
                                                                                                                        2Z5G_1|Chains                           
                     1                                                           X                                      

2Z5G_1|Chains                                                 c                                         DF A   DF DF  DF DF  A    DEEEEEF     DEEEEEF DF A DEEF                       L                                                          S   N                                  .....................  RA ..................................

[Trichoderma_harzianum]_ThaL                                  c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   RG RL  SL S   S    VFSTAKP     HDPRIRD GR I DDYA ....  Q PHW  T  PR  L  QP .TLR       L...R       L  L H    T

[Trichoderma_harzianum]_KKO99473.1                            c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   RG RL  SL S   S    VFSTAKP     HDPRIRD GR I DDYA ....  Q PHW  T  PR  L  QP .TSR       L...R       L  L H    T

[Trichoderma_guizhouense]_OPB43634.1                          c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   RG RL  SL S   S    VFSTAKP     HDPRIRD GR I DDYA ....  Q PHW  T  PR  L  QP .TSR       L...R       L  L H    T

[Trichoderma_simmonsii]_QYS94233.1                            c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   RG RL  SL S   S    VFST KP     HDPRIRD GR I DDYA ....  Q PHW  T  PR  L  QP .HSR    T  L...R       L  L H    T

[Trichoderma_lentiforme]_KAF3077685.1                         c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   RG RL  SL     S    VFSTAKP     HDPRIRD GR I DDYA ....  Q PHW  T  PR  LK QP .PSR       LLSSS       L  L H    T

[Trichoderma_virens_FT-333]_UKZ73321.1                        c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   R  RL  SL N   S    V STARP     HDPRIRD GR I DDYA ....  Q RHW SS  RA  L  RS .PSR L     LLSSG       L  R H    T

[Trichoderma_semiorbis]_KAH0532554.1                          c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   RG RL  SL S   S    VFSTAKP     HDPRIRD GR I DDYA ....  Q PHW  T  PR  L  QP .TSR       L...R       L  L H    T

[Trichoderma_asperellum_CBS_433.97]_XP_0                       c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MR W   RG RL     N   S    LFSTAKP     HDPRIRD GR I DEYA ....  K LLH  P  SRPPP  RS .SHQ       HLKSS       F  R H    T

[Trichoderma_asperelloides]_KAH8131048.1                       c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MR W   RG  L  SL N   S    LFSTAKP     HDPRIRD GR I DEYA ....  K LLH  PC SP  P  RS .SHQ       HLKSN       F  R H    T

[Trichoderma_arundinaceum]_RFU75476.1                         c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         M  W   RG RL  SL N   S     FS AKP      DPRIRD GR I DDYA .... TK HTY  P  SR  P  RP ASYRF  A   VLRPSN      L  R L    I

[Trichoderma_gracile]_KAH0498535.1                            c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK W   HG RL  SL N   S     FST KP     HDPRIRD GR I DDYA ....  Q PRH  P  SR  P  RR .RART   G  LLDDS       L  Q L    I

[Bacillus_licheniformis]_CAB95850.2_RN2                       c                                         KG B   KG KG  KG KG  B    KdddddG     KdddddG KG B KddG                       L                                         MK               S        A                      I      MSLL  R..............  QIL.VAF LVI..............GSMAF QP....

[Trichosporon_asahii_var._asahii]_AGN981                       c                                         JH C   JH JH  JH JH  C    JIIIIIH     JIIIIIH JH C JIIH                       L                                         MR               S        A S A         P  R     I D    ....  L..............  VTA.AAV L A A.......T IE ASTSG N ....

            jjjk          lll              iiiiiii                                 TT                                   2Z5G_1|Chains                           
            10        20            30        40                         X         X             X         X            

2Z5G_1|Chains                                      c c  cc                                          DEEEEEEF A DEEEEEEF DEEEEEEF DEF DEEF A    DEEEF  DEF                  P V  HG                                                      I LL  L GW    M        YW G    I Q L  N         .........DA        T  GREE FG....FK  G VRGD E W ND GY.......

