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Fig.S3 GO enrichment analysis of DEGs. A. M vs L; B. M vs LM; C. M vs HM; D. M vs H DEGs GO
enrichment cycle diagram. The outermost circle is ID, and the Ontology to which the ID belongs is
distinguished by color; The second circle is the total number of genes in the term, represented by color -
log10 (P-value); The third circle is the number of up/down-regulated genes; The fourth circle is Rich

factor, and the innermost circle is legend information.



