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Table S1. Qualitative assessment of the vesicle size of each ORO slide.

Macro-  Micro-
Mouse vesicular vesicular Negligible PHOTO
Orlistat 3 c2 X X
Western_ 1
c2 X
250 2 cl X X
250 3 cl X
250 Ocl X
250 1cl X X
250 2 ¢c2 X X
orlistat 0 c2 X
500 2 c2 X
250 1 X
lowcal 1 cl X
orlistat 1 cl X
western 3 cl X X
western_0 c2 X
Western 1
cl X
western 0 cl X X
lowcal 3 cl X
lowcal 1 c2 X
500 3¢c2 X
orlistat 2 c2 X




lowcal 0 c2 X
lowcal 2 cl X X
500 2 cl X
500 3 cl X
lowcal 2 c2 X
orlistat 3 cl X
orlistat 1 c2 X
lowcal 0cl X
250 3c¢c2 X X
orlistat 2 cl X X
western 2 ¢2 X
500 Ocl X
lowcal 3 c2 X
western_3 c2 X
orlistat 0 cl X
500 1cl X X
250 0c2 X
western 2 cl X
500 0c2 X
500 1¢2 X

Table S2. Histological criteria of examination.

Item Definition Score
Macro-vesicular Qualitative
Steatosis Micro-vesicular Qualitative
negligible Qualitative
None 0
Liver cell injury Few balloon cells (rare but definite) 1
Many cells/prominent ballooning 2
No foci 0
Lobular inflammation <2 foci per 200X field 1
(200x) 2-4 foci per 200x field 2
>4 foci per 200x field 3

Adapted fronm Kleiner, David E., et al. "Design and validation of a histological scoring system for
nonalcoholic fatty liver disease." Hepatology 41.6 (2005): 1313-1321.




Table S3. Primer sequences used for hepatic gene expression analysis.

Primer

Forward Sequence (5'-3")

act-1 forward
act-1 reverse
daf-16 forward
daf-16 reverse
skn-1 forward
skn-1 reverse
sod-3 forward
sod-3 reverse
gst-4 forward
gst-4 reverse
gst-10 forward
gst-10 reverse

TCCAAGAGAGGTATCCTTAC
CGGTTAGCCTTTGGATTGAG
CTTCAAGCCAATGCCACTACC
GGAGATGAGTTGGATGTTGATAGC
GACGTCAATTTATGGAGTGTCG
GAAGATGTTTTGTCGTGATCCG
CCAACCAGCGCTGAAATTCAATGG
GGAACCGAAGTCGCGCTTAATAGT
TGGAGACTCATTGACTTGGG
TCCTTTCTTGTTGCCACG
CGTGCCACAACTTTACTACTTC
CAA CTG ACC AAG GAG CAT TC