[Trichoderma_harzianum]_ThaL                       c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_harzianum]_KKO99473.1                 c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_guizhouense]_OPB43634.1               c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_simmonsii]_QYS94233.1                 c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_lentiforme]_KAF3077685.1              c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_virens_FT-333]_UKZ73321.1             c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELKVS LLP IEYW G    IKQAL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_semiorbis]_KAH0532554.1               c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRETYATP K  I LA  L GFSELRVS LLP IEYW G    IKQVL  NNC               . Y        F        P   T    N ....     TA   .......

[Trichoderma_asperellum_CBS_433.97]_XP_0            c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRENYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . H        L        A   P    H ....     AQ   .......

[Trichoderma_asperelloides]_KAH8131048.1            c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRENYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . H        L        A   P    H ....     AQ   .......

[Trichoderma_arundinaceum]_RFU75476.1              c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRDNYATP K  I LA  L GFSELRVS LLP IEYW G    IKQAL  NNC               . H        L        A   P    H ....     TE   .......

[Trichoderma_gracile]_KAH0498535.1                 c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                          IRENYATP K  I LA  L GFSELKVS  LP IEYW G    IKQAL  N C               . H        L        PY  A    H ....     VA K .......

[Bacillus_licheniformis]_CAB95850.2_RN2            c c  cc                                          KddddddG B KddddddG KddddddG KdG KddG B    KdddG  KdG                  P V  HG                                           KE  A   H  V MV  I G                      IKS L  Q         .  VK AE. N        . GASYNFAS..............   Y VG GWDRNQLFA

[Trichosporon_asahii_var._asahii]_AGN981            c c  cc                                          JIIIIIIH C JIIIIIIH JIIIIIIH JIH JIIH C    JIIIH  JIH                  P V  HG                                            D  AQP K  I  L  L     L     LP              V             .Y CK   G E   F    PAPPG NFLTK  .............. FASKGY...CVFA

   jjjk       iiiiiiiiiiiii jjjk  iiiiii           i    jjjj                                        ...........         2Z5G_1|Chains                           
     50        60        70        80                   90        X         X         X         X                    X  

2Z5G_1|Chains                             DEEEEEEEEEEEEEEEEEEEEEEEEEEEF  DF A  A                         TL VGP  S  DRA  A A LV  T    A                         ..RTY  A   LS NW   CE Y Q  GG VDYG AHAAK...........HGHARFGRT

[Trichoderma_harzianum]_ThaL              KdddddddddddddddddddddddddddG  KG B  B                      TVITATVPPSGSIEERAAKLAADILAQTT  SL S  D                    ..                             AA  P AQ AD............GHA.TT

[Trichoderma_harzianum]_KKO99473.1        KdddddddddddddddddddddddddddG  KG B  B                      TVITATVPPSGSIEERAAKLAADILAQTT  SL S  D                    ..                             AA  P AQ AD............GHA.TT

[Trichoderma_guizhouense]_OPB43634.1      KdddddddddddddddddddddddddddG  KG B  B                      TVITATVPPSGSIEERAAKLAADILAQTT  SL S  D                    ..                             AA  P AQ G...................

[Trichoderma_simmonsii]_QYS94233.1        KdddddddddddddddddddddddddddG  KG B  B                      TVITATVPPSGSIEERAAKLAADILAQTT  SL    D                    ..                             AA  PDSQ AD............G.....

