Kruskal-Wallis mean Ratios
Spot n° Protein name Entry name AC p-value IPF | LC-IPF | CTRL [IPF/LC-IPF| LC-IPF/IPF | IPF/CTRL | CTRL/IPF |LC-IPF/ CTRL|CTRL/ LC-IPF
R 'mm””OgIOblL"F':aZ‘:na;’:tC;”Sta”t alPhal cLia1 HUMAN| PO1876 0.005 0.036 | 0.000 | 0.000 | 0.036 0 0.036 0 0 0
4 0.005 0.008 | 0.000 | 0.000 | 0.008 0 0.008 0 0 0
5 Ferritin light chain FRIL_HUMAN | P02792 0.005 0.045 | 0.000 | 0.000 | 0.045 0 0.045 0 0 0
6 0.005 0.016 | 0.000 | 0.000 | 0.016 0 0.016 0 0 0
7 Hemoglobin subunit alpha HBA_HUMAN | P69905 0.005 0.045 | 0.000 | 0.000 | 0.045 0 0.045 0 0 0
8 0.005 0.029 | 0.000 | 0.000 | 0.029 0 0.029 0 0 0
10 Retinol-binding protein 4 RET4_HUMAN | P02753 0.006 0.061 | 0.158 | 0.024 | 0.403 | 2.480 | 2.712 | 0369 | 6.726 | 0.149
11 0.006 0.021 | 0.064 | 0.000 | 0.320 | 3.121 | 0.021 0 0.064 0
12 0.006 0.043 | 0.022 | 0.000 | 2.317 | 0432 | 0.043 0 0.022 0
1 'mm“”OgIOb;'F':agf:;’:tCﬁ”Sta”t alPhal cHia1 HUMAN| PO1876 0.006 0.027 | 0.000 | 0.000 | 0.027 0 0.027 0 0 0
14 Haptoglobin HPT_HUMAN | P00738 0.006 0.037 | 0.000 | 0.000 | 0.037 0 0.037 0 0 0
15 Hemoglobin subunit beta HBB_HUMAN | P68871 0.006 0.126 | 0.374 | 0.000 | 0.397 | 2.521 | 0.126 0 0.374 0
16 Hemoglobin subunit alpha HBA_HUMAN | P69905 0.006 0.052 | 0.019 | 0.000 | 2.994 | 0334 | 0.052 0 0.019 0
17 Beta-2-microglobulin B2MG_HUMAN| P61769 0.006 0.043 | 0.059 | 0.000 | 0.734 | 1.363 | 0.043 0 0.059 0
18 0.006 0.020 | 0.006 | 0.000 | 3.390 | 0.295 | 0.020 0 0.006 0
19 | Fatty acid-binding protein. adipocyte [FABP4_HUMAN| P15090 0.006 0.107 | 0.062 | 0.000 | 2.071 0.483 0.107 0 0.062 0
22 Beta-2-microglobulin B2MG_HUMAN| P61769 0.006 0.046 | 0.039 | 0.000 | 1.158 | 0.864 | 0.046 0 0.039 0
23 0.006 0.055 | 0.095 | 0.000 | 0.662 | 1.510 | 0.055 0 0.095 0
24 0.006 0.010 | 0.008 | 0.000 | 1.141 | 0876 | 0.010 0 0.008 0
25 Annexin A3 ANXA3_HUMAN| P12429 0.006 0.031 | 0.041 | 0.003 | 0.831 | 1.203 | 12.745 | 0.078 | 15.335 | 0.065
26 0.006 0.029 | 0.023 | 0.000 | 1.457 | 0.686 | 0.029 0 0.023 0
27 0.006 0.041 | 0.043 | 0.000 | 1.119 | 0.893 | 0.041 0 0.043 0
’g Hemoglobin s”b”:l't alpha Fragment | o) LUMAN | P69905 0.006 0.077 | 0.069 | 0.000 | 1.110 | 0901 | 0.077 0 0.069 0
29 Protein S100-A9 $10A9_HUMAN| P06702 0.006 0.058 | 0.073 | 0.000 | 0.928 | 1.077 | 0.058 0 0.073 0
30 Protein S100-A6 $10A6_HUMAN| P06703 0.006 0.096 | 0.105 | 0.000 | 0.915 | 1.092 | 0.096 0 0.105 0
31 Albumin fragment C ALBU_HUMAN | P02768 0.007 0.271 | 0.464 | 0.008 | 0.636 | 1.572 | 38.409 | 0.026 | 60.397 | 0.017
32 | Immunoglobulin kappa constant | IGKC_HUMAN | P01834 0.007 1.063 | 0.892 | 0.224 | 1.163 | 0860 | 4.634 | 0216 | 3.985 | 0.251
33 | Rho GDP-dissociation inhibitor 1  |GDIRL_HUMAN| P52565 0.007 0.074 | 0.076 | 0.016 | 0.778 | 1.285 | 3.659 | 0273 | 4701 | 0213
34 Apolipoprotein Al APOA1_HUMAN| P02647 0.007 0.228 | 0.243 | 0.013 | 0914 | 1.094 | 17.465 | 0.057 | 19.114 | 0.052
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0.022
6.957
3.181
3.106
9.134
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0.314
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1.431
0.880
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86 Apolipoprotein A-| APOA1_HUMAN P02647 0.046 0.137 | 0.103 | 0.045 | 1.372 0.729 3.152 0.317 2.298 0.435
Immunoglobulin heavy constant

IGHG1_HUMAN| P01857 0.047 0.087 | 0.077 | 0.022 | 1.159 0.863 4.106 0.244 3.542 0.282
87 gamma -

Table S1. Table reporting the statistically relevant spots by spot numbers, protein name, UniProt accession number, Kruskal Wallis p-values, IPF, LC-IPF, CTRL means and
ratios. Grey squares highlight qualitative differences and the values refer to the means of %V of the condition in which the relative spot was present.



