
Suppl. Table S1. Distribution of the IFIH1 genotypes according to the Cw6*0602 status. 

Psor ≤40 Psor >40 Cts ≤40 

n=100 

Cts >40 

N=100 

Cts total 

N=200 

rs1990760 N=211 N=30 N= 7 N =6 N=13 

Cw6 +ve TT 94 (45%) 8 (27%) p=0.06 5 3 8 (62%) 

TC 91 (43%) 15 (50%) 1 2 3 (23%) 

CC 26 (12%) 7 (23%) 1 1 2 (15%) 

N=229 N=102 N=93 N=94 N=187 

Cw6 -ve 

TT 85 (37%) 32 (32%) p<0.001 37 40 77 (41%) 

TC 129 (56%) 41 (40%) 42 42 84 (45%) 

CC 15 (7%) 29 (28%) 14 12 26 (14%) 

rs35337543 

Cw6 +ve GG 210 (99.5%) 28 (94%) p=0.05 7 6 13 (100%) 

GC 1 (0.5%) 2 (6%) 0 0 0 

Cw6 -ve GG 220 (96%) 100 (98%) p=0.29 91 92 183 (98%) 

GC 9 (4%) 2 (2%) 2 2 4 

rs35744605 

Cw6 +ve CC 210 (99.5%) 29 (97%) p=0.23 7 6 13 (100%) 

CA 1 (0.5%) 1 (3%) 0 0 

Cw6 -ve CC 222 (97%) 100 (98%) p=0.44 92 92 184 (98%) 

CA 7 (3%) 2 (2%) 1 2 3 (2%) 



Suppl. Figure S1. Allele and genotype frequencies for the three IFIH1 SNPs in 

different 

European populations. 

Eur: Europeans admixed. 

CEU: Utah Residents of European ancestry. 

FIN: Finnish in Finland. 

GBR: British in England and Scotland. 

IBS: Iberian population in Spain. 

TSI: Toscani in Italy. 


