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[Trichoderma_harzianum]_ThaL                                                                               KG                                                          M .......................................................... K

[Trichoderma_harzianum]_KKO99473.1                                                                         KG                                                          M .......................................................... K

[Trichoderma_guizhouense]_OPB43634.1                                                                       KG                                                          M .......................................................... K

[Trichoderma_simmonsii]_QYS94233.1                                                                         KG                                                          M .......................................................... K

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1                                                           KG                                                          M .......................................................... K

[Trichoderma_harzianum]_PKK42226.1                                                                         KG                                                          M .......................................................... K

[Trichoderma_lentiforme]_KAF3077685.1_                                                                     KG                                                          M .......................................................... K

[Trichoderma_harzianum]_PNP59423.1                                                                         KG                                                          MT..........................................................  

[Trichoderma_virens_FT-333]_UKZ73321.1                                                                     KG                                                          M .......................................................... K

[Trichoderma_virens_Gv29-8]_XP_013960763.1                                                                 KG                                                          M .......................................................... K

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.                                                           KG                                                          M .......................................................... R

[Trichoderma_atroviride_IMI_206040]_XP_013943551.                                                           KG                                                          M .......................................................... R

[Trichoderma_gamsii]_PNP38305.1                                                                            KG                                                          M .......................................................... R

[Trichoderma_gamsii]_XP_018663207.1                                                                        KG                                                          M .......................................................... R

[Trichoderma_arundinaceum]_RFU75476.1                                                                      KG                                                          MT..........................................................  

[Trichoderma_gracile]_KAH0498535.1                                                                         KG                                                          M .......................................................... K

[Trichoderma_reesei_QM6a]_XP_006968245.1                                                                   KG                                                          M .......................................................... K

[Trichoderma_citrinoviride]_XP_024753310.1                                                                 KG                                                          M .......................................................... K

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011                                                           KG                                                          M .......................................................... K

[Hirsutella_minnesotensis_3608]_KJZ78693.1                                                                 KG                                                          MS..........................................................  

[Hirsutella_rhossiliensis]_XP_044725020.1                                                                  KG                                                          MT..........................................................  

[Ophiocordyceps_sinensis_CO18]_EQK99704.1                                                                  KG                                                          MT..........................................................  

[Tolypocladium_capitatum]_PNY29418.1                                                                       KG                                                          MS..........................................................  

[Tolypocladium_ophioglossoides_CBS_100239]_KND888                                                           KG                                                          MS..........................................................  

[Tolypocladium_paradoxum]_POR38551.1                                                                       KG                                                          MS..........................................................  

[Drechmeria_coniospora]_ODA83100.1                                                                         KG                                                          M .......................................................... R

[Drechmeria_coniospora]_XP_040657415.1                                                                     KG                                                          M ..............MTSVAR....TRIRPQPAHFHFLNVLYRPVLTAPWTHWQPGSRV R

[Ophiocordyceps_unilateralis]_PFH57814.1                                                                   KG                                                          MS..........................................................  

[Fusarium_sp._AF-6]_RSL54391.1                                                                             KG                                                          MS..........................................................  

[Fusarium_kuroshium]_RMJ16314.1                                                                            KG                                                          MS..........................................................  

[Fusarium_sp._AF-8]_RSL70798.1                                                                             KG                                                          MS..........................................................  

[Fusarium_ambrosium]_RSM11997.1                                                                            KG                                                          MS..........................................................  

[Fusarium_floridanum]_RSL80024.1                                                                           KG                                                          MS..........................................................  

[Fusarium_vanettenii_77-13-4]_XP_003050716.1                                                               KG                                                          MS..........................................................  

[Fusarium_solani]_XP_046134414.1                                                                           KG                                                          MS..........................................................  

[Fusarium_albosuccineum]_KAF4468415.1                                                                      KG                                                          MS..............MRRQTIFIH.........NISFGPCDSRS...............  

[Fusarium_decemcellulare]_KAF5011412.1                                                                     KG                                                          MS..............MRRQTIFIN.........NISFGPCDSRS...............  

[Fusarium_sarcochroum]_KAF4964785.1                                                                        KG                                                          MN..........................................................  

[Fusarium_avenaceum]_KAH6968652.1                                                                          KG                                                          MN..........................................................  

[Fusarium_avenaceum]_KIL96274.1                                                                            KG                                                          MN..........................................................  

[Fusarium_avenaceum]_KAG5656265.1                                                                          KG                                                          MNMVQQIACTRTVTSPISDFVPRC..DIPQPQPSIANCIHATRSS...............  

[Fusarium_tricinctum]_KAH7262197.1                                                                         KG                                                          MN..........................................................  

