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Whenever multiple tumor samples were available from the same patient, appropriate bars and sample names are 
shown in blue. A. Tumor mutational burden (TMB) determined from WGS data in the analyzed samples. B. 
Somatic mutational prevalence determined from WGS data in the analyzed samples. C. Relationship between TMB 
calculated from WGS and data and from the Illumina TruSight Oncology 500 assay (TSO). D. Relationship 
between somatic mutational prevalence calculated from WGS and TMB calculated from TSO data.

Supplementary Figure 2. Tumor mutational burden (TMB) and somatic mutational prevalence in 
investigated samples. 
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