[Trichoderma_lentiforme]_KAF3077685.1     KdddddddddddddddddddddddddddG  KG B  B                      TVITATVPPSGSIEERAAKLAADILAQTT  SL S  D                    ..                             AA  P AQ AD............DHA.TT

[Trichoderma_virens_FT-333]_UKZ73321.1    KdddddddddddddddddddddddddddG  KG B  B                      TVITASVPPSGSIEERAAKLAADILAQTT  SL S  D                    ..                             AS  . AH ..................GK

[Trichoderma_semiorbis]_KAH0532554.1      KdddddddddddddddddddddddddddG  KG B  B                      TVITATVPPSGSIEERAAKLAADILAQTT  SL S  D                    ..                             AA  P AQ AD............GHATTT

[Trichoderma_asperellum_CBS_433.97]_XP_0   KdddddddddddddddddddddddddddG  KG B  B                      TVITASVPPTGSIEERAAKLAADILAQTS     T  E                    ..                             ..... HK ..................HA

[Trichoderma_asperelloides]_KAH8131048.1   KdddddddddddddddddddddddddddG  KG B  B                       VITASVPPTGSIEERAAKLAADILAQTS     T  E                    ..A                            ..... HK ..................HA

[Trichoderma_arundinaceum]_RFU75476.1     KdddddddddddddddddddddddddddG  KG B  B                      TVITASVPPSGSIEERAAKLAADILAQT   SL T                       ..                            A.S  D PRN..................GQ

[Trichoderma_gracile]_KAH0498535.1        KdddddddddddddddddddddddddddG  KG B  B                      SVLT SVPPSGSIEERA KLAADILAQTS   A S  D                    ..    T            E           AAA P LI SDHNNNNRALRHNGGQNGQE

[Bacillus_licheniformis]_CAB95850.2_RN2   KdddddddddddddddddddddddddddG  KG B  B                       I                  L   V      T                          IDF DKTG......NNRNNGPR SRF KDVLDK GAK.......................

[Trichosporon_asahii_var._asahii]_AGN981   JIIIIIIIIIIIIIIIIIIIIIIIIIIIH  JH C  C                         TA I   G   E   K IA VV      T  S                       PTYGT  G IFA AKV DSS E  G  DKVLAS GA .......................

k    lllll   jjjjjk  iiiiiiiiiiiiii    iiiiiiiiii     lll                                                               2Z5G_1|Chains                           
     100       110       120         130       140       150       X         X         X           X         X         X

2Z5G_1|Chains                                            ccc c                                       A           DEEEEEEEEEEEEEEEEF DEF   DEF                                    AHS G                                       P           I II     G  AR LVS L                           Y GLLPELKRGGR H     Q  QT  M   L EN..GSQEEREYAKAHNVSLSPLFEGG

[Trichoderma_harzianum]_ThaL                             ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_harzianum]_KKO99473.1                       ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_guizhouense]_OPB43634.1                     ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_simmonsii]_QYS94233.1                       ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_lentiforme]_KAF3077685.1                    ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_virens_FT-333]_UKZ73321.1                   ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_semiorbis]_KAH0532554.1                     ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   P ..........A                  L   ..S   ...................

[Trichoderma_asperellum_CBS_433.97]_XP_0                  ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LKP    VR                   A ..........T                  R   ALAN  ...................

[Trichoderma_asperelloides]_KAH8131048.1                  ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LKP    VR                   A ..........T                  R   ALAN  ...................

[Trichoderma_arundinaceum]_RFU75476.1                    ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS L P    I                    A ..........T                  R Q ..LN N...................

[Trichoderma_gracile]_KAH0498535.1                       ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                       P           VNII   M GLDARYMIS LRP   GIR                   T ..........V                  R   ..R   ...................

[Bacillus_licheniformis]_CAB95850.2_RN2                  ccc c                                       B           KddddddddddddddddG KdG   KdG                                    AHS G                                                   V IV   M GA   Y I  L     G K                   ............K D         NTL Y KN D...G D ...................

