
Table S1. Differentially expressed miRNA. 

Gene ID 
 

log2 
(D18P / 
D15P) 

Qvalue 
(D18P / 
D15P) 

log2 
(D15P / 

D5P) 

Qvalue 
(D15P / 

D5P) 

log2 
(D18P / 

D5P) 

Qvalue 
(D18P / 

D5P) 

chi-let-7a-5p 
  

-4.3165078
19 

7.91E-05 
-9.6384359

14 
1.23E-05 

chi-let-7b-5p 
-11.328113

89 
6.14E-18 

2.5500367
65 

1.47E-29 
-8.7780771

3 
0.00213525 

chi-let-7c-5p 
-8.5660540

38 
5.70E-04 

8.5660540
38 

1.74E-06 
  

chi-let-7f-5p 
8.76155123

2 
1.06E-05 

  
8.7615512

32 
1.32E-09 

chi-let-7i-5p 
8.68299458

4 1.85E-05   
2.3431445

81 1.37E-08 

chi-miR-106
b-3p   

-10.308339
03 

1.82E-08 
-10.308339

03 
1.17E-08 

chi-miR-127-
3p 

-8.3353903
55 

0.006179092 
8.3353903

55 
9.85E-05 

  
chi-miR-130

6-3p 
-2.7376657

62 
1.23E-04 

2.2001646
15 

2.34E-12 
-0.5375011

47 
0.047456169 

chi-miR-136-
5p   

-10.520618
68 

1.27E-09 
-10.520618

68 
8.26E-10 

chi-miR-151-
3p 

4.97297978
6 

1.55E-11 
-7.1059085

09 
1.42E-28 

-2.1329287
23 

0.027668333 

chi-miR-16a-
5p   

-4.7813597
14 

5.91E-07 
-10.103287

81 
7.26E-08 

chi-miR-191-
5p   

-9.3641346
55 

1.08E-04 
-9.3641346

55 
8.70E-05 

chi-miR-193
b-3p 

9.21431912
1 

2.27E-07 
  

4.4594316
19 

5.78E-13 

chi-miR-199
a-3p 

-8.9218409
37 

5.70E-04 
8.9218409

37 
1.74E-06 

  
chi-miR-199

a-5p 
-2.7304061

06 
0 

-0.3824395
06 

3.44E-235 
-3.1128456

12 
0 

chi-miR-199
b-5p 

-1.9949266
97 

4.09E-108 
-2.1052635

96 
0 

-4.1001902
94 

0 

chi-miR-199
c-5p 

12.3196721
2 

7.52E-44 
  

12.319672
12 

3.80E-68 

chi-miR-204-
5p 

-9.0361736
13 

3.22E-04 
9.0361736

13 
6.67E-07 

  
chi-miR-21-5

p 
-2.3953012

81 
0.314781462 -4.7785387

7 
7.50E-19 -7.1738400

51 
1.32E-21 

chi-miR-218 
  

-8.8856963
73 

0.001176072 
-8.8856963

73 
9.99E-04 

chi-miR-25-3
p 

8.42206476
6 

1.04E-04 
-7.7615512

32 
0.076004804 

0.6605135
34 

4.66E-05 

chi-miR-26a- 1.33560303 6.26E-08 0.6567952 0.006721222 1.9923982 2.04E-23 



5p 2 45 77 
chi-miR-26b

-5p 
9.26912667

9 
1.36E-07 

  
9.2691266

79 
8.24E-13 

chi-miR-30c-
5p   

-9.2969162
07 

1.57E-04 -9.2969162
07 

1.29E-04 

chi-miR-320-
3p 

-9.7960396
09 

1.96E-06 
9.7960396

09 
1.50E-10 

  
chi-miR-331-

3p 
-9.8595347

86 
1.15E-06 

-1.6045003
66 

0.014935635 
-11.464035

15 
4.43E-18 

chi-miR-343
1-5p   

-10.298062
57 

2.51E-08 
-10.298062

57 
1.60E-08 

chi-miR-345-
3p   

-9.7862696
28 

5.18E-06 
-9.7862696

28 
3.72E-06 

chi-miR-451-
5p   

-9.0980320
83 

3.50E-04 
-9.0980320

83 
2.89E-04 

chi-miR-7-5
p 

8.51569983
8 

5.88E-05 
  

8.5156998
38 

2.14E-08 

chi-miR-92a-
3p 

9.09803208
3 

6.71E-07 
-8.8856963

73 
0.001176072 

0.2123357
1 

1.26E-05 

novel-chi-mi
R1172-5p 

12.6422773
8 1.72E-52 

-8.0980320
83 0.024716259 

4.5442452
96 7.44E-128 

novel-chi-mi
R1207-5p 

7.51569983
8 

0.006301391 
  

7.5156998
38 

7.77E-05 

novel-chi-mi
R1273-3p 

1.76106127 0.006436468 
  

8.3309168
78 

1.51E-07 

novel-chi-mi
R1344-5p 

-1.2461212
38 

1.00E-08 
13.195218

39 
