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Supplementary Table S1. A summary table of single nucleotide polymorphisms (SNPs) investigated (included or excluded), their risk alleles in the genes affected,
their best-fitted inheritance models for metabolically unhealthy obesity (MUO), the typical biochemical traits affected, the genetic risk score (GRS) optimization
process Cox & Snell R Squares- and p-values.

No. SNP Gene Risk BESt-,f 1tted~ models of Trait Cox & Snell p-value Optimized GRS
allele inheritance R Square
1 rs10838687 MADD T codominant Glucose homeostasis 0.125 2.43E-03 Included
2 rs693 APOB G codominant Lipid metabolism 0.144 3.90E-05 Included
3 rs1111875 HHEX C codominant Glucose homeostasis 0.163 9.29E-07 Included
4 rs2000813 LIPG C codominant Lipid metabolism 0.175 8.77E-08 Included
5 rs1801282 PPARG C recessive Obesity 0.194 2.46E-09 Included
6 rs11558471 SLC30A8 G codominant Glucose homeostasis 0.202 5.29E-10 Included
7 152241766 ADIPOQ T dominant Obesity 0.209 1.45E-10 Included
8 rs328 LPL C dominant Lipid metabolism 0.212 8.00E-11 Included
9 rs3846662 HMGCR A dominant Lipid metabolism 0.210 9.70E-11 Excluded
10 rs1532624 CETP C recessive Lipid metabolism 0.221 2.16E-11 Included
11 rs10830963 MTNRI1B G recessive Glucose homeostasis 0.220 3.11E-11 Excluded
12 rs2144300 GALNT2 C dominant Lipid metabolism 0.216 3.57E-11 Excluded
13 rs4846914 GALNT?2 G dominant Lipid metabolism 0.216 3.57E-11 Excluded
14 15708272 CETP G recessive Lipid metabolism 0.197 2.89E-09 Excluded
15 rs3736594 MRPL33 A codominant Glucose homeostasis 0.220 2.44E-11 Excluded
16 rs174550 FADSI1 T dominant Glucose homeostasis 0.206 3.16E-10 Excluded
17 rs1387153 MTNRI1B T recessive Glucose homeostasis 0.220 2.76E-11 Excluded
18 rs4939883 LIPG T dominant Lipid metabolism 0.217 5.33E-11 Excluded
19 rs173539 CETP T dominant Lipid metabolism 0.231 4.97E-12 Included
20 rs11071657 C2CD4B G dominant Glucose homeostasis 0.223 1.30E-11 Excluded
21 rs1800588 LIPC C dominant Lipid metabolism 0.234 4.57E-12 Included
22 rs1532085 ALDH1A2 G codominant Lipid metabolism 0.228 1.28E-11 Excluded
23 rs10938397 PRDX4P1 A recessive Obesity 0.229 1.12E-11 Excluded
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