mtt mttanivaapaaptispaitstatriggkavptprllgsgaanva----- gilaksldsp 55
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. * *
mtt spssssgwpvkhaavlegdvilgglmmvhsred-sitcgpimpgggigaleamlytldgv 114
mGluR snt=--htgdsvsvslpgdiilgglfpvhekge-gapcgpkvynrgvgrleamlyaidrv 84
Human ~  ------—- raagsvrlaggltlgglfpvhargaagracgqlkkquvhrleamlyaldrv 79
LLox ok wEEk kx Lok kEkRERL kL
mtt nk—qqllpnvtlgahllddcdkdtyglemavdfikgsisn———iddaeyhcnktq ————— 165
mGluR nndpnilpgitigvhildtcsrdtyalngslgfvraslnn---ldtsgyecadgsspglr 141
Human nadpellpgvrlgarlldtc3rdtyaleqalsqual1rgrgdcdequrcpquppl r 138
Likk s ik sakk ok ikkk K. s ks
mtt ———vrkvisqvvqaassvtsiqvanllrlfripquyfstspelsnqufeyfsrtipsd 222
mGluR knassgpvfgviggsyssvslgvanllrlfhipgvspastaktlsdktrfdlfartvppd 201
Human -pappervvavvgasassvsimvanvlrlfaipgisyastapelsdstrydffsrvvppd 197
Loukih L K kg KRKgkwkk Rkkgk  kkg Kk Kog Kik ok
mtt hygvkamveivkrmgwsyvsiiyeesnygikafeeleell-arhniciaikeklvkdsgv 281
mGluR tfgsvalvdilknfnwsyvstihsegsygeygiealhkea-ternvciavaekvps-——a 257
Human sygagamvdivralgwnyvstlasegnygesgveafvgisreaggvciagsikipr---e 254
sk kekakaes o« ok kkk o+ Kk _kk Kk 4 s kR w .
mtt aediaydnivgklltkprargaiifgsdgevrgvmravrranatgsfswigsdgwsarnl 341
mGluR addkvfdsiisklgkkpnargvvlftraedarrilgaakranlsqpfhwiasdgwgkggk 317
Human pkpgefskvirrlmetpnargiiifaneddirrvleaarganltghflwvgsdswgakts 314
P S L LT N T LI T T o
mtt vsddyepevegtlsvgpganpvrgfeeyflsltvenngrnpwivefwedhfgecrypgsts 401
mGluR lleglediaegaitvelgseiiadfdrymmgltpetngrnpwfaeywedtfncvltslsv 377
Human pllsledvavgaltllpkras1dgquyfmtrslennrrnlwfaefweenfnckltssgt 374
I P T e R A T T
mtt tpynn--——---—=—--- ytkgcttkerlsrgn-tdfedglgfvsdavmafayalrdmhr 447
mGluR kpdtsnsanstdnkigvkaktecddsyrlsekvgyeqesktgfvvdavyafayalhnlhn 437
Human qgsdds-===========—= trkctgeerlgrdstyeqegkvqfv1dav131ahalhsmhq 420
. -* . . Lt Ak Kk kKK # * o ** ‘:*‘
mtt dlcgggp slceamkptkgad llkylrkvefegl 480
mGluR drentgsdgttetrkhlgsesvwyrkistdtksqacpdmanydgkefynnyllnvsfidl 497
Human alcpght glcpameptdgrm—llqylravrfngs 453
* * ok
mtt sgdefrqungdgparyniihfkqsqa——gthkavgeytegelrlnmtekakrlspk 538
mGluR agsevkfdrqgdglarydilnyqrgens-sgyqykvigkwfng-lglnsetvvwnket-e 554
Human agtpvmfnengdapgrydlfquatnqsassquqavngaet lrldvealqwsgdphe 512
sk ke akk | kkakaaas R L ek s .o
mtt ppesvcslpelvggakkyvegescewhefnettygirhpddetheklceklgtlpdahkgy 598
mGluR gptsacslpcevgmikk-qggdtccwicdscesfey—-vydeftckdcgpglwpyadkls 611
Human Vpsu1cqchgpgeIkkmvkqvpccwhceacdgyrf——queftceacpqdmrptpnhtq 570
