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[Melampsora_                                          B          B    B        B  B                                          F                                        .....GSTGANDKLNDNLL S.CCC...................................

[Cryptococcus_gattii                                  B          B    B        B  B                               A          F                                        .....GPT KNDKFNDNLL S.CCC...................................

[Fusarium_vanettenii_77-13-4]_XP_003048915.1          B          B    B        B  B                                          F             L  N                       .....GAYCCNDDESL..A W.LC..KSGYDVW GN RCGFKPKHTLL............

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G              B          B    B        B  B                               M          Y    V        L  N                       .....REE ....FGF..K W.GG .RGDIEQW ND GYRTYTLAV..............

[Trichoderma_gracile]_KAH0498535.1                    B          B    B        B  B                               V          Y    I        L  N                       .....ELK SPYLPAI..E W.HG .KQA.... VA KCSVLTTSV..............

[Trichoderma_semiorbis]_KAH0532554.1                  B          B    B        B  B                               V          Y    I        L  N                       .....ELR SPLLPTI..E W.NG .KQV.... TA NCTVITATV..............

[Trichoderma_virens_FT-333]_UKZ73321.1                B          B    B        B  B                               V          Y    I        L  N                       .....ELK SPLLPTI..E W.NG .KQA.... TA NCTVITASV..............

[Trichoderma_lentiforme]_KAF3077685.1                 B          B    B        B  B                               V          Y    I        L  N                       .....ELR SPLLPTI..E W.NG .KQA.... TA NCTVITATV..............

[Trichoderma_simmonsii]_QYS94233.1                    B          B    B        B  B                               V          Y    I        L  N                       .....ELR SPLLPTI..E W.NG .KQA.... TA NCTVITATV..............

[Trichoderma_guizhouense]_OPB43634.1                  B          B    B        B  B                               V          Y    I        L  N                       .....ELR SPLLPTI..E W.NG .KQA.... TA NCTVITATV..............

[Trichoderma_harzianum]_ThaL                          B          B    B        B  B                               V          Y    I        L  N                       .....ELR SPLLPTI..E W.NG .KQA.... TA NCTVITATV..............

[Trichoderma_harzianum]_KKO99473.1                    B          B    B        B  B                               V          Y    I        L  N                       .....ELR SPLLPTI..E W.NG .KQA.... TA NCTVITATV..............

[Trichoderma_arundinaceum]_RFU75476.1                 B          B    B        B  B                               V          Y    I        L  N                       .....ELR SALLPPI..E W.HG .KQA.... TE NCTVITASV..............

[Trichoderma_asperellum_CBS_433.97]_XP_0247565         B          B    B        B  B                               V          Y    I        L  N                       .....ELR SALLPPI..E W.HG .KQA.... AQ NCTVITASV..............

[Trichoderma_asperelloides]_KAH8131048.1              C          C    C        C  C                               V          Y    I        L  N                       .....ELR SALLPPI..E W.HG .KQA.... AQ NCAVITASV..............
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[Talaromyces_cellulolyticus]_GAM42581.1                                   B  B                          B                             P  N                            ...................Y.TTHKYGN VL GNDVYFSVIAAREAFPGTFTTRW.....

[Fusarium_oxysporum]_ABR12479.1                                           B  B                          B ...................................ATAAVASARKANPSF...KV.....

[Verticillium_dahliae_VdLs.17]_EGY21687.1                                 B  B                          B ...................................VLPELEALKAQFPDY...PV.....

