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Figure S1: Molecular function of O. vulgaris skin mucus proteome identified by shotgun proteomics
and categorized by PANTHER using the gene name as input for the software (http://pantherdb.org).
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Figure S2: Biological process of O. vulgaris skin mucus proteome identified by shotgun proteomics
and categorized by PANTHER using the gene name as input for the software (http://pantherdb.org).



