Supplementary Figure S1. Immunofluorescence staining of Pde5a in proliferating (C,C;,
myoblasts) and differentiating mouse myogenic cells (C,C,;, myotubes). Green: Pde5; red:
actin. Nuclei are stained with DAPI (blue).
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Supplementary Figure S2.

a) Schematic representation of Pde5a gene showing the localization of the two regions cloned and assayed for
promoter activity; b) sequences of the regions cloned in luciferase vectors; c) aminoacid sequence of the first 2

exons of Pde5a murine variants showing that these isoforms differ in the N-terminal region.
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b)

aaccactcagccagaatgaagtgtcaatatgaactttggagggagcgggcacaaacagttaaggcccaatttctagetat
tatcccagagttcagttttaaatcaggtgacttcctggtaggaggaatgtgtagatatggggtgggggtggggttcacca
acaaggggaaactccctattcgctaagcatatttaatgtcatagtaacatatcaggagagaactgtcattttaaaatcta
atataatttatcatgtgttgctttggtcatggaattttatcacagcaataagcaatgtaaggcaatactatttctgaggt
atcgatgccagttaaatacaaatgagttcattttaaatcaggctaactgggtgttcccagttgtacatgggtagectagtyg
ttagggttcgtaagtcagcagaatcgtgtagaggtagtcttagcttcaaaattcacaggccaaggacaggtggttgtcat
ttttatgtcctatgtctaaccgaatcttgcgcttccataaggagggtctttggtgtatgaatcaatgattacaactgatg
ttagccttaagctcggatgtggttttgatggaagccactgtgtccecgtacctgcaggtttgtcatagecggtttettecte
atgtctctcecctagecttgtagggttggagtgctttccggagtcactgggagggectgectgtgagggagataggttcectgggt
cctctccaccaagagttgcttaaggagaaaagtgaggtggggctgtcecctgtactactaagaacgaagaaaaacaatcac
gttaactttttcccacactttctagtgaagctcctgectcecttgecttectggactgtagatgagtecctcactgtgatettt
ctgtcctagagttggttggttgggaattgcaaatccacccactgtcacctttgecgcatagagggaagctgactcggecca
cagcgcaccccagcggcggtctggagtcecttctagecttggeccacttggecttccggagggectecgeccagtcagecgecgagg
cagatgcagaaagccggtttccgcgggaccccaaggaggacgcccgccacctgggaacctcggggacctggaggggcecggg
gctgagcgagctccggggeccggcecccgegtctectgtggettecgectgagacactgcagggacgaataaaggcaaaaggggag
ggtctcgaacactgtcctgctcecctctgagagagagaggtggaaatccggcacctceccgageccgcagagacgcgcggecaage

5 gene region

accATGGAACGAGCGGGCCCCAACTOCGTGCGGTCGCAGCAGCAGCGGGACCCGGACTGGGTGGAAGCGTGGCTGGATGA

TCACCGGGACTTTACCTTCTCTTACTTTATTAGAAAGGCCACCAGGtaagaagaggagccacaaaggacacagccaggga
catgaagcgtgacctgaggctgatctctctcccccaccattgaatttteccectecgatccaacattaaacaatceccecgtte
ccaggccctttgcecttcggaagtagecttcectecggtecccagtacggactggagtecctctacttaaagggagcacagttgagaa
gcgaggcgtcggattagaaaggacttgcccacgaagttaaaaacaaaagcgtacacccggccctggagcaagattactet
cccgggcecttcectecceccctececectcectactcecteececggtttecectecccaaaccecgettagcaaaaaccaaaacaagccagagce
ccttceccagcggctceccggaagcaccactgcgggecgegtececctgtggtegtgetectececectgececggettgetetgacce
tggaggggcggggaagccgggggggtctggaccaggeccaccgggaagectgggtgececgcagettgeccgggtegecececca
gtgaggactgtcgcctttggtcccccaatagtecctectggtcatececctecttectggectgegtecgeccgcaaggaggatttteg
cggagctttgcggcgecgcacacaaagggcgggagggaggcggcccgggeggactcggggacccggggacccggagcacce
cagaggccagttcttcctggtctcgagccaaacgccgggaggeccgctgecggagggecgtggagaagggagectgtecttta
ggatccgactgctgcacgggcagtcggggctcecgecgcagacttgagagtggagcggagggacgagagggtggagecggagtyg
cgtggcgggcgggtcccccgaagectcgaggagtcgeccgtgaagecccgegegegegettgectecggegegecgatectggg
ctgaactaaccagctctgctttggagaaggggctggagccccgccaccggecgecttggggcaacggeccgtcgagecagetg
gtgctggccgcccgageccgggagggcgactctegecgggecggggatggtggacgageccggtggggactcgeccgagegeg
gccgccactcggcecgggegectgecccgeccagggggcgacgcaacgcggggtccgecagecggecgacccgcagcgaagaggeyg
gcgggggcagtaggggagccggtcgggcactcacggaactcecgtecggeccecccagagtectecccgagteccaccatccgagga

intron I

gttcgcaaacgagcgccccacctttgctATGTTGCCCTTTGGAGACAAAACGAGGtacttccttcaacatcecg. .. .. .
............................ intron IT (~ 17160 DP) v e v i ii i i ittt ittt tieenennnnnn
cttccttcaagtatttaagatgtctacatgttttgttctacagagacATGGTCAACGCATGGTTTTCAGAGAGAGTTCAC
AACATCCCTGTGTGCAAGGAAGGCATCCGAGCCCATACCGAGTCCTGCTCTTGCTCTCTGCAGCAAAGTCCTCATGCAGA
TAATACCACCCCTGGAGCACCAGCCAGAAAAATATCTGCCTCTGAATTTGACCGACCTCTTAGACCCATTGTTGTCAAGG
ATTCCGAGGGAACAGTGAGCTTTCTCTCTGACTCAGGAAAAAAGGAACAAATGCCACTAACCCCCCCAAGATTTGATAGT
GATGAAGGGGACCAGTGCTCAAGGCTCTTGGAGCTAGTAAAAGATATTTCCAGTCATTTGGATGTCACAGCATTGTGTCA
CAAAATTTTCTTGCATATCCATGGACTCATCTCTGCGGATCGCTATACCCTGTTCCTTGTCTGTGAGGACAGCTCTAAAG
ACAAATTCCTCATCAGCCGCCTCTTTGATGTTGCTGAAGGTTCAACATTGGAGGAAGCTTCAAATAACTGTATCCGTTTA
GAGTGGAACAAAGGCATTGTGGGACATGTGGCAGCTTTTGGCGAGCCCTTGAACATCAAAGATGCCTATGAG. . . .. ..
intron III

Q)

Al MERAGPNSVRSQQQRDPDWVEAWLDDHRDFTFSYFIRKATRDMVNAWFSERVHNIPV

A2 MLPFGDKTRDMVNAWESERVHNIPV

A3 MVNAWFSERVHNIPV
CKEGIRAHTESCSCSLQOSPHADNTTPGAPARKISASEFDRPLRPIVVKDSEGTVSE
LSDSGKKEQMPLTPPRFDSDEGDQCSRLLELVKDISSHLDVTALCHKIFLHIHGLIS
ADRYSLEFLVCEDSSKDKFLISRLEFDVAEGSTLEEASNNCIRLEWNKGIVGHVAAFGE
PLNIKDAYE...
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