[Melampsora_                                                              B  B                          B                                                           V ...........................ARVSW.....................SW.ST C

[Cryptococcus_gattii                                                      B  B                          B                                                           V ...........................ARVDF.....................SW.TP C

[Fusarium_vanettenii_77-13-4]_XP_003048915.1                              B  B                          B                             P                               ........................EYSD RMW.....................CW.NIRQ

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G                                  B  B                          B                             P  S                          A ...........................G LS .....................NW.DR C

[Trichoderma_gracile]_KAH0498535.1                                        B  B                          B                             P  S                          A ...........................P SG .....................IE.ER E

[Trichoderma_semiorbis]_KAH0532554.1                                      B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_virens_FT-333]_UKZ73321.1                                    B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_lentiforme]_KAF3077685.1                                     B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_simmonsii]_QYS94233.1                                        B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_guizhouense]_OPB43634.1                                      B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_harzianum]_ThaL                                              B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_harzianum]_KKO99473.1                                        B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_arundinaceum]_RFU75476.1                                     B  B                          B                             P  S                          A ...........................P SG .....................IE.ER A

[Trichoderma_asperellum_CBS_433.97]_XP_0247565                             B  B                          B                             P  S                          A ...........................P TG .....................IE.ER A

[Trichoderma_asperelloides]_KAH8131048.1                                  C  C                          C                             P  S                          A ...........................P TG .....................IE.ER A

                                                                                                                        
[Candida_albicans]_ADP21191.1                                  DF                                         ............................................................

[Parastagonospora_nodorum_SN15]_XP_001800960.1                  KG                                         SGSTDSLGC....LRNVPYTKFLQACNSVPGILGYSTVNLSYLPRPDGKTITDSPETLVL

[Talaromyces_cellulolyticus]_GAM42581.1                        KG                                         ............................................................

[Fusarium_oxysporum]_ABR12479.1                                KG                                         ............................................................

[Verticillium_dahliae_VdLs.17]_EGY21687.1                      KG                                         ............................................................

[Melampsora_                                                   KG                                                          LI                                         DCYSGPYQCRQQCVEKA  DKSVYF...SAAVDIYNDVVTM............Y......

[Cryptococcus_gattii                                           KG                                                          LV                                         DCYAGGYKCGQTCLEDS  SESVYA...TVGTNLYNNITYM............Y......

[Fusarium_vanettenii_77-13-4]_XP_003048915.1                   KG                                                           A                                         MGVFDL...........P LTSR...................................II

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G                       KG                                                          V                                          EAYAQL........... GGTVDYGA.AHAAKHGHARFGRT............YP.GLLP

[Trichoderma_gracile]_KAH0498535.1                             KG                                                          LA                                         KLAADI...........  QTSAAAA.PSLIDSDHNNNNRA............LRHNGGQ

[Trichoderma_semiorbis]_KAH0532554.1                           KG                                                          LA                                         KLAADI...........  QTTAASL.PSAQDAD........................GH

[Trichoderma_virens_FT-333]_UKZ73321.1                         KG                                                          LA                                         KLAADI...........  QTTASSL.S..............................AH

[Trichoderma_lentiforme]_KAF3077685.1                          KG                                                          LA                                         KLAADI...........  QTTAASL.PSAQDAD........................DH

[Trichoderma_simmonsii]_QYS94233.1                             KG                                                          LA                                         KLAADI...........  QTTAASL.PDSQDAD..........................

[Trichoderma_guizhouense]_OPB43634.1                           KG                                                          LA                                         KLAADI...........  QTTAASL.PSAQD............................

[Trichoderma_harzianum]_ThaL                                   KG                                                          LA                                         KLAADI...........  QTTAASL.PSAQDAD........................GH

[Trichoderma_harzianum]_KKO99473.1                             KG                                                          LA                                         KLAADI...........  QTTAASL.PSAQDAD........................GH

[Trichoderma_arundinaceum]_RFU75476.1                          KG                                                          LA                                         KLAADI...........  QTASSL........D........................TP

[Trichoderma_asperellum_CBS_433.97]_XP_0247565                  KG                                                          LA                                         KLAADI...........  QTSTH....................................

[Trichoderma_asperelloides]_KAH8131048.1                       JH                                                          LA                                         KLAADI...........  QTSTH....................................

            300                                                           X                                             
[Candida_albicans]_ADP21191.1                        A DF DEEEEF A  DF                                             L            IL                                    ......... TGDHKIFKTGWD  ....................................

