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Figure S1. The topology of modified human butyrylcholinesterase (BChE) and human serum albumin
(HSA).

A, structure of modified Ser 198 of BChE on the example of adduct Ad2. Amino acids of the catalytic triad,
oxyanion hole and peripheral anionic site are highlighted in red, blue and green, respectively.

B, structure of modified Tyr150 of HSA on the example of adduct Ad12-Tyr150. Amino acids of site Sudlow
I are highlighted in orange.

C, structure of modified Tyr161 of HSA on the example of adduct Ad12-Tyr161. Amino acids of site III are
highlighted in light blue.

D, structure of modified Tyr411 of HSA on the example of adduct Ad12-Tyr411. Amino acids of site Sudlow
IT are highlighted in purple.



