
 
Figure S1. Alignment of human GRM6 and fly mtt/mGluR proteins. '*' indicates positions, which have a 

single, fully conserved residue; ':' indicates that one of the following 'strong' groups is fully conserved: 

STA, NEQK, NHQK, NDEQ, QHRK, MILV, MILF, HY, FYW; '.' indicates that one of the following 

'weaker' groups is fully conserved: CSA, ATV, SAG, STNK, STPA, SGND, SNDEQK, NDEQHK, 

NEQHRK, FVLIM, and HFY.  



 
Figure S2. Images captured under a stereomicroscope depicting the eyes of Drosophila with various 

genotypes. (A) GMR-Gal4＞mGluR-RNAi-1 (#THU2115). (B) GMR-Gal4＞mGluR-RNAi-2 (#THU5288). 

(C) GMR＞mtt-RNAi-2 (#THU0827). (D) GMR＞mtt-RNAi-1 (#THU5594). 