[Parastagonospora_nodorum_SN15]_XP_001800960.1        B KG KddddG B  KG                                             IV  Q     L  L                                     NGKYAKVPF  GD EDEGT FG FTPNLT...TQAEVSEY....................

[Talaromyces_cellulolyticus]_GAM42581.1              B KG KddddG B  KG                                              I HS G   V  L                                     ........AS G  Q AGA WG SENSLV...ASNASGEYVGGVAVGP.........SAR

[Fusarium_oxysporum]_ABR12479.1                      B KG KddddG B  KG                                                HSLGGA A  LA                                    ........ISTG      V .V  AANL................RVG...........GT

[Verticillium_dahliae_VdLs.17]_EGY21687.1            B KG KddddG B  KG                                             LV HSLGGA A  LA                                    ........H  G      V .M  ALEL................RVSL.........GWD

[Melampsora_                                         B KG KddddG B  KG                                           I LA HSLG A A  L                                     ...PHAR W  G    A L SL GLTFGVPVVGFESPGDLLPARRLHLPLPPGASFGQGK

[Cryptococcus_gattii                                 B KG KddddG B  KG                                           I L  HSLGGA    I                                     ...PNAT W TG      ISSL GLSFGAPAVTYESPGELLPASRLHLPLPPGIP....A

[Fusarium_vanettenii_77-13-4]_XP_003048915.1         B KG KddddG B  KG                                           I LI HS G      AL                                    SETGFEK G  C  Q TTQTFV  AKEQRP.....ELGEKL..T.V............FC

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G             B KG KddddG B  KG                                           I II HS GG  A  LV                                    ELKRGGR H  A  Q  QT RM  SLLENG.....SQEEREYAKAHNVSLSPLFEGGHHF

[Trichoderma_gracile]_KAH0498535.1                   B KG KddddG B  KG                                           V II HSMGGL A  MI                                    NGQETPV N  A      D RY  SRLRPR.......G....................IR

[Trichoderma_semiorbis]_KAH0532554.1                 B KG KddddG B  KG                                           V II HSMGGL A  MI                                    ATTTPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_virens_FT-333]_UKZ73321.1               B KG KddddG B  KG                                           V II HSMGGL A  MI                                    DG.KPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_lentiforme]_KAF3077685.1                B KG KddddG B  KG                                           V II HSMGGL A  MI                                    AT.TPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_simmonsii]_QYS94233.1                   B KG KddddG B  KG                                           V II HSMGGL A  MI                                    ...GPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_guizhouense]_OPB43634.1                 B KG KddddG B  KG                                           V II HSMGGL A  MI                                    ...GPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_harzianum]_ThaL                         B KG KddddG B  KG                                           V II HSMGGL A  MI                                    AT.TPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_harzianum]_KKO99473.1                   B KG KddddG B  KG                                           V II HSMGGL A  MI                                    AT.TPPA N  A      D RY  SLLRPS.......G....................IR

[Trichoderma_arundinaceum]_RFU75476.1                B KG KddddG B  KG                                           V II HSMGGL A  MI                                    RNGQAPT N  A      D RY  SRLQPL.......N....................IN

[Trichoderma_asperellum_CBS_433.97]_XP_0247565        B KG KddddG B  KG                                           V II HSMGGL A  MI                                    KEHAAPT N  A      D RY  SRLKPA.....LAN....................VR

[Trichoderma_asperelloides]_KAH8131048.1             C JH JIIIIH C  JH                                           V II HSMGGL A  MI                                    KEHAAPT N  A      D RY  SRLKPA.....LAN....................VR
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     310                                                           X                                                    
[Candida_albicans]_ADP21191.1                 DEEEEF DEEF DF  A  A    DF                   A                      NPK G                                               .......K   I KV.............................................

