Supplemantary file S1: The sequence of gRNAs and the restriction enzyme cutting site at their
target site with their GC content and folding harmony with tracRNA.
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1. gRNA_C1

TTGCTGTTGCCAATACTGTTIEGG
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HpyCH4lll
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C1-REPLICATION
PROTEIN A (REP-A)

2.gRNA_C1./C2

GCCTAGAGATCTTGCCCACTGGG

55
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C1/C2- INTRONIC
REGION BETWEEN
REPLICATION PROTEIN
Aand B

3.gRNA_C2

GCAATACAAGGTCTTCCGCCIGG
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C2- REPLICATION
PROTEIN B (REP-B)

4. gRNA_V1

CCTTCCACTTATCGGATTAGGAG
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V1-CAPSID
(CP)

PROTEIN

5. gRNA_V1/V2

GGAAGAGGAAGACGACCGGTEGGG
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V1/V2- OVERLAPPING
REGION BETWEEN
CAPSID AND
MOVEMENT PROTEIN

6. gRNA_V2

GCGTAAGTGTAGTTTGTACGAGG

45

Rsal

V2-MOVEMENT PROTEIN
(MP)

7.9RNA_V2/V3

CCTTTCAGAGTGAGCGAATTTCC
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V3/V2 - OVERLAPING
REGION BETWEEN
ssDNA REGULATOR
AND MOVEMENT
PROTEIN

8. gRNA_V3

TGATGGTGTGTATTCCCGACIGG
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V3-ssDNA REGULATOR
PROTEIN




