Rhodospirillaceae_Elstera_100
OTU_30066 7.07E-01 4.60E-01 1.82E-01 1.60 0.98 Erysipelatoclostridium_ramosum_96 Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelatoclostridiaceae_Erysipelatoclostridium_100
OTU_34989 9.04E-01 7.31E-01 5.05E-02 1.58 0.61 Bacteroides_thetaiotaomicron_95 Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_88
OTU _47747 7.07E-01 6.76E-01 2.48E-02 1.50 0.09 Veillonella_atypica_97 Bacteria_Firmicutes_Negativicutes_Veillonellales_Veillonellaceae_Veillonella_100
OTU_51719 7.57E-01 6.83E-01 3.96E-01 0.84 1.15 Enterococcus_faecalis_96 Bacteria_Firmicutes_Bacilli_Lactobacillales_99_Enterococcaceae_76_Enterococcus_51
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Bacteria_Firmicutes_Clostridia_99_Clostridiales_99_Peptoniphilaceae_90_Peptoniphilus_76
Bacteria_Bacteroidetes_86_Bacteroidia_86_Bacteroidales_86_Bacteroidaceae_85_Bacteroides_56
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Ruminococcus2_38
Bacteria_Proteobacteria_80_Gammaproteobacteria_80_Enterobacterales_79_Enterobacteriaceae_78_Pseudescherichia_78
Bacteria_Firmicutes_Clostridia_Clostridiales_ Ruminococcaceae_91_Ruminococcus_72
Bacteria_Firmicutes_38_Bacilli_36_Lactobacillales_36_Enterococcaceae_21_Pilibacter_19
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_Fusobacterium_100
Bacteria_Proteobacteria_89_Gammaproteobacteria_89_Enterobacterales_89_Enterobacteriaceae_87_Pseudescherichia_70
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
Bacteria_Proteobacteria_80_Gammaproteobacteria_80_Enterobacterales_80_Enterobacteriaceae_76_Pseudescherichia_76
Bacteria_Actinobacteria_99 Actinobacteria_99 Bifidobacteriales_99_ Bifidobacteriaceae_99_Bifidobacterium_67
Bacteria_Proteobacteria_85_Gammaproteobacteria_85_Enterobacterales_85_Enterobacteriaceae_85_Pseudescherichia_84
Bacteria_Proteobacteria_Gammaproteobacteria_Enterobacterales_Enterobacteriaceae_Escherichia/Shigella_98
Bacteria_Proteobacteria_Gammaproteobacteria_Enterobacterales_Enterobacteriaceae_Pseudescherichia_94
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Prevotellaceae_Prevotella_100
Bacteria_Firmicutes_Clostridia_Clostridiales_ Ruminococcaceae_ Ruminococcus_98
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_98
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Coprococcus_24
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Odoribacteraceae_Butyricimonas_100
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Dorea_70
Bacteria_Firmicutes_Negativicutes_54_Acidaminococcales_54_Acidaminococcaceae_54_Phascolarctobacterium_54
Bacteria_Firmicutes_Clostridia_Clostridiales_ Ruminococcaceae_80_Flavonifractor_80
Bacteria_Firmicutes_Bacilli_99_Lactobacillales_99 Lactobacillaceae_99_Limosilactobacillus_98
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae 1_99_Clostridium sensu stricto_58
Bacteria_Proteobacteria_Deltaproteobacteria_98_Desulfovibrionales_98_Desulfovibrionaceae_98_Desulfovibrio_75
Bacteria_Firmicutes_Clostridia_Clostridiales_Peptostreptococcaceae_Paeniclostridium_100
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_100
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Bariatricus_74
Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Gemmiger_75
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_98
Bacteria_Firmicutes_Negativicutes_Acidaminococcales_Acidaminococcaceae_Phascolarctobacterium_100
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Phocaeicola_59
Bacteria_Firmicutes_96_Clostridia_96_Clostridiales_96_Ruminococcaceae_96_Flavonifractor_95
Bacteria_Firmicutes_Clostridia_Clostridiales_Peptostreptococcaceae_Romboutsia_100
Bacteria_Firmicutes_Clostridia_Clostridiales_Peptoniphilaceae_Peptoniphilus_100
Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Enterococcus_78
Bacteria_Proteobacteria_53_Gammaproteobacteria_53_Enterobacterales_52_Enterobacteriaceae_52_Pseudescherichia_52
Bacteria_Firmicutes_70_Clostridia_70_Clostridiales_70_Lachnospiraceae_70_Bariatricus_31
Bacteria_Firmicutes_97 Bacilli_97 Lactobacillales_96_Carnobacteriaceae_63_Isobaculum_26
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Kineothrix_22
Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_92_Enterococcus_84

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Hungatella_99




Significance for passage number (Model 1)

pFDR<0.05 in MCG-3 pFDR<0.05 in MCG-3B

Number of OTUs 0 2
Percentage of OTUs 0.00% 0.09%
Total number of OTUs 2336

Number and percentage of total OTUs significantly affected by passage number

Significance for NDG presence (Model 2)

pFDR<0.05 pFDR<0.01 pFDR<0.001
Number of OTUs 1070 535 226
Percentage of OTUs 45.80% 22.90% 9.67%
Total number of OTUs 2336

Number and percentage of total OTUs significantly affected by NDG presence
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