[Parastagonospora_nodorum_SN15]_XP_001800960.1 KddddG KddG KG  B  B    KG                   B              ......................FSTVFFDQAT....TAQIDSLVGTYQTITE..DGSPFR

[Talaromyces_cellulolyticus]_GAM42581.1       KddddG KddG KG  B  B    KG                   B              L  ILT ANP  G                                                YD   L   NS YWP................................MVKNIFDELPFL

[Fusarium_oxysporum]_ABR12479.1               KddddG KddG KG  B  B    KG                   B               V I T  SPR GN  L                            G              P D Y YG   V  VQ SA..FVSNQA.................G EYRVTHADDPVPRL

[Verticillium_dahliae_VdLs.17]_EGY21687.1     KddddG KddG KG  B  B    KG                   B               L V T   PK GN  L       A                                   D L T FGE  V  QP CD..YVD VFALDTEAE.AAGAADPEKRVYRRVTHADDPVPLL

[Melampsora_                                  KddddG KddG KG  B  B    KG                   B               MSAVT             A    MG                   G              E     ........HVFHT DPIA  TCNGVISTCSVA....... YAMESRCHVGKSII

[Cryptococcus_gattii                          KddddG KddG KG  B  B    KG                   B               MT IT             A    MG                   G              N  G  ........HVYHT DPIA  VCNGAYSACYAA....... FAMESKCHTGETIL

[Fusarium_vanettenii_77-13-4]_XP_003048915.1  KddddG KddG KG  B  B    KG                   B              AL  A  A P  G      M     G                   P                AP AY G LI KMYFKF RIISP LFRLMF......GIHA.FI FMMQMHQL.LDPRV

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G      KddddG KddG KG  B  B    KG                   B              VLSV T ATPH GT  V  V                         P                  T I    D  TL NM DFTDRF.FDLQKAVLEAAAVAS.NV YTS.........QV

[Trichoderma_gracile]_KAH0498535.1            KddddG KddG KG  B  B    KG                   B              VASLVT ATPH GS  A  L    AG                   P                    I    R  PF DY VDSD  .S............PL.HL ............R.

[Trichoderma_semiorbis]_KAH0532554.1          KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  SF DY VERG  ..............PL.HL ............R.

[Trichoderma_virens_FT-333]_UKZ73321.1        KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  AF DY VERG  ..............PL.HL ............R.

[Trichoderma_lentiforme]_KAF3077685.1         KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  SF DY VERG  ..............PL.HL ............R.

[Trichoderma_simmonsii]_QYS94233.1            KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  SF DY IERG  ..............PL.HL ............R.

[Trichoderma_guizhouense]_OPB43634.1          KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  SF DY VERG  ..............PL.HL ............R.

[Trichoderma_harzianum]_ThaL                  KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  SF DY VERG  ..............PL.HL ............R.

[Trichoderma_harzianum]_KKO99473.1            KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  SF DY VERG  ..............PL.HL ............R.

[Trichoderma_arundinaceum]_RFU75476.1         KddddG KddG KG  B  B    KG                   B              IASLVT ATPH GS  A  L    AG                   P                    I    R  PF DY VERG  ..............PI.HL ............R.

[Trichoderma_asperellum_CBS_433.97]_XP_0247565 KddddG KddG KG  B  B    KG                   B              VASLVT ATPH GS  A  L    AG                   P                    I    R  PF DY VERG  ..............PI.HL ............R.

[Trichoderma_asperelloides]_KAH8131048.1      JIIIIH JIIH JH  C  C    JH                   C              VASLVT ATPH GS  A  L    AG                   P                    I    R  PF DY VERG  ..............PI.HL ............Q.