[Trichosporon_asahii_var._asahii]_AGN981                  ccc c                                       C           JIIIIIIIIIIIIIIIIH JIH   JIH                                    AHS G                                                   VNLV   M  L A Y L    G   G K                   ............K         T V A Y K.FD ..G D ...................

   jjjjjjk       llll          iiiiiiiiiiiiiii                           TT                                             2Z5G_1|Chains                           
       160       170              180       190        200           X         X                X         X          X  

2Z5G_1|Chains                                          c                                      c        DEEEEEEEEEEEEF DEEF                    DEEEEEF DEEEEEF                  G                                      P        VLSV TIATPH  T  V                      VLE  A     V      HHF    T      D  TL NM.......VDFTDRFFDLQKA   AA V.ASN  YTSQV

[Trichoderma_harzianum]_ThaL                           c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PLHL RL   ...              S    ....................       .       ...

[Trichoderma_harzianum]_KKO99473.1                     c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PLHL RL   ...              S    ....................       .       ...

[Trichoderma_guizhouense]_OPB43634.1                   c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PLHL RL   ...              S    ....................       .       ...

[Trichoderma_simmonsii]_QYS94233.1                     c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LIERGAG PLHL RL   ...              S    ....................       .       ...

[Trichoderma_lentiforme]_KAF3077685.1                  c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PLHL RL   ...              S    ....................       .       ...

[Trichoderma_virens_FT-333]_UKZ73321.1                 c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PLHL RL   ...              A    ....................       .       ...

[Trichoderma_semiorbis]_KAH0532554.1                   c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PLHL RL   ...              S    ....................       .       ...

[Trichoderma_asperellum_CBS_433.97]_XP_0                c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        VASLVTIATPHR S FADY                    LVERGAG PIHL RL   ...              P    ....................       .       ...

[Trichoderma_asperelloides]_KAH8131048.1                c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        VASLVTIATPHR S FADY                    LVERGAG PIHL  L   ...              P    ....................       .     Q ...

[Trichoderma_arundinaceum]_RFU75476.1                  c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        IASLVTIATPHR S FADY                    LVERGAG PIHL RL   ...              P    ....................       .       ...

[Trichoderma_gracile]_KAH0498535.1                     c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        VASLVTIATPHR S FADY                    LVD  AG PLHL RL   ...              P    ....................   SD  S       ...

[Bacillus_licheniformis]_CAB95850.2_RN2                c                                      c        KddddddddddddG KddG                    KdddddG KdddddG                  G                                      P        I NVI I                                           L      ... E   P GGA.N LVSSR...............................A  GT...

[Trichosporon_asahii_var._asahii]_AGN981                c                                      c        JIIIIIIIIIIIIH JIIH                    JIIIIIH JIIIIIH                  G                                      P        V T V        T  A                       ID        V      ... K Y GFGPVYN  TE SLRLLKQWIPGLTDAFC...PGC  .......A  PS...

β1 η1 α1 

β2 α2 β3 α3 β4 

η2 β5 α4 α5 η3 

β6 η4 α6 



     lll            iiiiiiiii  iiii    iiiii iiiiiiiiii                  TT                                            T2Z5G_1|Chains                           
     210          220       230       240       250                X            X         X         X         X         

2Z5G_1|Chains                                  DEEEEEEEEEEEEEEEEEEEEEF                   DEEEEEF DEF       WGL R  G     F     R  R                   E  N  V    YDFKLDQ   R QP ...ES DHYFE LK SPVWTSTDTARYDLSVSGA KL QW QASP

[Trichoderma_harzianum]_ThaL                   KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_harzianum]_KKO99473.1             KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_guizhouense]_OPB43634.1           KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_simmonsii]_QYS94233.1             KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_lentiforme]_KAF3077685.1          KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DEE.......                       ...................       R   

[Trichoderma_virens_FT-333]_UKZ73321.1         KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   DEFNPRV DDE.......                       ...................       R   

[Trichoderma_semiorbis]_KAH0532554.1           KdddddddddddddddddddddG                   KdddddG KdG       YGVIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_asperellum_CBS_433.97]_XP_0        KdddddddddddddddddddddG                   KdddddG KdG       YGIIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_asperelloides]_KAH8131048.1        KdddddddddddddddddddddG                   KdddddG KdG       YGIIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       R   

