
Supplementary Figure S1.
The average number of positive cells for single sTAM markers in each subtype (a) ER/PR, (b) HER2, and
TN and multiple sTAM markers in each subtype (d) ER/PR (* and ** indicate p = 0.002 and p < 0.001,
respectively), (e) HER2 (* indicates p < 0.001), and (f) TN (* and ** indicate p = 0.002 and p < 0.001,
respectively) per 1 mm2 at 5 locations; p-values were calculated using one-way ANOVA test and Tukey’s
multiple comparison test. Error bars represent standard deviation.

Supplementary Figure S2.
The average number of positive cells for single iTAM markers in each subtype (a) ER/PR, (b) HER2, and (c)
TN and multiple iTAM markers in each subtype (d) ER/PR+ (* and ** indicate p = 0.010 and p < 0.001,
respectively) , (e) HER2 (* and ** indicate p = 0.029 and p = 0.002, respectively), and (f) TN (* indicates p =
0.001) per 1 mm2 at 5 locations; p-values were calculated using one-way ANOVA test and Tukey’s multiple
comparison test. Error bars represent standard deviation.

Supplementary Figure S3.
Each TAM- and B-cell-marker-positive cell subpopulation was classified into “low” or “high”: (a) CD68+
sTAM low, <950 cells; high, ≥950 cells; (b) CD163+ sTAM low, <1000 cells; high, ≥1000 cells; (c) PD-L1+ sTAM
low, <50 cells; high, ≥50 cells; (d) CD20+ stromal B-cell low, <200 cells; high, ≥200 cells; (e) CD68+ iTAM low,
<300 cells; high, ≥300 cells; (f) CD163+ iTAM low, <200 cells; high, ≥200 cells; (g) PD-L1+ iTAM low, <14 cells;
high, ≥14 cells; (h) CD20+ intratumoral B-cell low, <25 cells; high, ≥25 cells.
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