Supplementary Table S9. Biological process gene ontology terms for 199 KC-altered genes responsive to
TGFB1 treatment (FDR < 0.05).
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bnegative regulation of cellular

process

Lbnegative regulation of
biological process

Lbregulation of multicellular
organismal development

Lbregulation of multicellular
organismal process

Lbnegative regulation of response to
external stimulus

Lbregulation of response to external
stimulus

bnegative regulation of response to
stimulus

Lbregulation of locomotion

positive regulation of defense response to virus
by host

Lregulation of defense response to virus by
host

Lbregulation of defense response to virus

Lbregulation of defense response

Lbregulation of response to biotic
stimulus

negative regulation of viral genome replication

Lbregulation of viral genome replication

Lbregulation of viral life cycle

Lbregulation of viral process

Lbnegative regulation of viral process

positive regulation of pattern recognition
receptor signaling pathway
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response to type | interferon

Lbresponse to stimulus

LYinnate immune response

Lbdefense response to other organism

‘*response to other organism

Lbiological process involved in
interspecies interaction between organisms

Lbresponse to external biotic stimulus

Lbresponse to biotic stimulus

Lbresponse to external stimulus

bdefense response

Yimmune response

LYimmune system process

negative regulation of innate immune response

neural crest cell development

Lbstem cell development

Lbstem cell differentiation

bdevelopmental process

LYanatomical structure development

Lbneural crest cell differentiation

Ybmesenchymal cell differentiation

bmesenchyme development
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Litissue development

renal tubule development

bmulticellular organism development

Lbrenal system development

Lburogenital system development

defense response to virus

Lbresponse to virus

Lbdefense response to symbiont

kidney development

extracellular matrix organization

Lbextracellular structure organization

Lbexternal encapsulating structure organization

blood vessel development

Lbvasculature development

embryonic morphogenesis

Lbanatomical structure morphogenesis

negative regulation of cell population
proliferation

Lregulation of cell population proliferation

cell population proliferation

regulation of cell migration

bregulation of cell motility
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cell adhesion

negative regulation of signal transduction

positive regulation of multicellular organismal

process

cellular response to chemical stimulus
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