[Fusarium_heterosporum]_KAF5663380.1                                                                       KG                                                          MNM.......RTVTSPMYRTSSHAT.TVLQPQPSSAHCTHAIQSS...............  

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1                                                               KG                                                          MNMHSR....RDVT..SSRHSFHLTTRTLPTPTLLSHCAHATQQS...............  

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1                                                             KG                                                          MN..........................................................  

[Fusarium_mangiferae]_XP_041681833.1                                                                       KG                                                          MN..........................................................  

[Fusarium_proliferatum]_CVL11341.1                                                                         KG                                                          MN..........................................................  

[Fusarium_proliferatum_ET1]_XP_031083673.1                                                                 KG                                                          MN..........................................................  

[Fusarium_fujikuroi]_SCN78580.1                                                                            KG                                                          MN..........................................................  

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1                                                              KG                                                          MN..........................................................  

[Fusarium_sp._NRRL_25303]_KAF5626228.1                                                                     KG                                                          MN..........................................................  

[Fusarium_xylarioides]_KAG5746670.1                                                                        KG                                                          MN..........................................................  

[Fusarium_xylarioides]_KAG5788219.1                                                                        KG                                                          MN..........................................................  

[Fusarium_pseudocircinatum]_KAF5575212.1                                                                   KG............................................................

[Fusarium_pseudoanthophilum]_KAF5575021.1                                                                  KG                                                          MN..........................................................  

[Fusarium_verticillioides]_RBQ71412.1                                                                      KG                                                          MN..........................................................  

[Fusarium_verticillioides_7600]_XP_018746479.1                                                             KG                                                          MN..........................................................  

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1                                                             KG                                                          MNMHSR....RDVI..SSLQSFYLTIRTLPTPTLLSHCAHATQQS...............  

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0                                                           KG                                                          MN..........................................................  

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1                                                               KG                                                          MN..........................................................  

[Fusarium_redolens]_XP_046051341.1                                                                         KG                                                          MN..........................................................  

[Fusarium_austroafricanum]_KAF4458007.1                                                                    KG                                                          MN..............MTLDFLHSNATTLNNNASMEFCAYATRQF...............  

[Fusarium_flagelliforme]_XP_045986929.1                                                                    KG                                                          MN..........................................................  

[Fusarium_sp._FIESC_RH6]_KAI1056250.1                                                                      KG                                                          MS.......................................MARS...............  

[Fusarium_sporotrichioides]_RGP72309.1                                                                     KG                                                          MN..........................MSPQHSIVSSTHAIRKF...............  

[Fusarium_poae]_XP_044713592.1                                                                             KG                                                          MN..........................................................  

[Fusarium_venenatum]_XP_025590637.1                                                                        KG                                                          MN..........................................................  

[Fusarium_pseudograminearum]_KAF0641638.1                                                                  KG                                                          MN..........................MSPQHSIVSSTHAIQKS...............  

[Fusarium_graminearum]_CAG1993854.1                                                                        KG                                                          MN..........................MSPQHSIVSSTHAIQKS...............  

[Fusarium_graminearum]_PCD31638.1                                                                          KG                                                          MN..........................MSPQHSIVSSTHAIQKS...............  

[Fusarium_graminearum]_CZS78629.1                                                                          KG                                                          MN..........................................................  

[Fusarium_graminearum]_CAF3606094.1                                                                        KG                                                          MN..........................MSPQHSIVSSTHAIQKS...............  

[Fusarium_graminearum_PH-1]_XP_011318944.1                                                                 KG                                                          MN..........................................................  

[Fusarium_culmorum]_QPC68571.1                                                                             KG                                                          MN..........................MSPQHSIVSSTHAIQKS...............  

[Fusarium_pseudograminearum]_QPC77441.1                                                                    KG                                                          MN..........................MSPQHSIVSYTHAIQKS...............  

[Fusarium_longipes]_RGP79158.1                                                                             KG                                                          MN..........................MSPQLPIASFTHAVQKS...............  

[Ilyonectria_destructans]_KAH7011941.1                                                                     KG                                                          MS..........................................................  

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1                                                            KG                                                          MS..........................................................  

[Ilyonectria_robusta]_XP_046104990.1                                                                       KG                                                          MS..........................................................  

[Dactylonectria_estremocensis]_KAH7149692.1                                                                KG                                                          MS..........................................................  

[Dactylonectria_macrodidyma]_KAH7148923.1                                                                  KG                                                          MS..........................................................  

[Thelonectria_olida]_KAH6899778.1                                                                          KG                                                          MT..........................................................  

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1                                                               KG                                                          MN..........................................................  

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1                                                              KG                                                          MN..........................................................  

