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275G_1|Chains

[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1

[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1
[Fusarium_albosuccineum]_KAF4468415.1 MRRQTIFIH
[Fusarium_decemcellulare]_ KAF5011412.1 MRRQTIFIN
[Fusarium sarcochroum]_ KAF4964785.1
[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1
[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1 M.... .RTVTSPMYRTSSHAT.TVLQPQPSSAHCTHAIQSS .. ..« vt M N
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1 MHSR. .RDVT..SSRHSFHLTTRTLPTPTLLSHCAHATQQOS . . ..« M N
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1

[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1 = ittt ettt et e e e e e e e e e e e MARS . v v i e e e e e e e e e MS
[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1

[Fusarium_pseudograminearum]_ KAF0641638.1 .MSPQHSIVSSTHAIQKS .+ v v v v v vt v e e M N
[Fusarium_graminearum]_CAG1993854.1 .MSPQHSIVSSTHAIQKS . . v e v vt v v eunnn MN|
[Fusarium_graminearum]_ PCD31638.1 .MSPQHSIVSSTHAIQKS . . v v v vt v e e e MN|
[Fusarium _graminearum]_CZS78629.1 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e MN]|
[Fusarium graminearum]_ CAF3606094.1 MSPQHSIVSSTHAIQKS . .. v v v v v MN]|
[Fusarium_graminearum PH-1]_XP_011318944.1 = . . . . . . ittt ettt e e e e e e e e e e e e e e e e e e e MN]|
[Fusarium culmorum]_ QPC68571.1 .MSPQHSIVSSTHAIQKS .+ v v v v v vt v e e M N
[Fusarium_pseudograminearum]_QPC77441.1 .MSPQHSIVSYTHAIQKS . . v v v v v vt e e MN|

[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.1
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi

.MSPQLPIASFTHAVQKS...............




2Z5G_1|Chains

275G_1|Chains

[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
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[Fusarium floridanum]_ RSL80024.1
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[Fusarium solani]_ XP_046134414.1
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[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
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[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
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[Fusarium pseudocircinatum]_KAF5575212.1
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[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1
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[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
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[Clonostachys_rhizophaga] CAH0026503.1
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[Colletotrichum_sojae] _KAF6819546.1
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2Z5G_1|Chains TT 000

