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Figure S3.  Assessment of endogenous GR level in HepG2 tumors developed in NOD/SCID 
and NSG mice. 

A) Quantification of the endogenous GR level in tumors developed in NOD/SCID mice 
inoculated with 1x106 of  either mtGFPHepG2 cells or mtGFPGRHepG2 cells.  Quantification of 
bands’ intensity was carried out by applying ImageJ (1.52p) analysis (NIH, Bethesda, MD, 
USA) after correcting for the background signal. Relative protein levels were expressed as 
bands’ intensity normalized to the respective intensity of β-actin. Relative protein levels in 
HepG2mtGFP tumors were set as 1. Data are expressed as mean ± S.D. (n=5). B) Quantification 
of the endogenous mitochondrial GR level in tumors developed in NSG mice inoculated with 
1x105 of either mtGFPHepG2 cells or mtGFPGRHepG2 cells. Quantification of bands intensity 
was carried out as described above and the relative protein levels were expressed as bands’ 
intensity normalized to the respective intensity of SDH. Relative protein levels in 
HepG2mtGFP tumors were set as 1. Data are expressed as mean ± S.D. (n=3). C) Quantification 
of endogenous mitochondrial GR level of tumors developed in NSG mice inoculated with 1x104  

of either mtGFPHepG2 cells or mtGFPGRHepG2 cells. Quantification was performed as above.  
Relative protein levels were expressed as bands’ intensity normalized to the respective 



intensity of SDH. Data are expressed as mean ± S.D. (n=3). n.s., statistically non-significant 
compared to the HepG2mtGFP cells (controls). 
 