                          320                  330       340                            X                    X         X
[Candida_albicans]_ADP21191.1                                 A                  A A A         A                                                           V          ..........................VEDNGLVYQ........K...QL PKIPVFIYHG

[Parastagonospora_nodorum_SN15]_XP_001800960.1                 B                  B B B         B                          P                    I                      TG........LLNNWY QFKRVS.AILGDITFTITRR FLELAS...AVNPSVPSWSYLA

[Talaromyces_cellulolyticus]_GAM42581.1                       B                  B B B         B                          P                  L L                      ................ QPNLLTPTALNRTKLISE Q CFDGIA...VLNQDLPSWGLVN

[Fusarium_oxysporum]_ABR12479.1                               B                  B B B         B                          P                                           ................ ...................................PLIFGYRH

[Verticillium_dahliae_VdLs.17]_EGY21687.1                     B                  B B B         B                          P                                           ................ ...................................LTEWGYRS

[Melampsora_                                                  B                  B B B         B                                             V I T         I          YDTVGKL.........................NWA D R HSIKTVIEN .LIPDWDP..

[Cryptococcus_gattii                                          B                  B B B         B                                             V L T         V          YDTVKVK.........................GWS D R HRIEDVIDR .LTDPWPV..

[Fusarium_vanettenii_77-13-4]_XP_003048915.1                  B                  B B B         B                                               L N                    YGWLGYKVFSFLFDWTDS..............RWDRG R RM.......FQFAPVYVSAE

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G                      B                  B B B         B                          G                                L          ........YDFKLDQW L..............RRQPGESFDHY...FER KRSPVWTSTD

[Trichoderma_gracile]_KAH0498535.1                            B                  B B B         B                                             A L T         L          ..............LYSV..............IRR G G SAF....GQ ..........

[Trichoderma_semiorbis]_KAH0532554.1                          B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_virens_FT-333]_UKZ73321.1                        B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_lentiforme]_KAF3077685.1                         B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_simmonsii]_QYS94233.1                            B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_guizhouense]_OPB43634.1                          B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_harzianum]_ThaL                                  B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_harzianum]_KKO99473.1                            B                  B B B         B                          G                  A L T         L          ..............LY V..............IRR G G SAF....GQ ..........

[Trichoderma_arundinaceum]_RFU75476.1                         B                  B B B         B                          G                  A L T         L          ..............LY I..............IRR G G SAF....GQ ..........

[Trichoderma_asperellum_CBS_433.97]_XP_0247565                 B                  B B B         B                          G                  A L T         L          ..............LY I..............IRR G G SAF....GQ ..........

[Trichoderma_asperelloides]_KAH8131048.1                      C                  C C C         C                          G                  A L T         L          ..............LY I..............IRR G G SAF....GQ ..........

                                                                                                                        
[Candida_albicans]_ADP21191.1                 A  A                          A                             S                                                            IDQI.......................................................

[Parastagonospora_nodorum_SN15]_XP_001800960.1 B  B                          B                             T  Y                                                         YD G...........................TPILGTFH....................

[Talaromyces_cellulolyticus]_GAM42581.1       B  B                          B                                                           A                             MTPAITTQNG................NAYT FQNIFGAATGKKAYKDLLVINSVND...E

[Fusarium_oxysporum]_ABR12479.1               B  B                          B                             T                             V                              TPEFWLSGG................GGDT D..........YTISDVKVCE........

[Verticillium_dahliae_VdLs.17]_EGY21687.1     B  B                          B                                                           L                             HGGEFFITKP................D... S..........PSVEDVVVCR........

[Melampsora_                                  B  B                          B                             ...................TPP.................................TCQNK

[Cryptococcus_gattii                          B  B                          B                             ...................DDE.................................DGDEG

[Fusarium_vanettenii_77-13-4]_XP_003048915.1  B  B                          B                             S  W                          A                              MR WLGR...ECFAKHKCILA..TKDALK EEHMDGATDGRPVTPRTKSAIEAHRKHPK

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G      B  B                          B                             T  Y                                                         AR DLSVSGAEKLNQWVQASPNTYYLSFSTERTYRGALTGNHYPE.............L

[Trichoderma_gracile]_KAH0498535.1            B  B                          B                             T  Y                          A                              TR .....MRDEFNPRVPDDERVRYFSYG .............................

[Trichoderma_semiorbis]_KAH0532554.1          B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDDEAVRYFSYG .............................

[Trichoderma_virens_FT-333]_UKZ73321.1        B  B                          B                             T  Y                          A                              TR .....MRDEFNPRVRDDEAVRYFSYG .............................