20 30 40
2z5G_1|Chains L. R| TGWGREEMFG.F .[.].[.[KNWGGVRGDIEQWLND|. .[NGYR].
[Trichoderma_harzianum]_ThaL. . .... A FIGF|S[ELRV|SP . LLIP|TII[E[YWNGIK|. .. .QALTAl. .[NNIC|T|.
[Trichoderma_ harzianum]_ KKO99473.1 . .... A FIGF|ISELRV|SP . LLPTIIIE[YWNGIK|....QALTA|. .NNC|T|.
[Trichoderma_guizhouense]_OPB43634.1 .. ... A FIGF|S[ELR[V|SP . LLIP|T|I[E[YWNGIK|....QALTAl. .[NNIC|T|.
[Trichoderma_simmonsii]_Q¥S94233.1 . .... A FIGF|S[ELRV|SP . LLIP|TII[EYWNGIK|. .. .QALTAl. .[NNIC|T|.
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1 ..... A FIGF|ISELRV|SP . LLP|TIIIE[YWNGIK|....QALTA|. .NNC|T|.
[Trichoderma_harzianum]_PKK42226.1 . .... A FIGF|SELRV|SP . LLP|TIIIE[YWNGIK|....QALTA|..NNC|T|.
[Trichoderma_lentiforme] KAF3077685.1_ ... .. A FIGF|ISELRV|SP . LLPTIIIE[YWNGIK|....QALTA|. .NNC|T|.
[Trichoderma_ harzianum]_ PNP59423.1 ..LLSA FIGF|ISELRV|SP . LLPP|I[E[YWNGIK|....QALTA|. .NNC|T|.
[Trichoderma_ virens_FT-333]_UKz73321.1 = ..... A FIGF|SELKV|SP . LLP|T|IIIE[YWNGIK|....QALTA|. .NNC|T|.
[Trichoderma_virens_Gv29-8]_XP_013960763.1 . .... A FIGF|S[ELRV|SP . LLIP|TII[EYWNGIK|....QALTAl. .[NNIC|T|.
[Trichoderma_asperellum CBS_433.97]_XP_024756506. ..... A LIGF|SELRV|SA. LLPP|IIEYWHGIK|....QALAQ. .[NN[C|T|.
[Trichoderma_atroviride IMI_206040]_XP_013943551. ..... A LIGF|SELRV|SA. LLPP|II[EYWHGIK|....QALRQ. .[NNICA.
[Trichoderma_gamsii]_ PNP38305.1 TDTTTA LIGF|SELR|VISA.LLPPIIEYWHGIK....QALTQ. .[NNCA.
[Trichoderma_gamsii]_XP_018663207.1 TDTTTA LIGF|SELR|VISA . LLPPIIEYWHGIK....QALTQ. .[NNC]A.
[Trichoderma_arundinaceum]_ RFU75476.1 .. ... A LIGF|S[ELR|V|SA . LLP|P|I|IE[YWHGIK|....QALTE|. .[NN|C[T|.
[Trichoderma_gracile] KAH0498535.1 . .... A LIGF|S[ELK|V|SP . YLPA|IIIE[YWHGIK|. .. .QALVA| N K|C|S|.
[Trichoderma_reesei_QM6a]_XP_006968245.1 = ..... A LIGF|SEELK|[V|SP . YLPA|IE[YWNGIK|....QALVA NRIC|S|.
[Trichoderma_citrinoviride]_ XP_024753310.1 . .... A LIGF|SIELK|VIAP . YLPIAIE[YWHGIK|. .. .QALVA] INK|C|S|.
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011 . .... A LIGF|SIE IK|VILP . YLPPIA|II|E[YWHGIK|. .. .QALVAl. .[NK|C[S|. .
[Hirsutella minnesotensis_3608]_KJz78693.1 = ..... A LIGF|S[EL|S|LIVS . ALP|IPVIQYWYGIK|....QALTA|. .|QG|CP|S .
[Hirsutella_rhossiliensis]_XP_044725020.1 = ..... A LIGF|S[EL|S|I|SS . AFPIPLIQYWHGIK|. .. .QALAA|. .|QG|C|S|N .
[Ophiocordyceps_sinensis_CO18]_EQK99704.1 . .... A LIGF|SIEL|S|I|SS . ILPP|ILIQYWHGIK|. .. .QALAAl. .[QG|CPD .
[Tolypocladium capitatum]_PNY29418.1 RLTTAA FIGF|SELISLISA . ALPPILIQYWHGIK|. .. .QALTAl. .[QGCISR .
[Tolypocladium ophioglossoides_CBS_100239] KND888 .. ... A LIGF|S[EL|S|L|SA . ALPP|LIQYWHGIK|. .. .QALTA|. .[0GICPR .
[Tolypocladium paradoxum]_ POR38551.1 .. ... A LIGF|S[EL|S|L|SA . ALPIPLQYWHGIK|. .. .QALAAl. .|QGC|SIR .
[Drechmeria coniospora]_ODA83100.1 ... .. L LIGFAEL|S|I|SS . LVIPIPLR[YWHGTIE|. .. .QALAT|. .|QG|CIP|L .
[Drechmeria coniospora]_XP_040657415.1 . .... L LIGF|AEL|S|I|SS . LVPP|LIRYWHGIE|. .. .QALAT|. .[QG|CP|L .
