
Figure S2. KEGG functional annotation results of gene sequences containing 
polymorphic Genic-SSRs loci. The x-axis represent the numbers of SSR-containing 
sequences enriched in KEGG pathways, the y-axis represent the enriched pathways 
assigned to the 5ʹUTR, CDSs, and 3ʹUTRs SSR-containing sequences.


