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Figure S1: Identification of a pathogenicity-deficient mutant M14-9 by screening on

lettuce leaves.

A Chrom Nucleotide AA Reference gene
osome change change

3 GI7A V33l sscle_03g025100

11 A1541G D514G sscle_11g084950

11 T144A Y48+ sscle_11g085070
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Figure S2: Identification of the molecular lesions of the M14-9 mutants.
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Figure S3: Identification of Sscakl by PCR.
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Figure S4: Sclerotia number and weight of SsCak1 knockout and complementation
strains.

WT M14-9 Sscak1 Sscak1-C1 Sscak1-C5

Figure S5: WT, M14-9, Sscak1, Sscak1-C1 and Sscak1-C5 grown on PDA medium
containing bromophenol blue. Experiments were conducted three times with similar
results.

Supplementary Table S1 Primer sequences used in this study.

up-F tatgaccatgattacgaattc TCTGCGACCGAAGGATTACT

up-R ccttcaatatcatcttct ATTGTCGAACCAAGAGGAT

down-F tagaggtaatccttcttt CCAGGTCAAGTAATGTGTCT

down-R tctagaggatccccgggtace TTACGAATGTGTGGAGGTT

hyg-F TGACTGGAGCGAGGCGATGT

hy-R tctagaggatccccgggtaccGCATCATCGAAATTGCCGTCAACC
yg-F tatgaccatgattacgaattcTCTCGGAGGGCGAAGAATCTCGTGC
hyg-R AAAGAAGGATTACCTCTAAACAAGTGT

up-check-F TTCATTGTTGACCTCCACTA

hyg-check-R TACAGGACACACATTCATCG




hyg-check-F TTATCCTCTTCACACGCTCG

down-check-R TCTCCTTCTACATCCGCATC

CAKI-F GAGATTGGTCTTGCTGTTGC

CAKI-R CAGCATCTGGAAGTAACTCT

Cak1-RT-F GCTACCTACGATGATTTATGC

Cak1-RT-R ATTATGGAAGGATGCGAGAG

Sstub1-RT-F GTGAGGCTGAGGGCTGTGTGA

Sstub1-RT-R CCTTTGGCGATGGGACG

TRV-Cakl1-F gtgagtaaggttaccgaattc ATGGACTCCACAACAGACTG
TRV-Cakl-R gagacgcgtgagctcggtacc AACAGCGCCGCTAGAGATAT
TRV-PDS-F gtgagtaaggttaccgaattcGAACATATIGAGTCAAAAGGTG
TRV-PDS-R gagacgcgtgagctcggtaccGCTTCTGCTGAAGAGCAGAT
TRV-GFP-F gtgagtaaggttaccgaattc I GGTGAGCAAGGGCGAGGAG
TRV-GFP-R gagacgcgtgagctcggtaccl GGACGTAGCCTTCGGGCAT




