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Supplemental materials 

 
Figure S1. Tissue sample PacBio sequencing results. 
 
Figure S2. Benchmarking universal single-copy orthologs (BUSCO) assessment results of the 
transcriptome generated. 
 
Figure S3. The mean lengths of the subreads, CCS and transcripts in R. a. hainanus, 
R. a. himalayanus and M. Pilosus.  
 
Figure S4. The comparative result of the PRL-2 gene. 
 

Figure S5. Several published genes were compared with full-length transcripts. The figure 

shows the comparative results for the DPP4 gene. 

 
Figure S6. Several published genes were compared with full-length transcripts. The 
comparative result of the Glul gene. 
 
Figure S7. Several published genes were compared with full-length transcripts. The figure 
shows the comparative results for the ND1 gene. 
 
Figure S8. The proportion of full-length transcripts annotated in the metabolic pathways of 
the neural-related system. 
 
Figure S9. Several published genes were compared with full-length transcripts. The figure 
shows the comparative results for the GJB6 gene. 
 
Figure S10. Several published genes were compared with full-length transcripts. The figure 
shows the comparative results for the SK2 gene. 
 
Figure S11. The number of overlapped transcripts among the top five immune pathways with 
the largest number of genes in the KEGG annotation. 
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Figure S1 Tissue sample PacBio sequencing results. (A)Length distribution of subreads 

(B)Length distribution of CCS (C)Length distribution of Unpolished Consensus Isoforms (D) 

Length distribution of Isoform 
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Figure S2. Benchmarking universal single-copy orthologs (BUSCO) assessment results of 
transcriptome generated. 
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Figure S3. The mean length of the subreads, CCS and transcripts in R. a. hainanus, 
R. a. himalayanus and M. Pilosus, respectively.  
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Figure S4   

Several published genes were compared with full-length transcripts, the comparative 

result of the PRL-2 gene. 
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Figure S5. Several published genes were compared with full-length transcripts, the 

comparative result of the DPP4 gene. 
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Figure S6. Several published genes were compared with full-length transcripts, the 

comparative result of the Glul gene. 
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Figure S7. Several published genes were compared with full-length transcripts, the 

comparative result of the ND1 gene. 
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Figure S8. The proportion of full-length transcripts annotated in the metabolic pathways of 
the neural-related system. 
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Figure S9. Several published genes were compared with full-length transcripts, the 

comparative result of the GJB6 gene. 
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Figure S10. Several published genes were compared with full-length transcripts, the 

comparative result of the SK2 gene. 
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Figure S11. The number of overlapped transcripts among the top five immune pathways 
with the largest number of genes in KEGG annotation. 
 
 
 

 