[Ophiocordyceps_unilateralis]_ PFH57814.1 . .... A LIGF|S[EL|IS|LILPALV[PP|VIQYWHGIK|. .. .QALVAl. .[QG|CPA .
[Fusarium sp._AF-6]_RSL54391.1 ..., K FIGFAELRLAS . YLPAVIEYWHGIR|. ... .DALTAl. .[QGA[T]. .
[Fusarium_ kuroshium]_RMJ16314.1 .. .. K FIGFAELRLAS . YLPAVIEYWHGIR|. .. .DALTAl. .QGA|T|.
[Fusarium_sp._AF-8]_RSL70798.1 ..... K FIGFAELRLAS . YLPAVEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium ambrosium]_ RSM11997.1 ..., K FIGFAELRLAS . YLPAVEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium floridanum]_ RSL80024.1 ... .. K FIGFAELRLAS . YLPAVEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium vanettenii_77-13-4]_XP_003050716.1 . .... K] FIGFAELRLAS.YLPAVEYWHGIR. .. .DALTAl. .|QGA|T|.
[Fusarium_solani]_XP_046134414.1 . .... K FIGFAELRLAS . YLPAVIEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium_albosuccineum]_KAF4468415.1 . .... S FIGFAELRLIGS . YLIPAVQYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_decemcellulare]_KA¥F5011412.1 . .... S FIGFAELRLIGS . YLIPAVQYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium sarcochroum]_ KAF4964785.1 = ..... E FIGFAELRF|SP . YLPAVEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium avenaceum]_KAH6968652.1 . .... D FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium avenaceum]_KIL96274.1 ..., D FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_ avenaceum]_KAG5656265.1 .. .. D FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_ tricinctum]_KAH7262197.1 . .... D FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTAl. .[QGA|T|.
[Fusarium_heterosporum]_KAF5663380.1 .. ... E FIGFAELRLISS . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1 . .... E FIGFAELRLAP . YFPAVEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1 = . .... E FIGFAELRLAP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_mangiferae] XP_041681833.1 = .. ... E FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium proliferatum]_CVL11341.1 ... .. E FIGFAELRLISP . YFPAVIE[YWHGIR|. .. .DALTA|. .[QGA|T|.
[Fusarium proliferatum ET1]_XP_031083673.1 = ..... E FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTAl. .[QGA|T|.
[Fusarium_fujikuroi]_sCN78580.1 ... E FIGFAELRLISP . YFPAVEYWHGIH|....DALTA|. .QGA|T|.
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1 = ..... E FIGFAELRLISP . YFPAVIEYWHGIH|....DALTA|. .QGA|T|.
[Fusarium_sp._NRRL_25303]_KAF5626228.1 . .... E FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium_xylarioides]_KAG5746670.1 . .... E FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_xylarioides]_KAG5788219.1 = ..... E FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium pseudocircinatum]_KAF5575212.1 ... .. E FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_pseudoanthophilum]_KAF5575021.1 . .... E FIGFAELRLISP . YFPAVEYWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium verticillioides] RBQ71412.1 . .... E FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTA|. .[QGA|T|.