[Trichoderma_lentiforme]_KAF3077685.1         B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDEEGVRYFSYG .............................

[Trichoderma_simmonsii]_QYS94233.1            B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDDEGVRYFSYG .............................

[Trichoderma_guizhouense]_OPB43634.1          B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDDEGVRYFSYG .............................

[Trichoderma_harzianum]_ThaL                  B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDDEAVRYFSYG .............................

[Trichoderma_harzianum]_KKO99473.1            B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDDEAVRYFSYG .............................

[Trichoderma_arundinaceum]_RFU75476.1         B  B                          B                             T  Y                          A                              TR .....MREEFNPRVQDDESVRYFSYG .............................

[Trichoderma_asperellum_CBS_433.97]_XP_0247565 B  B                          B                             T  Y                          A                              TR .....MREEFNPRVRDDESVRYFSYG .............................

[Trichoderma_asperelloides]_KAH8131048.1      C  C                          C                             T  Y                          A                              TR .....MREEFNPRVRDDESVRYFSYG .............................

                 350       360        370       380                            X         X          X         X         
[Candida_albicans]_ADP21191.1                                        A     DEF DF                                                      D                              ...............VPIVDTKKTYQNWC AGISSL.EFAEDASNGHLTEAIMGAPAALT

[Parastagonospora_nodorum_SN15]_XP_001800960.1                        B     KdG KG                                                           L                         ...............................GSD LQVFY....................

[Talaromyces_cellulolyticus]_GAM42581.1                              B     KdG KG                                                A      S   I                         ......T........IVVNATLK WNTSCS GNN HLSLYT...................

[Fusarium_oxysporum]_ABR12479.1                                      B     KdG KG                                                A          L                         ......................G ANLGCNGGT. GLDIA....................

[Verticillium_dahliae_VdLs.17]_EGY21687.1                            B     KdG KG                                                A          V                         ......................G SDDQCIAQGD EVEQVEAVADEVVQ.....QEEEEE

[Melampsora_                                                         B     KdG KG                         .........................................SI.....FALRWPWGKHE.

[Cryptococcus_gattii                                                 B     KdG KG                                                A     E D L                          GSGIWQKIAKG....WYKC.... NRVWP R E F..SSQDDD.....VEAWWGWKRRG.

[Fusarium_vanettenii_77-13-4]_XP_003048915.1                         B     KdG KG                                                       ND LV                         GSTAWYNEQAPPM.........AFW..VCG  N  ..DG.........EKLLRRFEKGR.

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G                             B     KdG KG                                                I     END IV                         GMNAFSAVVCAPFLGSYRNPTLG DDRWL   G  ..NT.........VSMNG.PKRGSS

[Trichoderma_gracile]_KAH0498535.1                                   B     KdG KG                                                I     END LV                         ......MIDEPSLLGAFRVPYGV WEKEG   G  ..SV.........RSSRW....GEY

[Trichoderma_semiorbis]_KAH0532554.1                                 B     KdG KG                                                V     END L                          ......AIDEPPLLGAFRLPHGV DKREG   G P..FG.........FDQLV....ESR

[Trichoderma_virens_FT-333]_UKZ73321.1                               B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPHNV DRREG   G  ..SV.........ESSRW....GMY

[Trichoderma_lentiforme]_KAF3077685.1                                B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPHGV DKREG   G  ..SV.........KSSRW....GVY

[Trichoderma_simmonsii]_QYS94233.1                                   B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPHGV DKREG   G  ..SV.........KSSRW....GVY

[Trichoderma_guizhouense]_OPB43634.1                                 B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPHGV DKREG   G  ..SV.........KSSRW....GVY

[Trichoderma_harzianum]_ThaL                                         B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPHGV DKREG   G  ..SV.........KSSRW....GVY

[Trichoderma_harzianum]_KKO99473.1                                   B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPHGV DKREG   G  ..SV.........KSSRW....GVY

