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Figure S1. GO enrichment analysis of upregulated (a) and downregulated(b) co-DEGs in biological process terms
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Figure S2. Fluorescence observation results showing reactive oxygen species production after 21-day- storage in
RYG1 and SC8.
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Figure S3. H,0; content in 21-day-storage RYG1 and SC8 cassava.
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Figure S4. Soluble sugar content in 21-day-storage RYG1 and SC8 cassava.



