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Figure S4. Verification results for CPSSR 2805 (GTTTT). (A) multiple sequence alignment
of the assembled sequences containing CPSSR 280 5 in the eight Caragana transcriptome
datasets; (B) sequencing results of the PCR products in (C); (C) the capillary
electrophoresis results of CPSSR_2805 in eight Caragana individuals.