[Trichoderma_arundinaceum]_RFU75476.1                                B     KdG KG                                                V     DND LV                         ......AIDEPSLLGAFRLPHGV SKAEG   G  ..SV.........ESSRW....GAY

[Trichoderma_asperellum_CBS_433.97]_XP_0247565                        B     KdG KG                                                V     END LV                         ......AIDEPSLLGAFRLPYGV GRAEG   G  ..SV.........ESSRW....GVY

[Trichoderma_asperelloides]_KAH8131048.1                             C     JIH JH                                                V     END LV                         ......AIGEPSLLGAFRLPYGV GRAEG   G  ..SV.........ESSRW....GVY
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390       400                     410       420       430     X         X                       X         X         X     
[Candida_albicans]_ADP21191.1                        A A                    DF                         DF        G                      HI                            WIIDRFD KQT..............VSGCQ  QRFSNLEYPNIPSSIANYFKAAMD....

[Parastagonospora_nodorum_SN15]_XP_001800960.1        B B                    KG                         KG        G L                                                L ....... V PNN..........AAKSIRGYYYSFIYELDPNKGNNLDDWPQWSQSKK L

[Talaromyces_cellulolyticus]_GAM42581.1              B B                    KG                         KG        G L                    H                             ....... G ...................S T.....QSFPAS...SPEWLQWLDN..QF

[Fusarium_oxysporum]_ABR12479.1                      B B                    KG                         KG ......................................................AHLHYF

[Verticillium_dahliae_VdLs.17]_EGY21687.1            B B                    KG                         KG        G V                     V                         D  EQEERLA A EGT..........AP.QERRW .....KRFPSVPARFKLWQLFFAHR YF

[Melampsora_                                         B B                    KG                         KG        G                                                 D  NGTEPCE ..NKP....KNSIPEASVQECEEG......................... CF

[Cryptococcus_gattii                                 B B                    KG                         KG                                V                         D  RKKEREGK..EDPEWEKHGGVP.KAISEEDC ......................... CY

[Fusarium_vanettenii_77-13-4]_XP_003048915.1         B B                    KG                         KG          V                    HL                         DV ...EPFVDV H...........SKTIPEYE  .........................  I

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G             B B                    KG                         KG        G L                    HL                         EI DRIVPYD T KKGVWN......DMGTYNVD  .........................  I

[Trichoderma_gracile]_KAH0498535.1                   B B                    KG                         KG        G L                    HL                         DL ......K T ................VGVS  .........................  I

[Trichoderma_semiorbis]_KAH0532554.1                 B B                    KG                         KG        G                                                 DV ....EVD EG................VDGHEE.........................  .

[Trichoderma_virens_FT-333]_UKZ73321.1               B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_lentiforme]_KAF3077685.1                B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_simmonsii]_QYS94233.1                   B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_guizhouense]_OPB43634.1                 B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_harzianum]_ThaL                         B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_harzianum]_KKO99473.1                   B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_arundinaceum]_RFU75476.1                B B                    KG                         KG        G L                    HL                         DL ......K T ................MGVS  .........................  I

[Trichoderma_asperellum_CBS_433.97]_XP_0247565        B B                    KG                         KG        G L                    HL                         DL ......Q T ................MGVS  .........................  I

[Trichoderma_asperelloides]_KAH8131048.1             C C                    JH                         JH        G L                    HL                         DL ......Q T ................MGVS  .........................  I

          440       450                      460                        X         X                        X            
[Candida_albicans]_ADP21191.1                                                                 DF                                                           W          ....VVLLLGLGPDVQKDQVNPEGIKKLGS...............IEMR L.........

[Parastagonospora_nodorum_SN15]_XP_001800960.1                                                 KG                                                          DW          NF..........................GANRNSLLDDN...FRKDTE  LKVNMFS...

[Talaromyces_cellulolyticus]_GAM42581.1                                                       KG          KSGGTVNATGCSISTATPLISPIGIVSNG...............................

