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Figure S1. In vitro analysis of Sh2 antibody with a GST-purified antigen protein. (A)
Schematic representation of the GST-Sh2 vector structure. The white section depicts
GST tags and protein linkages at TEV protease sites. (B) Coomassie Brilliant Blue G-
250 staining of purified GST-Sh2 protein and BSA standard, as depicted in the protein
labeling diagram. (C) Western blotting of GST-Sh2 after TEV protease digestion for
periods ranging from 1 to 6 hours. Each well contained 0.5ug of protein, and the
antibody dilution was set at a ratio of 1:5000.
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Figure S2. Sequencing results for Sh2 site mutations integrated into the puG-221
vector. (1) Represents the reference Sh2 sequence from the NCBI database. (2)
Highlights the sequence region encompassing the Ser31 site. (3) Demonstrates the
primers used for site-directed mutagenesis. (4) Provides the sequencing outcomes
confirming successful mutations.