[Trichoderma_arundinaceum]_RFU75476.1          KdddddddddddddddddddddG                   KdddddG KdG       YGIIRRAGLGTSAFGQLTTRYMR                   EEFNPRV DDE.......                       ...................       Q   

[Trichoderma_gracile]_KAH0498535.1             KdddddddddddddddddddddG                   KdddddG KdG       Y VIRRAGLGTSAFGQLTTRYMR                   DEFNPRV DDE....... S                     ...................       P   

[Bacillus_licheniformis]_CAB95850.2_RN2        KdddddddddddddddddddddG                   KdddddG KdG          I            L T                                  .....DPNQK ............ Y SVYSS..........ADLIV..............

[Trichosporon_asahii_var._asahii]_AGN981        JIIIIIIIIIIIIIIIIIIIIIH                   JIIIIIH JIH          LH  GV  TV G   T  M                               .....DVIDR  EG  ..  P PTY NI SK..........LDLQV..............

  jjjjjjk  jjk      jjk     iiiiii iiii     lll   lll       T                       TT                                  2Z5G_1|Chains                           
260       270       280       290       300       310         X         X         X         X         X         X         

2Z5G_1|Chains                                c                                                   c   DEEEEF                      DEEEEEEEEEEEEEEF DEF A DEEEEEEE     S                                                   G     Y  F                        AV     LG YR P   I     END IVNTY L  STERTYRGALTGNHYPELGMNAFS  VCAPF  S  N TLG DDRWL      

[Trichoderma_harzianum]_ThaL                 c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV K EGEND LVA      ......................                H   D R        

[Trichoderma_harzianum]_KKO99473.1           c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV K EGEND LVA      ......................                H   D R        

[Trichoderma_guizhouense]_OPB43634.1         c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV K EGEND LVG      ......................                H   D R        

[Trichoderma_simmonsii]_QYS94233.1           c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV K EGEND LVG      ......................                H   D R        

[Trichoderma_lentiforme]_KAF3077685.1        c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV K EGEND LVG      ......................                H   D R        

[Trichoderma_virens_FT-333]_UKZ73321.1       c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP  VV R EGEND LVA      ......................                HN  D R        

[Trichoderma_semiorbis]_KAH0532554.1         c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEP LLGAFRLP GVV K EGEND L A      ......................       P        H   D R       P

[Trichoderma_asperellum_CBS_433.97]_XP_0      c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV R EGEND LVS      ......................                Y   G A        

[Trichoderma_asperelloides]_KAH8131048.1      c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAI EPSLLGAFRLP GVV R EGEND LVS      ......................    G           Y   G A        

[Trichoderma_arundinaceum]_RFU75476.1        c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAAIDEPSLLGAFRLP GVV K EGDND LVS      ......................                H   S A        

[Trichoderma_gracile]_KAH0498535.1           c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   VRYF Y                      GAMIDEPSLLGAFRVP GVI   EGEND LVR      ......................                Y   WEK        

[Bacillus_licheniformis]_CAB95850.2_RN2      c                                                   c   KddddG                      KddddddddddddddG KdG B Kddddddd     S                                                   G   V                             LI                         A . NSL ........................R  ........................  R

[Trichosporon_asahii_var._asahii]_AGN981      c                                                   c   JIIIIH                      JIIIIIIIIIIIIIIH JIH C JIIIIIII     S                                                   G     Y                            IDE                     E A .TP T ........................GR   .....................   K

 lll           jjk         jjjjjjk     lll         ii                TT                                    TT    .......2Z5G_1|Chains                           
320       330       340       350       360       370         X         X         X         X         X         X         

2Z5G_1|Chains                           EF          DEEEF A DEF          DEEEEEEEEF DF A A DEF A A  N           S R   Y GTL            V HLEII       F IR        TVSMNGPKRGS D IVP D   KKGVWNDMGTYN D     GVDPNPS D  .......

