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Figure S4 ATAC-seq of Krot 0 WT, Per 1, Chat 1,Gr 1 and Est. NMR19-4 of Krot 0 WT and Per 1

were hypermethylation. NMR19-4 of Chat 1,Gr 1 and Est were hypomethylation. Red rectangle
represents NMR19-4.