[Fusarium_verticillioides_7600]_XP_018746479.1 ... .. E FIGFAELR|L|SP . YFPAVE[YWHGIR|. .. .DALTAl. .|QGA[T|.
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1 = . .... E FIGFAELRLISP . YFPAVEYWHGIR|. .. .ERALTAl. .|QGA|T|.
[Fusarium_oxysporum f._ sp._lycopersici_4287] _XP_0 ..... E FIGFAELR[LISP . YFPAVIEYWHGIR....DALTA|. .|QGA|T|.
[Fusarium oxysporum_f._sp._cepae] RKK20771.1 = ..... E FIGFAELR[LISP . YFPIAVIEYWHGIR|. .. .DALTA|. .|QGA|T|.
[Fusarium redolens]_XP_046051341.1 .AFHPT FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium austroafricanum]_ KAF4458007.1 = ..... E FIGFAEIRLISP . YFPAVEYWHGIR|. .. .DALTA|. .QGA|T|.
[Fusarium_flagelliforme]_ XP_045986929.1 . .... E FIGFAELRLISP . YFPAVIEYWHGIR|. .. .DALTA|. .[QGA|S|.
[Fusarium_sp. FIESC_RH6]_ KAI1056250.1 . .... E FIGFAELR[LISP . YFPAVIE[YWHGIR|. . ..DALAA|. .|[QGAlS|.
[Fusarium_sporotrichioides]_RGP72309.1 . .... D FIGF|S|EL|SILISP . YF[P|S|I[EYWHGIR|. .. .DRALTV|. .|QGA|T|.
[Fusarium poae]_ XP_0447135%92.1 ..., D FIGFAELISILISP . YFPP[SVIE[YWHGIR|. .. .DALTAl. .[QGV|T|.
[Fusarium venenatum]_XP_025590637.1 ... .. D FIGFAELSLISP . YFPISVIEYWHGIR|. .. .DALTA|. .[QGV|T|.
[Fusarium_pseudograminearum]_ KAF0641638.1 . .... D FIGFAELSLISP . YFPISVIEYWHGIR|. .. .DALTA|. .[QGA|T|.
[Fusarium_graminearum]_ CAG1993854.1 . .... D FIGFAELSLISP . YFP[SVIElYWHGIR|. .. .DALTA|. .[QGA|T|.
[Fusarium_graminearum]_ PCD31638.1 .. ... D FIGFAEL|S[LISP . YF[P|SVE[YWHGIR|. .. .DRALTAl. .|QGA|T|.
[Fusarium_graminearum]_CZs78629.1 . .... D FIGFAEL|S[LISP . YF[P|SVE[YWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium graminearum]_ CAF3606094.1 = ..... D FIGFAEL|S[LISP . YF[P|SVEE[YWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium_graminearum PH-1]_XP_011318944.1 . .... D FIGF|AELIS|LISP . YF[P|SVEE[YWHGIR|. .. .DALTAl. .|QGA|T|.
[Fusarium culmorum]_ QPC68571.1 ..., D FIGFAELSLISP . YFPISVIEfYWHGIR|. .. .DALTA|. .[QGA|T|.
[Fusarium_pseudograminearum]_QPC77441.1 .NHATD FIGFAEL|S[LISP . YF[P|SVEE[YWHGIR|. .. .DRALTAl. .|QGA|T|.
[Fusarium_longipes]_RGP79158.1 ... D FIGFAEL|SLISP . YF[P|SVE[YWHGIR|. .. .DRALTAl. .|QGA|T|.
[Ilyonectria_ destructans]_KAH7011941.1 = ..... D LIGF|ISEELIQL|SS . YLP|S|VIQYWHGIK|. .. .ERLTA|. .[QGA|T|.
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1  ..... D LIGF|SIEL|QLISS . YLIP|S|VIQYWHGIK|. .. .EALTAl. .|QGA|T|.
[Ilyonectria_robusta]_ XP_0461049%90.1 ..... D LIGF|S[EL|QILISS . YLIP|SVIQYWHGIK|. .. .EALTA|. .|QGA|[T|.
[Dactylonectria_estremocensis]_ KAH7149692.1 . .... E LIGFAEF|QLIAS . YLPPIAVIRYWHGIK|. . . .EALTA|. .|QGAT|.
[Dactylonectria_macrodidyma]_ KAH7148923.1 . .... E LIGFAEF|Q|L|ISS . YLPP|T|VHYWHGIK|. .. .EALTA|. .|QGA|T|.
[Thelonectria_olida]_ KAH6899778.1  ..... E FIGF|SELR[LHS . SLIPAV|Y[YWHGIK|. . ..ERALSA|. .|QGAV].
[Stachybotrys_chartarum IBT_7711]_KEY69997.1 = ..... A LIGF|S[ELK|VILE . MLPPIA|VIQYWYGIK|. .. .DALTE|. .[QG|S|T|.
[Stachybotrys_chartarum IBT_40293]_KFA50745.1 = ..... A LIGF|S[ELK|VILE . MLIPIAVIQYWYGIK|. .. .DALTE|. .|QG|S|T|.
