
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S1: Box plot (A) and density plot (B) of FPKM for GB767 and PB767 of six samples. 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S2: PCA analysis of gene expression in six samples of GB767 and PB767. (A) PCA 2D plot. (B) PCA 3D plot. 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S3: PCA analysis of metabolite content in 6 samples of GB767 and PB767. (A) PCA 2D plot. (B) PCA 3D plot. 
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BolC09g003790                   FGIGRRACPGSGLAQRLVTLALGSLVQCFEWERVGE-----GYVDMKETEKGTIMGKATPLEAMCRTR  
BolC02g054060                   FGMGRRACPGSGLAQRLVTLALGSLVQCFDWERADE-----KYVDMTEAEKGTIMRKSTPLKAMCRAR  
BolC07g036190                   FGMGRRACPGLGLALRLVTLALGSLVQCFEWERAGE-----EYVDMSEDEKGITLRRATLLEAMCRPR  
BolC04g031810                   FGAGRRMCPGISLALRIVPHMLASLIYSFEWTLENGKDYTAPADLDMNETLGLTLHKASPLYSDFVKK 
BolC02g015480                   FGNGRRTCPGAALGQRMVSLALGSLIQCFDWEKVND-----EEIDMTENPYGMAMRKLVPLLAVCHQR  
BolC09g064000                   FGAGRRICAGLSLGLRTIQLLTATLVHGFEWELAGG---VTPEKLNMEETYGITLQRAVPLVVHPKPR  
Chrysanthemum morifolium F3’H FGAGRRICAGMSLGLRMVQLLIATLVQTFDWELANG---LEPEMLNMEEAYGLTLQRAAPLMVHPKPR  
Callistephus chinensis F3’H   FGAGRRICAGMSLGMRMVQLLIATLVQTFDWELANG---LDPEKLNMEEAYGLTLQRAEPLMVHPRPR  
Osteospermum hybrida F3’H     FGAGRRSCAGMSLGLRMVQLLVATLVQTFDWELANG---LKPEKLNMEEAYGLTLQRAAPLLVHPKPR  
Gynura bicolor F3’H             FGAGRRICVGLSLGMRMVQLLIATLVQTFDWELANG---LMPEKLNMEEAYGLTLQRAAPLMVHPMSR  
Dahlia variabilis F3’H         FGAGRRICVGISLGLRMVQLLVATSVQTFDWELANG---LKPEKLNMNEAYGLTLQREEPLVVHPKPR  
Tagetes erecta F3’H             FGAGRRICVGISLGLRMVQLLVATLVQTFDWELANG---LKPEKLNMNEAYGLTLQREEPLVVHPKPR  
Rudbeckia hirta F3’H           FGAGRRICVGISLGLRMVQLLVATLVQTFDWELANG---LEPEKLNMNEAYGLTLQREEPLMVHPKPR  
Ageratina adenophora F3’H     FGAGRRICVGMTLGLRMVQLLVATLVQTFDWELAKG---LEPEKLNMDEAYGLTLQRAEQLIVHPKPR  
Helichrysum bracteatum F3’H   FGAGRRICVGMSLGLRMVQLLVGTLIQTFDWELANG---LEPEKLNMEEAYGLTLQRVAPLMVHPKPR  
Cynara cardunculus F3’H        FGAGRRICAGMSLGLRMVQLLIASLVHAFDWELANG---LDPEKLNMEEAYGLTLQRAAPLMVHPSPR  
Centaurea cyanus F3’H          FGAGRRICAGMSLGLRMVQLLTATLVHAFDWKLANG---LDSEKLNMKEAYGLTLQRDVPLMVHPSPR  
Echinops banaticus F3’H        FGAGRRICAGMSLGLKMVQLLTATLVHAFDWELANG---LDPDKLNMEEAYGLTLQRATPLMVHPRPR  
Hieracium pilosella F3’H       FGAGRRICAGMSLGLRMVQLLTATLIQAFDWELANG---LEPRNLNMEEAYGLTLQRAQPLMVHPRPR  
Cichorium intybus F3’H         FGAGRRICAGMSLGLRMVQLLTATLVQAFDWELANG---LEPADLNMEEAYGLTLQRAAPLVVHPRPR  
Lactuca sativa F3’5’H           FGAGRRICAGMSLGVRTVQLLTATLVQAFDWELTNG---LDPKNLNMEEAYGLALRRVAPLMVHPRPR  
Echinops banaticus F3’5’H      FGGGRRICAGMNLGLKMVQLLIATLVHAFDWKLADG---LDPEKLNMEEAPGLALHRVVPLMVHPKPR  
Cichorium intybus F3’5’H       FGAGRRICAGMSLGVRMVQLLIATLVQAFDWELANC---LEPENLNMEEAYGLALRRAEPLMVHPRPR  
Callistephus chinensis F3’5’H FGAGRRICAGMSLALRTVQLLMGTLVQAFDWELANG---IKPEKLNMDEAFGLSVQRAEPLVVHPRPR  
Osteospermum hybrida F3’5’H  FGAGRRICAGMSLALKMVHLLIATLIQAFDWELANG---LDPERLNMEEEFGISVQKAEPLMVPPRPR  
Sollya F3’5’H                    FGAGRRICAGMNFGLRMVQLVTATLIHAFNWELPEG---ELPENMNMEEDYGISLQRTVPLVVHPKPR  
Pericallis cruenta F3’5’H      FGGGRRICAGMSLGLRMVNLLIATLVQAFDWELANG---LELEKLNMEEVFGISLQRVQPLLVHPRPR  

 

Figure S4. Analysis of CYP75Bs that exhibited higher expressions in PB767. (A) Neighbor-joint tree was constructed 
based on these broccoli CYPs with higher expressions in purple curds. The clade of broccoli CYP75Bs were 
highlighted in yellow. (B) Sequence alignment of selected F3’H, F3’5’H, and broccoli CYP75Bs. The amino acid 
sequences are shadowed with colors based on the sequence similarity. The protein sequences of F3’H and F3’H-
derivated F3’5’H were adopted from Seitz et. al. (2015). The 8th position of the amino acid of substrate recognition site 
6 (SRS6) was boxed in red.  
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