Bor 4 1CGTTTTTTTTTTTTTTAACAACTACTACTACAACTTTATTACATTCTATAAGCCGTTCGAT 57

Lp2-2 1CGTTTTTTTTTTTTTTAACAACTACTACTACAACTTTATTACATTCTATAACGCGTTCGAT 57
Bs 1 1GTTTTTTTTTTTTTTAACAACTACTACTACAACTTTATTACATTCTATAAGCGTTCGAT 57
Kort 0 1CGTTTTTTTTTTTTTTAACAACTACTACTACAACTTTATTACATTCTATAAGCGTTCGAT 57
Bor 4 58 ACAAATAACACACTAACAAACCAGCCAACAACAATAAAGGCACTGCATACAGACGTACGTAG 114
Lp2-2 58 ACAAATAACACACTAACAAACCAGCCAACAACAATAAAGGCACTGCATACAGACGTACGTAG 114
Bs 1 58 ACAAATAACACAGCTAACAAACCAGCAAGCAACAATAAAGCGACTGCATACAGAGTAGTAG 114

Kort 0 58 ACAAATAACACAGCTAACAAACCAGCCAAGCAACAATAAAGCGACTGCATACAGAGTACGTAG 114

Bor 4 115 TACACAAAACATATTCAGCCCATCTTATCTCCAGCACTATTTCCTTCACCATTCATC 171
Lp2-2 115 TACACAAAACATATTCAGCCCATCTTATCTCCAGCCACTATTTCCTTCACCATTCATC 171
Bs 1 115 TACACAAAACATATTCAGCCCATCTTATCTCCAGCCACTATTTCCTTCACCATTCATC 171
Kort 0 115 TACACAAAACATATTCACCCATCTTATCTCCAGCCACTATTTCOCTTCACCATTCATC 171

Bor 4 172 CAACACTCACCTTCCATACGTTTTCGCCATCCAATCACCAATATCCAACAGCACAG 228
Lp2-2 172 CAACACTCACCGTTCGCATAGTTTTCCCATCCAATCACCAATATCCAACAGGCGAGAG 228
Bs 1 172 CAACACTCACGTTCGCATAGTTTTCCCATCCAATCACCAATATCCAACAGGCGAGAG 228
Kort 0 172 CAACACTCACCGTTCGCATAGTTTTCCCATCCAATCACCAATATCCAACAGGCAGAG 228

Bor 4 1369 CTAAACCAACTCCTAATCCTTCACAAAGCTAACTCTTTT TCTTCTATACAACCCC 1425
Lp2-2 1369 CTAAACCAACTCCGTAATCCTTCACAAAGCTAACTCTTTT TCTTCTATACAACGCC 1425
Bs 1 1369 CTAAACCAACTCCTAATCCTTCACAAAGCTAACTCTTTT TCTTCGTATACAACGCCC 1425
KortO 1369 CTAAACGAACTCGTAATCCTTGCACAAAGTAACTCTTTT TCTTCTATAGCAACGCC 1425

Bor 4 1426 ATCCAAAACATCTATACCGTTCCTCGTCACCGCTTCCAAATAACAGGTTTCAGCATCGAT 1482
Lp2-2 1426 ATCCAAAACATCTATACCTTCCTCGTCACCCCTTCCAAATAACAGCCTTTCACGGCATCGAT 1482
Bs 1 1426 ATCCAAAACATCTATACCGTTCCTCGTCACCGCTTCCAAATAACAGGTTTCAGCATCGAT 1482
Kort0 1426 ATCCAAAAGCATCGTATAGGTTCCTGTCACCGCTTCCAAATAAGAGGTTTGAGGATCGAT 1482

Bor4 1483 ACATACCTTTATAAACACCCGCCCAAAACACTCTCAGCCATTTCTCAAAATTCTCCAAG 1539
Lp2-2 1483 ACATACCTTTATAAACACCGCCCCAAAACGACTCTCAGCCATTTCTCAAAATTCTCCAAG 1539
Bs 1 1483 ACATACCTTTATAAACACCCCCCAAAACACTCTCACCATTTCTCAAAATTCTCCAAG 1539
KortO 1483 ACATACCTTTATAAACACCCGCCAAAACACTCTCAGCATTTCTCAAAATTCTCCAAG 1539

Bor 4 2395 CTACCCCATCATACCCCTTCGCTTATATCAGTTTTAATCCCCAAATACCCATTCTGGC 2451
Lp22 2395 CTACCCCATCATACCCCTTCCTTATATCACTTTTAATCCCCAAATACCCATTCTCGGC 2451
Bs 1 2395 CTACCCCATCATACCCCTTCCTTATATCAGCTTTTAATCCCCAAATACCCATTCTGGC 2451
KortO 2395 CTACCCGATCATAGGCCTTGCTTATATCAGTTTTAATCGCCAAATACCCATTCTGGC 2451

Bor4 2452 ACTCCCTCTTCCACTTCACTCAATCTACAAGCTTCATCAGCCACTAGTACATTCTCAC 2508
Lp2-2 2452 ACTCCCTCTTCGACTTGAGTGAATGTAGAAGTTCATGAGCCACTAGTACATTGTCAG 2508
Bs 1 2452 ACTCCCTCTTCCACTTCACTCAATCTACAAGCTTCATCACCCACTAGTACATTCTCAC 2508
Kort0 2452 ACTCCCTCTTCGACTTGAGTGAATGTAGAAGTTCATGAGCCACTAGTACATTGTCAG 2508

Bor4 2509 ATATATTACCACCA ACAAACCCTCCCTCACAATCTCACATTATAACTCCCAAAC 2565
Lp2-2 2509 ATATATTACGACCA ACAAACCCTCCCTCACAATCTCACATTATAACTCCCAAAC 2565
Bs 1 2509 ATATATTACCACCA ACAAACACTCCCTCACAATCTCGAGCATTATAACTCCCAAAC 2565
Kort0 2509 ATATATTACGACCA ACAAACCCTCCCTCACAATCTCACATTATAACTCCCAAAC 2565

Bor4 2566 AATCTGAGA 2574
Lp2-2 2566 AATCTGAGA 2574
Bs 1 2566 AATCTGAGA 2574
Kort0 2566 AATCTGAGA 2574

Figure S1 Result of NMR19-4 sequence alignment and information of
sgRNA sequence, position and PAM sequence in Bor 4, Lp2-2, Bs 1 and
Krot 0. Yellow represents sgRNA and pink represents PAM sequence.