[Stachybotrys_chlorohalonata IBT_ 40285]_KFA62815. . .... A LIGF|S[ELK|VILE . MLPPIA|VIQYWYGIK|. .. .DALTA|. .[QG|S[T|. .
[Purpureocillium lilacinum]_ XP_018174914.1 . .... A LIGF|S[EL|S|I|SA . LLP|PLQYWHGIR....QALTA|. .|QGCP|L.
[Clonostachys_solani]_ CAH0059244.1 . .... A LIGF|SE I|K|ILJAQ . ALP|SILIQYWHGIQ|. .. .DALEQ|. .[NGA|T|.
[Clonostachys_rosea] VvUC36940.1 ... A LIGF|S|E I|K|LIAQ . AL[P|S|LIQ[YWHGIQ|. .. .DALEQ|. .[NGJA|T|.
[Clonostachys_rhizophaga] CAH0026503.1 LTTNPA LIGF|SIE IK|F|AQ . ALP|S|LIQYWHGIQ|. .. .DALEQ|. .|AGA[T|.
[Emericellopsis_atlantica] XP_046114137.1 = ..... Q LIGF|S[EL|QLITP . LLIP|S|VIQYWHGIR|. .. .DALAV|. .|0GAR|.
[Acremonium chrysogenum ATCC_11550]_KFH46845.1 . .... A LIGF|S[ELIQILITR . YLPPIA|VIQYWYGIK|. .. .DALAA. .[QGAT|.
[Pochonia_chlamydosporia_ 170]_XP_018148143.1 = . .... A LIGF|S[ELH|VIPP . . FPRIQYWHGIR|. .. .EALTA|. .|QGA|T|.
[Epichloe_festucae_F11]_QPG98063.1 ..... A LIGF|SELR[L|. P . VLIP|T|I|H[YWHGIK|. .. .EALTA|. .|QGAR|.
[Colletotrichum_incanum]_KZzZL82863.1 . .... E MGF|AE L|R|L|IGA . YV|P|P|I|H[YWRGIS|. .. .D|SLST|LS|GP|SN|.
[Colletotrichum_simmondsii]_KXH39849.1 .. ... D MGF|S[E L|R|L|IGA . YV|P|P|T|H[YWRGTIS|. .. .D|SLST|LS|GP|SIN|.
[Colletotrichum_sojae] _KAF6819546.1 ... .. D MGEDELR|LIGS . YVIP|IP|IIHYWHGIA|. .. .DRALGA|LV|GDH|S|. . .
[Bacillus_licheniformis]_ CAB95850.2_ RN2 = ..... A G|GA[S|. IS P Y P Y YINFASIK|....SYLVG|. .[QGWDRNQ
[Trichosporon_asahii_var._asahii] AGN98126.1 TaLi ..... A PAPPIGLNELT . KL [o]ole v v v v ofe v v v VFAS|. .KGY[C. . .
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[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1
[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1
[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1
[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1
[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.1
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi
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2Z5G_1|Chains TYPG...... LLPELKR.
[Trichoderma_harzianum]_ThaL. ... ... ... ADGHATT
[Trichoderma_harzianum]_ KKO99473.1 ... ........ ADGHATT
[Trichoderma_guizhouense]_OPB43634.1 .. .......... G.....
[Trichoderma_simmonsii]_ Q¥S94233.1 ... ... ADG.
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1 ............ AEGHA.S
[Trichoderma_harzianum]_ PKK42226.1 = ..., ... AEGHA.S
[Trichoderma_lentiforme]_ KAF3077685.1_ .. .......... ADDHATT
[Trichoderma_harzianum]_ PNP59423.1 .. ......... ADGHA
[Trichoderma_virens_FT-333]_UKZ73321.1 = . iiiunuen. HDGK
[Trichoderma_virens_Gv29-8]_XP_013960763.1 . ... ......... HDGQ
[Trichoderma_asperellum CBS_433.97]_XP_024756506. ............. KEHA
[Trichoderma_atroviride_ IMI_206040]_XP_013943551. .. ........... ERDA
[Trichoderma_gamsii]_PNP38305.1 . .......0.0... DKHE
[Trichoderma_gamsii]_ XP_018663207.1 .. ........... DKHE
[Trichoderma_arundinaceum]_ RFU75476.1 ... ......... RNGQ. .