9.22E-85 

11.949097
16 

5.33E-56 

novel-chi-mi
R1412-5p 

0.95173792
5 

8.27E-17 
2.7078192

49 
1.94E-37 

3.6595571
73 

2.66E-110 

novel-chi-mi
R1453-5p 

11.8738285
7 

3.48E-34 
  

11.873828
57 

9.45E-54 

novel-chi-mi
R1612-5p 

8.21916852 3.29E-04 
  

8.2191685
2 

4.10E-07 

novel-chi-mi
R1739-3p 

6.14613351
2 

2.08E-298 
2.3792138

36 
5.26E-06 

8.5253473
47 

0 

novel-chi-mi
R1851-5p 

-8.3037807
48 

0.001915172 
8.3037807

48 
1.23E-05 

  
novel-chi-mi

R1878-5p 
0.98631518

9 
9.39E-100 

4.4099565
88 

7.11E-223 
5.3962717

77 
0 

novel-chi-mi
R2002-5p 

13.8041310
2 

9.55E-99 
-8.7648715

91 
0.003803483 

5.0392594
3 

6.84E-279 

novel-chi-mi
R2265-3p 

4.47978026
4 

2.37E-08 
  

9.4797802
64 

2.60E-14 

novel-chi-mi
R434-3p 

2.11322897
8 

8.57E-24 -2.1271119
18 

4.66E-05 
-0.0138829

4 
2.70E-24 

novel-chi-mi
R494-5p 

4.83762793
3 

1.42E-10 
-1.3398500

03 
0.965187582 

3.4977779
3 

2.75E-19 



novel-chi-mi
R893-3p 

2.99760334
3 

3.58E-66 1.4716406
76 

3.53E-10 4.4692440
19 

5.06E-156 

novel-chi-mi
R920-3p 

5.12014236
3 

3.31E-35 
  

11.689997
97 

7.68E-49 

 
 
 
Table S2. Reads quality statistics after sample filtration (mRNA). 

Sample 
Total Raw 

Reads 
(million) 

Total 
Clean 
Reads 

(million) 

Total 
Clean 

Bases (Gb) 

Clean 
Reads Q20 

(%) 

Clean 
Reads Q30 

(%) 

Clean 
Reads 

Ratio (%) 

P_D5-1 114.86 111.93 11.19 98.45 95.39 97.45 
P_D5-2 114.94 112.28 11.23 98.12 94.42 97.68 

P_D15-1 114.94 112.82 11.28 98.72 96.04 98.15 
P_D15-2 114.94 112.34 11.23 98.69 95.97 97.74 
P_D18-1 114.94 111.99 11.2 98.46 95.36 97.43 
P_D18-2 114.94 112.94 11.29 97.62 93.37 98.26 

 
 
Table S3. Reads quality statistics after sample filtration (small RNA). 

Sampl
e 

Sequen
ce Type 

Raw 
Tag 

Count 

Low 
Qualit
y Tag 
Count 

Invalid 
Adapte

r Tag 
Count 

Poly
A 

Tag 
Coun

t 

Short 
Valid 

Length 
Tag 

Clean 
Tag 

Count 

Q20 
of 

Clea
n 

Tag 

Percent
age of 
Clean 

Tag (%) 

P_D5-1 SE50 
3.77E+0

7 
128949 469080 554 907085 

3.62E+0
7 

99 96.01 

P_D5-2 SE50 
3.77E+0

7 
135380 559527 586 2527293 

3.45E+0
7 

98.9 91.46 

P_D15-
1 

SE50 
3.27E+0

7 
90699 532297 1319 905071 

3.12E+0
7 

98.6 95.32 

P_D15-
2 

SE50 
3.17E+0

7 
83857 514662 1745 1421128 

2.96E+0
7 

98.6 93.61 

P_D18-
1 

SE50 
3.77E+0

7 
129863 507805 1786 1322729 

3.58E+0
7 

98.9 94.8 

P_D18-
2 

SE50 
4.23E+0

7 
144057 

104630
4 

5196 1.10E+07 
3.00E+0

7 
99 71.08 

 
Table S4. Comparison information statistical table (mRNA). 
Sample Total Clean Reads (M) Total Mapping(%) Uniquely Mapping(%) 
P_D5-1 111.93 72.88 46.63 
P_D5-2 112.28 72.36 48.52 

P_D15-1 112.82 70.03 48.85 
P_D15-2 112.34 40 25.22 
P_D18-1 111.99 52.01 32.18 



P_D18-2 112.94 16.16 9.6 
 
Table S5. Comparison information statistical table (small RNA). 

Sample Total Clean Reads (M) Total Mapping(%) 
P_D5-1 34.56 96.31 
P_D5-2 32.93 97.86 
P_D15-1 29.74 94.7 
P_D15-2 28.26 94.72 
P_D18-1 34.13 88.89 
P_D18-2 28.64 82.62 

 


