
Supplementary materials: 

Prediction of GPI-modification 

To predict the effect of CD177 c.1291G>A polymorphism, the protein sequence of 
both CD177 variant (wildtype and mutant) were analysed in big-PI predictor GPI 
modification site and GPI-anchor possiblities for both proteins were scored. 

 

 

 
Supplementary Figure S1: Prediction of GPI modification induced by the CD177 
c.1291G>A polymorphism (bold letter) by big-PI Predictor GPI Modification Site. The 
total score for GPI in the wild type CD177 (left) and the mutant variant (right) is 
calculated by the big-PI Predictor Modification Software. 