[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1

[Trichoderma_longibrachiatum ATCC_18648]_PTB78011 DDKKLVRDGGRQGEANS. .

[Hirsutella_minnesotensis_3608]_KJz78693.1 .. .......... GAGNG. .
[Hirsutella_rhossiliensis]_XP_044725020.1 = . ... ........ RTGEG
[Ophiocordyceps_sinensis_CO18]_EQK99704.1 .. .......... RAAQG
[Tolypocladium capitatum]_PNY29418.1 ... ......... SPGRP
[Tolypocladium ophioglossoides_CBS_100239]_KND888 .. .......... SPSR
[Tolypocladium paradoxum]_ POR38551.1 ... .. .............
[Drechmeria coniospora] ODA83100.1 ..., KFSGD
[Drechmeria_ coniospora]_ XP_040657415.1 ... ......... KFSGD

[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1
[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1
[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1
[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.1
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi
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2Z5G_1|Chains

275G_1|Chains

[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1
[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1
[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1
[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1
[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.1
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi
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2Z5G_1|Chains

275G_1|Chains

[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1

[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1

[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1

[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1

[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi
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2Z5G_1|Chains

275G_1|Chains

[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1

[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1

[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1

[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1

[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1

[Fusarium sporotrichioides]_RGP72309.1

[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi
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[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1

[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1

[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1

[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1

[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi
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[Trichoderma_harzianum]_ThalL
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[Trichoderma_reesei_QM6a]_XP_006968245.1
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[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1

[Drechmeria_ coniospora]_ ODA83100.1

[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1

[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1

[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1

[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1

[Fusarium sporotrichioides]_RGP72309.1

[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi

TT

370

al3

380

1.[.VDPNPSF
WMGMRRTEF|.
WMGMRRTEF|.
WMGMRRTE|.
WMGMRRTE|.
WMGMRRTEF|.
WMGMRRTEF|.
WMGMRRTEF|.
WMGMRRTEF|.
WMGMRRTE|.
WMGMRRTE|.
WMGMKRTE|.
WMGMKRTEF|.
WMGMKRTEF|.
WMGMKRTEF|.
WMGMKRTE|.
WMGMKRTE|.
WMGMKRTE|.
WMGMRRNF|.
WMGMRRTEF|.
JWVGIKRTE|.
JWMGYKKTE|.
JCIGIKRTE|.
WMGMKRTE|.
MWMGRKRTEF|.
WMGTKRAF|.
.WMGVKRNEF|.
WMGVKRNEF|.
WMGVRRNE|.
WMGIRRTE|.
MWMGIRRTEF|.
WMGIRRTEF|.
WMGIRRTEF|.
WMGIRRTE|.
WMGIRRTE|.
WMGIRRTE|.
WMGIKRTEF|.
JWMGIKRTEF|.
JWMGIKKNE|.
JWMGIKKNE|.
WMGIKKNE|.
WMGIKKNE|.
WMGIKKNEF|.
WMGIKRNEF|.
JWMGIKKNE|.
JWMGIKKNE|.
WMGIKKNE|.
WMGIKKNE|.
WMGIKKNEF|.
WMGIKKNEF|.
JWMGIKKNE|.
JWMGIKKNE|.
WMGIKKNE|.
WMGIKKNE|.
WMGIKKNEF|.
WMGIKKNEF|.
JWVGIKKNE|.
JWVGIKKNE|.
WMGIKRNE|.
WMGIKRNE|.
MWMGIKRNEF|.
WMGIKKKEF|.
JWMGIKKNE|.
JWMGIKKNE|.
WMGIKKNE|.
WMGIKKNE|.
WMGIKKNEF|.
WMGIKKNEF|.
JWMGIKKNE|.
JWMGIKKNE|.
WMGIKKNE|.
WMGIKKNE|.
WMGIKKNEF|.
WMGIKKNEF|.
JWMGIKKNE|.
JWMGIKKNE|.
WMGIKKNE|.
WMGMKRTEF|.
WMGMKRTEF|.
WMGMKRTEF|.
. WMGMKRNF|.
.WIGMKRNE|.
WMGMKRNE|.
LMGMKKTEF|.
LMGMKKTEF|.
LMGMKKTEF|.
WMGIKRNEF|.
WMGVKRTE|.
JWMGVKRTE|.
WMGVKRTEF|.
WMGMKRTEF|.
WMGMKRNEF|.
.WIGVRKRE|.
.WMGVRRGEF|.
WMGQARTE|.
WMGQTRTE|.
WMGQTRTE|.
LNGGGQNT|.

