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Supplementary Figure S1. The mRNA and protein expression levels of CYP3A43 in experimental cell
lines (A) The relative mRNA expression levels of CYP3A43 in BEAS-2B and seven cancer cell lines by RT-
qPCR. (B,C) Immunoblot results of CYP3A43 in BEAS-2B and seven cancer cell lines. The relative protein
expression levels of CYP3A43 are shown after normalization with (3-actin (setting 1 for BEAS-2B).
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Supplementary Figure S2. CYP3A43 overexpression did not affect the colony formation ability of A549
and HCC827 cells. The A549 (A) and HCC827 (B) cells were transfected with plasmid encoding CYP3A43



or empty vector pcDNA3.1 for 24 h, and a colony formation assay was performed. The colony formation
ratios were determined and presented on the right. ns, p > 0.05.
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Supplementary Figure S3. CYP3A43 did not regulate the expression of CCNL1 and INTS3. (A-C) Real-
time PCR showed that CCNL1 and INTS3 mRNA levels were not altered in CYP3A43 knockdown H1299
cells. (D-F) Real-time PCR showed that CCNL1 and INTS3 mRNA levels were not altered in CYP3A43
overexpressed A549 cells. ¥, p <0.05; ns, p > 0.05.



Supplementary Table S1. The correlation coefficients between CYP3A43 and its co-up-regulated gene.

Gene Pearson Gene Pearson Gene Pearson Gene Pearson Gene Pearson
CC CC CC CC CC
PPPIR3E 0.30 Cl6orf3 0.21 ZNF711 0.19 EFHC1 0.18 LTB4R2 0.16
NCRNAO00202 0.29 LENGS 0.21 SPTBN4 0.19 FER1L4 0.18 NISCH 0.16
TTC14 0.29 TRIM66 0.21 RBM39 0.19 Cl4orf181 0.18 SGSM2 0.16
LOC100131434 0.29 SPIN3 0.21 FLJ40330 0.19 C90rf96 0.18 PRKCG 0.16
LOC100272228 0.27 GRIPAP1 0.21 PDXDC2 0.19 WDR90 0.18 LOC55908 0.16
C200rf96 0.27 KIAA1875 0.21 ACACB 0.19 LOC400891 0.17 NHLRC3 0.16
ARGLU1 0.27 DND1 0.21 CESS8 0.19 ZNF141 0.17 CLCNG6 0.16
ZNF354B 0.27 ZNF589 0.21 FAM153A 0.19 RABL2A 0.17 MRI1 0.16
STRC 0.26 ANKRD10 0.21 CACNB4 0.19 ZNF224 0.17 FAM153C 0.16
TSPYL2 0.26 SPEF2 0.21 TMEM120B 0.19 ATP2B2 0.17 ANKS1B 0.16
ZNF182 0.26 Clorf152 0.21 JRK 0.19 SPDYE6 0.17 MGC21881 0.16
Cé6orf164 0.26 Cé6orf134 0.21 SYNGAP1 0.19 SLC25A36 0.17 GLYCTK 0.16
AGXT2L2 0.26 GOLGAG6B 0.21 SLC2A4 0.19 SEC16B 0.17 CT45A2 0.16
GOLGAG6L9 0.26 UBXN11 0.21 CBFA2T2 0.19 ZFC3H1 0.17 H2AFB1 0.16
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C12o0rf27

ATP6VO0OA1

IMPG1

MTRF1

C3orf22

KIAA1737

DPH1

NPHS1

Clorf101

AMACIL2

LRIT3

CCDC155

PFKFB2

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16




PPFIA4

TMCO6

IL11IRA

C5o0rf45

SFRS18

DMTF1

ALDHS8A1

LOC100130015

CYP471

C6orf26

RNF207

TBC1D26

ANKS3

PGBD4

GPR148

ESR2

LOC646471

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

0.21

WDR52
PPIEL
ZFP62
RUNDC2C
CLCN5
RGOMTD3
FLJ10213
PGPEP1
TBC1D3H
TBC1D3B
FAM166A
ASB16
EZH1
LOC100272146
C3orf47
BSN

GJC3

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

0.19

CATSPER2

ZNF862

PHKG2

LOC100131193

ROBO3

GIPR

NBPF9

PPOX

CYP2D7P1

C12o0rfd7

C90rf130

PI4KAP2

CDK11A

MYO15B

ZNF37B

WDR17

LOC100190986

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

0.18

C19orf44

PRPF3

PSMAS

MZF1

CCTeP1

ARMC2

RBM25

RIPPLY2

LOC728264

STK19

FBF1

TRPV1

LRRC37A

RBMXL2

FAM19A4

HAUS5

GNL1

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

0.16

ECHDC2

ARSF

UNKL

GPX5

LUZP4

RHOT2

ZNF174

C2o0rf52

RDH16

ZNF793

NNAT

CLINT1

LOC339788

ANG

DBH

FRS3

CCDC144C

0.16

0.16

0.16

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15

0.15




SLC22A10 0.21 HPS4 0.19 TTC23L 0.18 C150rf17 0.16 BEX5 0.15
LRRC39 0.21 CAPN3 0.19 PABPN1 0.18 C170rf68 0.16 FBX0O24 0.15
MAP3K15 0.21 C210rf90 0.19 Cl6orf52 0.18 LOC400027 0.16 ASPDH 0.15
FAM95B1 0.21 TTC21A 0.19 Clorf204 0.18 ZNF3970S 0.16 CCDC57 0.15
DNAH1 0.21 ADAM11 0.19 FLJ40292 0.18 ZNF418 0.16 THBS3 0.15
C140rf148 0.21 C170rf47 0.19 RFXAP 0.18 ITIH4 0.16 NLRP14 0.15
C170rf86 0.21 NCRNAO00176 0.19 MTCP1 0.18 RBM11 0.16
Supplementary Table S2. The correlation coefficients between CYP3A43 and its co-down-regulated gene.
Gene Pearson  Gene Pearson Gene Pearson Gene Pearson Gene Pearson Gene Pearson
CC CC CC CC CC CC

FAMS3A -0.20 TYRO3 -0.18 RAB31 -0.18 RALA -0.17 PABPC3 -0.17 HNRNPF -0.16
BAG3 -0.19 GLUD1 -0.18 LRRC59  -0.18 FOSL1 -0.17 TNFRSF21 -0.16 FAMS9A -0.16
RGS10 -0.19 C10orf119 -0.18 OGFOD1 -0.17 ACTR1A -0.17 ATAD1 -0.16 PHLDA2 -0.16
HK1 -0.19 GDI12 -0.18 SHOC2  -0.17 PPA1 -0.17 HISTIH3C -0.16 FHL2 -0.16