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.                                                           KG                                                          MN..........................................................  

[Purpureocillium_lilacinum]_XP_018174914.1                                                                 KG                                                          IT..............M...........................................  

[Clonostachys_solani]_CAH0059244.1                                                                         KG                                                          MS..........................................................  

[Clonostachys_rosea]_VUC36940.1                                                                            KG                                                          MS..........................................................  

[Clonostachys_rhizophaga]_CAH0026503.1                                                                     KG                                                          M .......................................................... K

[Emericellopsis_atlantica]_XP_046114137.1                                                                  KG                                                          M .......................................................... R

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1                                                             KG                                                          MS..........................................................  

[Pochonia_chlamydosporia_170]_XP_018148143.1                                                               KG                                                          MS..........................................................  

[Epichloe_festucae_Fl1]_QPG98063.1                                                                         KG                                                          M .......................................................... R

[Colletotrichum_incanum]_KZL82863.1                                                                        KG                                                          LT..............MNSAC.......................................  

[Colletotrichum_simmondsii]_KXH39849.1                                                                     KG                                                          LS..............MNNAC.......................................  

[Colletotrichum_sojae]_KAF6819546.1                                                                        KG                                                          L ..............MNTAC....................................... A

[Bacillus_licheniformis]_CAB95850.2_RN2                                                                    KG                                                          M ..............MS................LL........................ K

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi                                                           JH                                                          M .......................................................... R
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2Z5G_1|Chains                                    ............................................................

[Trichoderma_harzianum]_ThaL                     Q.............WPH.WRGTRLPR..................SLLSLQ..........

[Trichoderma_harzianum]_KKO99473.1               Q.............WPH.WRGTRLPR..................SLLSLQ..........

[Trichoderma_guizhouense]_OPB43634.1             Q.............WPH.WRGTRLPR..................SLLSLQ..........

[Trichoderma_simmonsii]_QYS94233.1               Q.............WPH.WRGTRLPR..................SLLSLQ..........

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1 Q.............WPH.WRGTRLPR..................SLLSLQ..........

[Trichoderma_harzianum]_PKK42226.1               Q.............WPH.WRGTRLPR..................SLLSLQ..........

[Trichoderma_lentiforme]_KAF3077685.1_           Q.............WPH.WRGTRLPR..................SLLKLQ..........

[Trichoderma_harzianum]_PNP59423.1               T...........................................................

[Trichoderma_virens_FT-333]_UKZ73321.1           Q.............WRH.WRSSRLRA..................SLLNLR..........

[Trichoderma_virens_Gv29-8]_XP_013960763.1       Q.............WRH.WRRSRLRV..................SLPNLR..........

[Trichoderma_asperellum_CBS_433.97]_XP_024756506. K.............WLL.HRGPRLSR..................PPPNLR..........

[Trichoderma_atroviride_IMI_206040]_XP_013943551. K.............WLLHHRGPRLSR..................PLPNLR..........

[Trichoderma_gamsii]_PNP38305.1                  K.............WLLHYRGPRLSP.................LPPPNLR..........

[Trichoderma_gamsii]_XP_018663207.1              K.............WLLHYRGPRLSP.................LPPPNLR..........

[Trichoderma_arundinaceum]_RFU75476.1            K.............WHT.YRGPRLSR..................SLPNLR..........

[Trichoderma_gracile]_KAH0498535.1               Q.............WPR.HHGPRLSR..................SLPNLR..........

[Trichoderma_reesei_QM6a]_XP_006968245.1         Q.............WPR.HHGPRLSR..................SLPNLR..........

[Trichoderma_citrinoviride]_XP_024753310.1       Q.............WPR.HHGPRLSR..................SLLNLR..........

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011 Q.............WPR.QYGPRLTR..................SPPTLR..........

[Hirsutella_minnesotensis_3608]_KJZ78693.1       T.............CSPRAPAVSIHR.......AAA.AAARQSCRRPSCR..........

[Hirsutella_rhossiliensis]_XP_044725020.1        ............................................................

[Ophiocordyceps_sinensis_CO18]_EQK99704.1        NVGNSLAS......VHLRIPCKAICQRR...MHSKT......TLLRSACR..........

[Tolypocladium_capitatum]_PNY29418.1             R.............WAPPHNILTLAGL..........RPQCRHLPRPSCR..........

[Tolypocladium_ophioglossoides_CBS_100239]_KND888 R.............WLPRYSISTLAGR..........QPQCQHLPHLSCR..........

[Tolypocladium_paradoxum]_POR38551.1             R.............WLPRCNTPILAGR..........RPRRQHLPRPSCR..........

[Drechmeria_coniospora]_ODA83100.1               NIP...........WLTRYYSPPSLAAGRL.......RPH....STPACR..........