.IDGRNGPL

P

.DIRAFYLRLAEQLASLQ

NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVVDMLAKEG
NAVAFYLDVVDMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NAVAFYLDVADMLAKEG
NATIAFYLAITDMLAKQG
NAIAFYLAITDMLAREG
NAIAFYLAITDMLAREG
NAIAFYLGITDMLAKEG
NAIAFYLGITDMLAKEG
NAIAFYLGITDMLAKAG
NAVAFYLGIADMLAREG
NAVAFYLGIADMLAREG
NAIAFYLAITDRLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMIAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NATIAYYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEA
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEA|
NAIAFYLDIADMLAKEA|
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDMADMLAKEG
NAIAFYLDMADMLAKEG
NAIAFYLDMADMLAKEG
NAIAFYLDMADMLAKED]
NAIAFYLDMADMLAKEG
NAIAFYLDIADMLAKEG
NAVAFYLDIADMLAKEG
NAVAFYLDIADMLAKEG
NAVAFYLDIADMLAKEG
NAVAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDIADMLAKEG
NAIAFYLDVADMLAKEG
NAIAFYLDIADMLAKEG
NAVAFYLGIADMLAREG
NAVAFYLGIADMLAKEG
NAVAFYLDIADMLAKEG
NAVAFYLDIADMLAKEG
NAVAFYLDIADMLAKEG

L e e e e I el S el W I e N I Bl el el el el el el el el el el el el el el el el el el e e A S =N =l =]

R

TLPRTLDENPPSSTFVPRDPVIALAVDKR
TLPRTLDENPPSSTFAPRDPVIALAVDKR



2Z5G_1|Chains

275G_1|Chains

[Trichoderma_harzianum]_ThalL
[Trichoderma_harzianum]_ KK099473.1
[Trichoderma_guizhouense]_OPB43634.1
[Trichoderma_simmonsii]_QYS94233.1
[Trichoderma_harzianum CBS_226.95]_XP_024777038.1
[Trichoderma_harzianum]_PKK42226.1
[Trichoderma_lentiforme]_ KAF3077685.1_
[Trichoderma_harzianum]_ PNP59423.1
[Trichoderma_virens_FT-333]_UKzZ73321.1
[Trichoderma_virens_Gv29-8]_XP_013960763.1
[Trichoderma_asperellum CBS_433.97]_XP_024756506.
[Trichoderma_atroviride_IMI_206040]_XP_013943551.
[Trichoderma_gamsii]_ PNP38305.1
[Trichoderma_gamsii]_XP_018663207.1
[Trichoderma_arundinaceum]_ RFU75476.1
[Trichoderma_gracile] KAH0498535.1
[Trichoderma_reesei_QM6a]_XP_006968245.1
[Trichoderma_citrinoviride]_ XP_024753310.1
[Trichoderma_longibrachiatum ATCC_18648]_PTB78011
[Hirsutella_minnesotensis_3608]_KJZ78693.1
[Hirsutella_rhossiliensis]_ XP_044725020.1
[Ophiocordyceps_sinensis_CO018]_EQK99704.1
[Tolypocladium capitatum]_PNY29418.1
[Tolypocladium ophioglossoides_CBS_100239]_ KND888
[Tolypocladium paradoxum]_ POR38551.1
[Drechmeria_ coniospora]_ ODA83100.1
[Drechmeria_ coniospora]_XP_040657415.1
[Ophiocordyceps_unilateralis]_ PFH57814.1
[Fusarium sp._AF-6]_RSL54391.1

