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Supplementary Data S1: After transfection or treatments, cells were seeded (2,000 cells/200µl/well for CAL27 and SCC9 and 8,000 cells/200µl/
well for CAL33) in 96-well plates at 37°C. Confluence (shown in orange) of CAL27, CAL33 and SCC9 cell lines overexpressing miR-30a-3p or 
miR-30e-3p was monitored up to 7 days. Images are representative of 6-10 experiments. 
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Supplementary Data S2:  a. BMPR2 expression was determined by RT-qPCR in M0 polarized THP-1 exposed to CAL27, CAL33, SCC9 
overexpressing miR-30a-3p and miR-30e-3p conditioned media (n = 3-4, * p < 0.05). b. miR-30a-3p and miR-30e-3p expression was determined 
by RT-qPCR in M0 polarized THP-1 exposed to CAL27, CAL33, SCC9 overexpressing miR-30a-3p and miR-30e-3p conditioned media (n = 1). 



Supplementary Table S1:  Clinical characteristics of the Patients



Primer sequence Accession number Reference position or sequence

Hsa-miR-30a-3p MIMAT0000088 5'CUUUCAGUCGGAUGUUUGCAGC

Hsa-miR-30e-3p MIMAT0000693 5'CUUUCAGUCGGAUGUUUACAGC

Let7a MI0000060 5’TGAGGTAGTAGGTTGTATAGTT

RNU44 NR_002750 5’TGCTGACTGAACATGAAGGTCT

BMPR2 NM_001204.6 3909

ACVR1 NM_001105.4 1860

TGFBR1 NM_004612.3 1142

LTBP2 NM_000428.2 5359

SPTBN1 NM_003128.2 6443

TGFB1 NM_000660.5 1464

CRLF1 NM_004750.5 1312

RNA18S NR_003278.3
Forward: 5’-TGTGGTGTTGAGGAAAGCAG 
Reverse: 5’-TCCAGACCATTGGCTAGGAC

Supplementary Table S2:  Accession numbers and reference positions or sequences (depending of the provider) of primers used in RT-

qPCR analysis. 
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