%k kkkkk ok Rk ok KRk x ko *
mtt crpipeiylrpesawaigamafsat gllvtlfvmqvarhndtplvrasgrelsylllag 658
mGluR cyaldigymkwnslfalipmaiaifgialtsivivlfaknhdtplvrasgrelsytllfg 671
Human crptpvvrlswsspwaapplllavlqlvatttvvatfvrynntplvrasqrelsyvlltg 630
. * ok * * . * . sekkekkhkhkhkkhhrk Kk ok
mtt 1fmcygvtfalvlkptnlvca1qrfgvgfcftvvyaalltktnrlar1fkagkqaakrps 718
mGluR ilvecycentfaliakptigscvlgrfgigvgfsiiysalltktnrisrifhsasksagrlk 731
Human 1f1lyaltflmvaepgaavcaarrlflglqttls salltktnrlyrlfqukrsvtppp 690
ke ok kA .k K aka ek | ra ok akkkkkkkkx kA )
mtt fispksglvicaclvsvgilingvwmviapshamhhypt======= rednllvcdsylda 771
mGluR yispgsgvvittsliaigvlitmiwmvveppgtrfyypd=——=-——-= rrevilkck-igdm 783
Human fisptsqlvitfsltslgvvgmiawl garpphsvi dyeeqrtvdpeqargvlkcd msdl 749
**x ** * ok _v( si*o: *' * : * * *
mtt symiafsypiflivictvyavltrkipeafneskhigftmyttcviwlafvplyfgtanh 831
mGluR sflfsglynmilitictiyaiktrkipenfneskfigftmyttciiwlafvpiyfgtgns 843
Human sl;gclgyslllmvtctvyalkargvpetfneakplgftmyttC11wlafvp1ffgtaqs 809
pake | Kokekoky sk akk kokk ok kkkkwkhkkakhkkkkke ckkh .
mtt vp———lrltsmsvt15lsasvt1aclfspklyl111rpernvrqsmmpprygnmh ————— 883
mGluR ye---vgtttlcisislsasvalvclyspkvyilvfhpdknvrkltmnstvyrrsaaava 900
Human aekiyiqgtttltvslslsasvslgmlyvpktyvilfhpegnvgkrkrslkatstv—-—-—-=— 864
R S A R R R I
mtt = = rtagtgpssmmaaavvtaatcageekigkhitptnten--—---———--- 921
mGluR ggaptssgysrthapgtsaltggavgtnass—--stlptgnsphldeasagtnvahktng 957
Human —aappkgedaeahk: 877
mtt = ==———— slktkklcematgtissiitsldinayngipyadgyvpnnattatttptdkgsg 975
mGluR eflpevgervepichivnk: 976
Human 877
mtt ngnsnsnsntngssnsnsnsngdgdvategvvannnkingrghggpavafaitstnnhis 1035
mGluR 976
Human 877
mtt gpaatitttaatgetttealvatittplatvdgsetmsvapnnghgnngsgrppvlgtnl 1095
mGluR --- 976
Human 877

Figure S1. Alignment of human GRM6 and fly mtt/mGIluR proteins. *' indicates positions, which have a
single, fully conserved residue; "' indicates that one of the following 'strong’ groups is fully conserved:
STA, NEQK, NHQK, NDEQ, QHRK, MILV, MILF, HY, FYW; "' indicates that one of the following
'weaker' groups is fully conserved: CSA, ATV, SAG, STNK, STPA, SGND, SNDEQK, NDEQHK,
NEQHRK, FVLIM, and HFY.



Figure S2. Images captured under a stereomicroscope depicting the eyes of Drosophila with various
genotypes. (A) GMR-Gal4>mGIuR-RNAi-1 (#THU2115). (B) GMR-Gal4>mGIuR-RNAi-2 (#THU5288).
(C) GMR>mtt-RNAi-2 (#THU0827). (D) GMR>mtt-RNAi-1 (#THU5594).