[Trichoderma_harzianum]_ThaL            dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W VRE M G    .........K     V K   ..........          W  R R T   W . MR

[Trichoderma_harzianum]_KKO99473.1      dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W VRE M G    .........K     V K   ..........          W  R R T   W . MR

[Trichoderma_guizhouense]_OPB43634.1    dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W VRE M G    .........K     V K   ..........          W  R R T   W . MR

[Trichoderma_simmonsii]_QYS94233.1      dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W VRE M G    .........K     V K   ..........          W  R R T   W . MR

[Trichoderma_lentiforme]_KAF3077685.1   dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W VRE M G    .........K     V K   ..........          W  R R T   W . MR

[Trichoderma_virens_FT-333]_UKZ73321.1  dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W VRE M G    .........E     M K   ..........          W  R R T   W . MR

[Trichoderma_semiorbis]_KAH0532554.1    dG          KdddG B KdG          KddddddddG KG B B KdG B B                                    G   L             RE   G  .................................F FDQ ..........VES  VD. ..

[Trichoderma_asperellum_CBS_433.97]_XP_0 dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W MRE M G    .........E     V Q   ..........          W  R A T   W . MK

[Trichoderma_asperelloides]_KAH8131048.1 dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W MRE M G    .........E     V Q   ..........          W  R A T   W . MK

[Trichoderma_arundinaceum]_RFU75476.1   dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          MGVSHLDLIN SN A W MRE M G    .........E     A K   ..........          W  R A T   W . MK

[Trichoderma_gracile]_KAH0498535.1      dG          KdddG B KdG          KddddddddG KG B B KdG B B  SV          SSRWG Y GTL          VGVSHLDLIN                   .........R     E K   ..........          .................

[Bacillus_licheniformis]_CAB95850.2_RN2 dG          KdddG B KdG          KddddddddG KG B B KdG B B  NV                                 V HI LLT SS V   IKE L G    LIHG............................. G  G   .  Q KGY   G N GG

[Trichosporon_asahii_var._asahii]_AGN981 IH          JIIIH C JIH          JIIIIIIIIH JH C C JIH C C  NI          S                      A HI MA     I   I   I G    VLQDA...CP DI.................... G  G  V.DPN SNM QWA D RN

       iiiiiiiiiiii                                         .......                                                     2Z5G_1|Chains                           
            380                                                           X                                             

2Z5G_1|Chains                            A A   DEEF DEF DF DEF                                             AFYL LAE LA                                          .......    R   Q  SLQP.......                               

[Trichoderma_harzianum]_ThaL             B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_harzianum]_KKO99473.1       B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_guizhouense]_OPB43634.1     B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_simmonsii]_QYS94233.1       B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_lentiforme]_KAF3077685.1    B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_virens_FT-333]_UKZ73321.1   B B   KddG KdG KG KdG                                       T N   AFYL VVD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_semiorbis]_KAH0532554.1     B B   KddG KdG KG KdG                                                         EGV                                      ...................   DGHEEDV                               

[Trichoderma_asperellum_CBS_433.97]_XP_0  B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_asperelloides]_KAH8131048.1  B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_arundinaceum]_RFU75476.1    B B   KddG KdG KG KdG                                       T N   AFYL VAD LA EGL                                      R F AV.    D   M  K   .......                               

[Trichoderma_gracile]_KAH0498535.1       B B   KddG KdG KG KdG                                      .............................                               

[Bacillus_licheniformis]_CAB95850.2_RN2  B B   KddG KdG KG KdG                                       N N                                                        Q T .........................                               

[Trichosporon_asahii_var._asahii]_AGN981  C C   JIIH JIH JH JIH                                              FFL I                                               GPLPKCKP   A ................                               

η5 α7 α8 α9 α10 

β7 β8 β9 α11 α12 η6 η7 
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