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Figure S7 P-Value histogram of KEGG enrichment analysis; Demonstrate the enrichment of
pathways with both differential metabolites and differential genes. The abscissa of the histogram
represents the metabolic pathway, the red represents the enriched pvalue value of the differential
gene in the ordinate, and the green represents the enriched pvalue value of the differential

metabolite, expressed in log (P-value). The higher the ordinate, the stronger the enrichment

degree.



