
Figure S1 (A)The heatmap of the 70 DEGs. The ascending normalized expression level in the 
heatmaps was colored from blue to red. red means gene upregulation, blue indicates downregulation 
and white means normal expression. (B) The PPI network of 37 DEGs. red means gene upregulation, 
blue indicates downregulation and white means normal expression. (C-D) The enrichment map for 
the 70 DEGs generated using GO and KEGG pathway analyses, including all seven KEGG 
pathways (C) and top 20 GO biological process terms (D). Furthermore, the y axis represents the 
GO or KEGG terms, the x axis represents the enrichment score, the color stands for p-value, and 
the size of the circle represent the numbers of genes. 


