Supplementary Table S3. Biological process gene ontology terms for 479 DEGs from HKCs (TGFB1 +

CMS) vs. HCFs (TGFB1 + CMS) (FDR < 0.05).

GO biological process complete

MDA-5 signaling pathway

Leytoplasmic pattern recognition receptor
signaling pathway in response to virus

Lbdefense response to virus

Lbresponse to virus

L’response to other organism

Lbbiological process involved in
interspecies interaction between organisms

Lbresponse to external biotic

stimulus

Lresponse to biotic stimulus

Lbresponse to stimulus

Lresponse to external stimulus

bdefense response to symbiont

Ldefense response to other organism
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Lbresponse to stress
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Lbregulation of cellular process

Lbregulation of biological

process

Lbiological regulation

bsignaling

beellular process

Leell communication

Leellular response to stimulus

Lbregulation of response to

stimulus

Lbintracellular signal transduction

interleukin-27-mediated signaling pathway

Leell surface receptor signaling pathway

Lbeellular response to cytokine stimulus

Leellular response to organic substance

Leellular response to chemical stimulus

Lbresponse to chemical

Lbresponse to cytokine

protein mono-ADP-ribosylation

sequestering of extracellular ligand from receptor
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Lextracellular negative regulation of signal
transduction

Lbextracellular regulation of signal
transduction

bregulation of signal transduction

Lbregulation of cell communication

Lbregulation of signaling

Lnegative regulation of signal transduction

Lbnegative regulation of cell
communication

Lbnegative regulation of cellular process

Lbnegative regulation of biological

process

bnegative regulation of signaling

bnegative regulation of response to
stimulus

positive regulation of non-canonical Wnt signaling
pathway

Lbregulation of Wnt signaling pathway

Lpositive regulation of signal transduction

Lpositive regulation of signaling

Lpositive regulation of biological

process

Lbpositive regulation of cell
communication

Lpositive regulation of cellular process
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Lpositive regulation of response to
stimulus

fibroblast migration

Lcell migration

beell motility

mesenchymal cell proliferation

Lcell population proliferation

negative regulation of viral genome replication

Lbregulation of viral genome replication

Lbregulation of viral life cycle

bregulation of viral process

Lbnegative regulation of viral process

cell adhesion mediated by integrin

Lcell adhesion

positive regulation of interferon-beta production

Lbregulation of cytokine production

Lregulation of multicellular organismal

process

Lpositive regulation of cytokine production

Lpositive regulation of multicellular
organismal process

Lbregulation of interferon-beta production

cellular response to type | interferon

Lbresponse to type | interferon
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Lbinnate immune response

Yimmune response

Yimmune system process

negative regulation of innate immune response

Lbnegative regulation of response to external
stimulus

Lbregulation of response to external stimulus

Lnegative regulation of response to biotic
stimulus

Lbregulation of response to biotic stimulus

Lbregulation of defense response

Lbnegative regulation of defense response

regulation of actin filament depolymerization

Lbregulation of cellular component
organization

Lbregulation of actin polymerization or
depolymerization

Lregulation of actin filament length

bregulation of actin cytoskeleton
organization

Lbregulation of actin filament-based

process

Lbregulation of cellular component size

Leellular component organization

Leellular component organization or

biogenesis
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Lregulation of anatomical structure

Lbregulation of actin filament organization

regulation of establishment of planar polarity

Lbregulation of anatomical structure
morphogenesis

Lbregulation of developmental process

collagen fibril organization

bsupramolecular fiber organization

Lbextracellular matrix organization

Lbextracellular structure organization

Lbexternal encapsulating structure
organization

nephron tubule development

Lbrenal tubule development

Ltube development

Ybanatomical structure development

Lbdevelopmental process

bmulticellular organism development

bmulticellular organismal process

bitissue development

Lbrenal system development
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bsystem development

Lburogenital system development

Ynephron epithelium development

Lkidney epithelium development

bkidney development

Lbanimal organ development

Ybnephron development

negative regulation of cytokine-mediated
signaling pathway

Lbnegative regulation of response to cytokine
stimulus

transport across blood-brain barrier

Lbvascular transport

Lbvascular process in circulatory system

beirculato ry system process

inner ear morphogenesis

Year morphogenesis

Lbear development

bsensory organ development

Lbsensory organ morphogenesis

banimal organ morphogenesis

Lbanatomical structure morphogenesis
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Yembryonic organ morphogenesis

bembryonic organ development

bembryo development

Yembryonic morphogenesis

Lbinner ear development

integrin-mediated signaling pathway

response to retinoic acid

actomyosin structure organization

Lactin cytoskeleton organization

Lactin filament-based process

eye morphogenesis

homophilic cell adhesion via plasma membrane

adhesion molecules

Leell-cell adhesion

mesenchymal cell differentiation

Lcell differentiation

Leellular developmental process

bmesenchyme development

negative regulation of cell migration

Lbnegative regulation of cell motility

Lbnegative regulation of locomotion
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Lbregulation of locomotion

Lbregulation of cell motility

Lbregulation of cell migration

positive regulation of nervous system
development

Lbpositive regulation of developmental process

Lbregulation of nervous system development

Lbregulation of multicellular organismal
development

regulation of cell morphogenesis

regulation of ERK1 and ERK2 cascade

cell morphogenesis involved in neuron
differentiation

Lbeell development

Lbcell morphogenesis

LY neuron development

Ybneuron differentiation

"'generation of neurons

Yneurogenesis

Ybnervous system development

muscle structure development

regulation of neuron projection development

Lbregulation of plasma membrane bounded cell

projection organization

Lbregulation of cell projection organization
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blood vessel development

Lbvasculature development

Lbeirculatory system development

neuron projection morphogenesis

Lbplasma membrane bounded cell projection
morphogenesis

Lecell projection morphogenesis

beell part morphogenesis

Leellular component morphogenesis

positive regulation of cell migration

Lpositive regulation of cell motility

Lpositive regulation of locomotion

negative regulation of multicellular organismal
process

tissue morphogenesis

tube morphogenesis

anatomical structure formation involved in
morphogenesis

negative regulation of cell population proliferation

Lregulation of cell population proliferation

positive regulation of cell differentiation

bregulation of cell differentiation

central nervous system development

cell-cell signaling
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regulation of apoptotic process

Lbregulation of programmed cell death

regulation of localization

regulation of molecular function

cell cycle
Unclassified
RNA processing

bgene expression

LRNA metabolic process

Lnucleic acid metabolic process

Y nucleobase-containing compound
metabolic process

Yorganic cyclic compound metabolic

process

Lheterocycle metabolic process

Lbeellular aromatic compound
metabolic process

Lbeellular nitrogen compound
metabolic process

ncRNA metabolic process

detection of chemical stimulus involved in sensory
perception of smell

Lbdetection of chemical stimulus involved in
sensory perception

Lbdetection of chemical stimulus

Lbsensory perception of chemical stimulus
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