[Fusarium kuroshium]_RMJ16314.1
[Fusarium_sp._AF-8]_RSL70798.1

[Fusarium ambrosium]_RSM11997.1

[Fusarium floridanum]_ RSL80024.1

[Fusarium vanettenii_77-13-4]_XP_003050716.1
[Fusarium solani]_ XP_046134414.1

[Fusarium albosuccineum]_ KAF4468415.1
[Fusarium_decemcellulare]_ KAF5011412.1
[Fusarium sarcochroum]_ KAF4964785.1

[Fusarium avenaceum]_ KAH6968652.1
[Fusarium_avenaceum]_KIL96274.1
[Fusarium_avenaceum]_ KAG5656265.1

[Fusarium tricinctum]_KAH7262197.1
[Fusarium_heterosporum]_ KAF5663380.1
[Fusarium_sp._ MPI-SDFR-AT-0072]_KAH7164412.1
[Fusarium_oxysporum f._ sp._rapae]_ KAG7414252.1
[Fusarium_mangiferae]_ XP_041681833.1

[Fusarium proliferatum]_ CVL11341.1

[Fusarium proliferatum ET1]_XP_031083673.1
[Fusarium_fujikuroi]_ SCN78580.1
[Fusarium_fujikuroi_ IMI_58289]_XP_023430709.1
[Fusarium_sp._ NRRL_25303]_KAF5626228.1
[Fusarium_xylarioides]_KAG5746670.1

[Fusarium xylarioides]_KAG5788219.1

[Fusarium pseudocircinatum]_KAF5575212.1
[Fusarium_pseudoanthophilum]_KAF5575021.1
[Fusarium verticillioides]_RBQ71412.1
[Fusarium verticillioides_7600]_XP_018746479.1
[Fusarium_oxysporum NRRL_32931]_XP_031039788.1
[Fusarium oxysporum f._ sp._lycopersici_4287]_XP_0
[Fusarium oxysporum_f._ sp._cepae] RKK20771.1
[Fusarium redolens]_XP_046051341.1

[Fusarium austroafricanum]_ KAF4458007.1
[Fusarium_flagelliforme]_ XP_045986929.1
[Fusarium_sp._ FIESC_RH6]_KAI1056250.1
[Fusarium sporotrichioides]_RGP72309.1
[Fusarium poae]_ XP_044713592.1
[Fusarium_venenatum]_XP_025590637.1
[Fusarium_pseudograminearum]_ KAF0641638.1
[Fusarium_graminearum]_CAG1993854.1
[Fusarium_graminearum]_ PCD31638.1

[Fusarium graminearum]_CZS78629.1

[Fusarium graminearum]_ CAF3606094.1
[Fusarium_graminearum PH-1]_XP_011318944.1
[Fusarium culmorum]_ QPC68571.1
[Fusarium_pseudograminearum]_QPC77441.1
[Fusarium_longipes]_RGP79158.1
[Ilyonectria_destructans]_ KAH7011941.1
[Ilyonectria_sp. MPI-CAGE-AT-0026]_KAH6985660.1
[Ilyonectria_robusta]_ XP_046104990.1
[Dactylonectria_estremocensis] KAH7149692.1
[Dactylonectria_macrodidyma]_ KAH7148923.1
[Thelonectria_olida]_KAH6899778.1
[Stachybotrys_chartarum IBT_7711]_KEY69997.1
[Stachybotrys_chartarum IBT 40293]_ KFA50745.1
[Stachybotrys_chlorohalonata IBT_40285]_KFA62815.
[Purpureocillium lilacinum]_XP_018174914.1
[Clonostachys_solani]_ CAH0059244.1
[Clonostachys_rosea] _VUC36940.1
[Clonostachys_rhizophaga] CAH0026503.1
[Emericellopsis_atlantica] XP_046114137.1
[Acremonium chrysogenum ATCC_11550]_KFH46845.1
[Pochonia_chlamydosporia 170]_XP_018148143.1
[Epichloe_festucae_F1l1]_QPG98063.1
[Colletotrichum_incanum]_KZL82863.1
[Colletotrichum_simmondsii]_ KXH39849.1
[Colletotrichum_sojae] _KAF6819546.1
[Bacillus_licheniformis]_CAB95850.2_RN2
[Trichosporon_asahii_var._asahii] AGN98126.1_TaLi



