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Figure S1. (A) Heatmap plotting relevant enriched gene signatures within the CCLE cell

lines. (B) Heatmap plotting relevant enriched gene signatures within the BLA-40 cell lines.
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Figure S2. Boxplots of relevant enriched gene signatures within the CCLE cell lines (n=36).
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Figure S3. Boxplots of relevant enriched gene signatures within the BLA-40 cell lines (n=36).
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Figure S4. Unsupervised clustering of 9 cell lines based on their response to 616 inhibitors. Drug
response was assessed by cell count after 72h incubation with 10uM of each drug. Blue = luminal,

Red = basal, green = mesenchymal-like
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Figure S5. Ranking of the top ten most subtype specific compounds based on differential cell viability

assessed by the focused in-house HCS. A = mean percentage of viable cells of ,rest* — mean viable cells of

subtype ,x‘. Hits used for further validation are marked in bold.
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Figure S6. Representative images of 9 cell lines after 72h incubation with 625nM of the integrin

inhibitor SB273005. Blue = cell nuclei stained with Hoechst 33342.
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Figure S7. Differential response of CCLE cell lines to Simvastatin assessed by the unpaired

two-tailed Student’s t-test with Welch correction. (p=0.05)
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Figure S8. Virtual Inference of Protein-activity by Enriched Regulon analysis (VIPER) displaying
differential regulon activity (first column. red = activated. blue = inactivated) and regulon expression
(second column. red = high expression. blue = low expression. gray = not applicable) of the
mesenchymal-like CCLE cell lines. Representation of the top 50 most significantly activated or

inactivated regulons.
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Figure S9. Z-prime scores of the focused HCS plates, screening 9 preselected BLCA cell lines

incubated with 616 clinical and preclinical drugs.