[Fusarium_oxysporum]_ABR12479.1                                                               KG                                                          EY          QATDACNAGGF..S.WRRYRSAESVDKRATMTDAELEKKLNSYVQMDK  VKNNQARS..

[Verticillium_dahliae_VdLs.17]_EGY21687.1                                                     KG          WRIGLCVPGGDPAN.WGREKYPDGQ...GGDDDARLEEL.....................

[Melampsora_                                                                                  KG                                                          DW          K..........................................WEFKD  DDEASL..DC

[Cryptococcus_gattii                                                                          KG                                                          DW          K..........................................WEFG.  DK........

[Fusarium_vanettenii_77-13-4]_XP_003048915.1                                                  KG                                                          D           WAMDA..........................VDQVFKEVREVLWKTC. VRDICRVPEGC

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G                                                      KG          GVDP.................................................NPS....

[Trichoderma_gracile]_KAH0498535.1                                                            KG          N...........................................................

[Trichoderma_semiorbis]_KAH0532554.1                                                          KG          ............................................................

[Trichoderma_virens_FT-333]_UKZ73321.1                                                        KG                                                          EW          NWSNR....................................ARWTVR.  MGMRRT....

[Trichoderma_lentiforme]_KAF3077685.1                                                         KG                                                          EW          NWSNR....................................ARWTVR.  MGMRRT....

[Trichoderma_simmonsii]_QYS94233.1                                                            KG                                                          EW          NWSNR....................................ARWTVR.  MGMRRT....

[Trichoderma_guizhouense]_OPB43634.1                                                          KG                                                          EW          NWSNR....................................ARWTVR.  MGMRRT....

[Trichoderma_harzianum]_ThaL                                                                  KG                                                          EW          NWSNR....................................ARWTVR.  MGMRRT....

[Trichoderma_harzianum]_KKO99473.1                                                            KG                                                          EW          NWSNR....................................ARWTVR.  MGMRRT....

[Trichoderma_arundinaceum]_RFU75476.1                                                         KG                                                          EW          NWSNR....................................AAWTMR.  MGMKRT....

[Trichoderma_asperellum_CBS_433.97]_XP_0247565                                                 KG                                                          EW          NWSNR....................................AAWTMR.  MGMKRT....

[Trichoderma_asperelloides]_KAH8131048.1                                                      JH                                                          EW          NWSNR....................................AAWTMR.  MGMKRT....

                                                                                                                        
[Candida_albicans]_ADP21191.1                 ............................                                

[Parastagonospora_nodorum_SN15]_XP_001800960.1 ............................                                

[Talaromyces_cellulolyticus]_GAM42581.1       ............................                                

[Fusarium_oxysporum]_ABR12479.1               ............................                                

[Verticillium_dahliae_VdLs.17]_EGY21687.1     ............................                                

[Melampsora_                                  ............................                                

[Cryptococcus_gattii                          ............................                                

[Fusarium_vanettenii_77-13-4]_XP_003048915.1  EHVEPRKPKVSVAEDVIDETQSSSSGEN                                

[Geobacillus_sp._WSUCF1]_EPR29489.1_2Z5G      ..FDIRAFYLRLAEQLASLQP.......                                

[Trichoderma_gracile]_KAH0498535.1            ............................                                

[Trichoderma_semiorbis]_KAH0532554.1          ............................                                

[Trichoderma_virens_FT-333]_UKZ73321.1        ..FNAVAFYLDVVDMLAKEGL.......                                

[Trichoderma_lentiforme]_KAF3077685.1         ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_simmonsii]_QYS94233.1            ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_guizhouense]_OPB43634.1          ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_harzianum]_ThaL                  ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_harzianum]_KKO99473.1            ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_arundinaceum]_RFU75476.1         ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_asperellum_CBS_433.97]_XP_0247565 ..FNAVAFYLDVADMLAKEGL.......                                

[Trichoderma_asperelloides]_KAH8131048.1      ..FNAVAFYLDVADMLAKEGL.......                                
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