Supplementary Figure S1. Alignment of the RNA-directed RNA polymerase (RARP) domain of close
relatives of the vole-associated tombusvirus 1 (Va-TV-1).

Identity

0OP721244 - Vole-associated tombusvirus 1
MZ375167 - Riboviria sp.

MZ443617 - Leuven Tombus-like virus 3
MN933897 - Ribaviria sp.

MZ209768 - Guiyang tombus-like virus 1
MT240789 - Soybean thrips tombus-like virus 2
MW023843 - Soybean thrips tombus-like virus 8
NC_032453 - Hubei tombus-like virus 16
MZ209911 - Sanya tombus-like virus 3
MN933894 - Riboviria sp.

MN714675 - Thrips tabaci associated tombus-...
MT240790 - Soybean thrips tombus-like virus 3
MW208793 - Hymenopteran tombus-related vi.
MW208794 - Hymenopteran tombus-related vi...
MT240793 - Soybean thrips tombus-like virus 5
MW208790 - Coleopteran tombus-related virus
NC_032813 - Hubei tombus-like virus 17
MW239442 - Riboviria sp.

NC_032832 - Hubei tombus-like virus 18
MW314715 - Odonatan tombus-related virus
MW208789 - Coleopteran tombus-related virus
MT240791 - Soybean thrips tombus-like virus 4
KX580894 - Renton virus

NC_032471 - Sanxia water strider virus 15
NC_033709 - Wuhan spider virus 9

MW314714 - Odonatan tombus-related virus i...
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Supplementary Figure S2. Alignment of the RNA-directed RNA polymerase (RARP) domain of close
relatives of the vole-associated deltaflexivirus 1 (Va-DFV-1).

Identity

OP721245 - Vole-associated deltaflexivirus 1
KY357494 - Agaricus bisporus virus 9
LWDF02000925 - Tilletia indica
LWDG02000598 - Tilletia walkeri

MW897318 -Sichuan deltaflexi-like virus 3

MNG627444 - Erysiphe necator associated deltaflexivirus 2 #TeHovT,

MW328747 - Sésame deltaflexivirus 1

MN627465 - Erysiphe necator associated deltaflexivirus 3 wrenovT
NC_038979 - Soybean leaf-associated mycoflexivirus 1 MTGNDYTAWDSGEIDHVF LEFDLWLMERICHF
MNG627486 - Erysiphe necator associated deltaflexivirus 1 MTGNDYTANDSGHDHVELEFOLWLMEMCHE

MW328744 -Agrostis stolonifera deltaflexivirus 1
MW567960 - Alternaria alternata deltaflexivirus 1
MW328746 - Triticum polonicum deltaflexivirus 1

MNE27471 - Erysiphe necator associated deltaflexivirus 4 wrenoyrawnscliDrye LEFCLWLMOLCHF PREY | BEFKFERLNTHS FLGNHEPRGESGOR

NC_038977 - Sclerotinia sclerotiorum deltaflexivirus 1
QOK001448 - Sclerotinia sclerotiorum deltaflexivirus 1
MW328745 -Agave tequilana deltaflexivirus 1
MW897320 - Xinjiang deltaflexi-like virus 1.
MW897321 - Xinjiang sediment deltaflexi-like virus 2
MW897317 - Sichuan deltaflexi-like virus 2
NC_030654 - Fusarium graminearum deltaflexivirus 1
MT646428 - Sclerotinia sclerotiorum deltaflexivirus 3
MMN954874 - Sclerotinia sclerotiorum deltaflexivirus 2
NC_040649 - Sclerotinia sclerotiorum deltaflexivirus 2
KY357491 - Agaricus bisporus virus 7

NC_030655 - Rhizoctonia solani flexivirus 1
MNO035477 - Riboviria sp.

MZ600053 - Aspergillus flavus deltaflexivirus 1
MNG627466 - Erysiphe necator associated flexivirus 1
MW017460 - Péstalotiopsis deltaflexivirus 1
MN627459 - Erysiphe necator associated flexivirus 3
MN627443 - Erysiphe necator associated flexivirus 2
MW8648528 - Grapevine-associated RNA virus 7
MN744723 - Lentinula edodes deltaflexivirus 1
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