[Drechmeria_coniospora]_XP_040657415.1           NIP...........WLTRYYSPPSLAAGRL.......RPH....STPACR..........

[Ophiocordyceps_unilateralis]_PFH57814.1         R............................KCIIGSC......LFARLPCA......SWP.

[Fusarium_sp._AF-6]_RSL54391.1                   R.............SAPLRRALILAS..................PRPSLS.....IQWL.

[Fusarium_kuroshium]_RMJ16314.1                  R.............SAPLRRALILAS..................PRPSSS.....IQWL.

[Fusarium_sp._AF-8]_RSL70798.1                   R.............SAPLRRALILAS..................PRPSSS.....TQWL.

[Fusarium_ambrosium]_RSM11997.1                  R.............SAPLRRALILAS..................PRPSSS.....IQWL.

[Fusarium_floridanum]_RSL80024.1                 R.............SAPLRRALILAS..................PRPSSS.....TQWL.

[Fusarium_vanettenii_77-13-4]_XP_003050716.1     R.............SALLRRALILAS..................PRPSSS.....IQWL.

[Fusarium_solani]_XP_046134414.1                 K.............SALLRRALTLAS..................PRLSSS.....TQWL.

[Fusarium_albosuccineum]_KAF4468415.1            R.............STLWRRTPVLAL..................KNPPCR.....AQWH.

[Fusarium_decemcellulare]_KAF5011412.1           R.............STLWRRTPVLAL..................KNPPCR.....AQWH.

[Fusarium_sarcochroum]_KAF4964785.1              R.............SIIWRRAPTSAL..................TKEPCR.....AQWS.

[Fusarium_avenaceum]_KAH6968652.1                R.............STIWRKAPAFPL..................ARHTCR.....VQWH.

[Fusarium_avenaceum]_KIL96274.1                  R.............STIWRKAPAFPL..................ARHTCR.....VQWH.

[Fusarium_avenaceum]_KAG5656265.1                R.............STIWRKAPAFPL..................ARHTCR.....AQWH.

[Fusarium_tricinctum]_KAH7262197.1               R.............SKIWRKAPAFPR..................ARHTCH.....AQWH.

[Fusarium_heterosporum]_KAF5663380.1             S.............LIIWRKAPAPPL..................ARHSCR.....AQWH.

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1     R.............SAIWRNAPASPL..................FRQLYR.....AQCH.

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1   R.............SAIWRNAPASPL..................FRQLYR.....AQCH.

[Fusarium_mangiferae]_XP_041681833.1             R.............SVIWRNAPDLLL..................SRQLYR.....AQWH.

[Fusarium_proliferatum]_CVL11341.1               R.............SVIWRNAPDLLL..................SRQLYR.....AQWH.

[Fusarium_proliferatum_ET1]_XP_031083673.1       R.............SVIWRNAPDLLL..................SRQLYR.....AQWH.

[Fusarium_fujikuroi]_SCN78580.1                  R.............SVIWRSAPDLLL..................SRQLYR.....AQWH.

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1    R.............SVIWRNAPDLLL..................SRQLYR.....AQWH.

[Fusarium_sp._NRRL_25303]_KAF5626228.1           R.............SVIWRNAPDLLL..................SRQLYR.....AQWH.

[Fusarium_xylarioides]_KAG5746670.1              R.............SVIWRNAPTLPL..................SQQLYR.....AQCH.

[Fusarium_xylarioides]_KAG5788219.1              R.............SVIWRNAPTLPL..................SQQLYR.....AQCH.

[Fusarium_pseudocircinatum]_KAF5575212.1         ................MWRSAPALPL..................SRQLYG.....ARCH.

[Fusarium_pseudoanthophilum]_KAF5575021.1        R.............SVIWRSAPALPL..................SRQLYG.....AQCH.

[Fusarium_verticillioides]_RBQ71412.1            R.............SVIWRSAPALPL..................SRQLYG.....VQCH.

[Fusarium_verticillioides_7600]_XP_018746479.1   R.............SVIWRSAPALPL..................SRQLYG.....AQCH.

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1   K.............SAIWRNAPASPL..................SRQLYR.....AQCH.

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0 K.............SAIWRNAPASPL..................SRQLYR.....AQCH.

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1     K.............SAIWRNAPASPL..................SRQLYR.....AQCH.

[Fusarium_redolens]_XP_046051341.1               R.............SIIRRNAPTSPL..................SRQLYR.....AQCH.

[Fusarium_austroafricanum]_KAF4458007.1          T.............SRTWRKAPASAL..................GRLLYH.....AQWH.

[Fusarium_flagelliforme]_XP_045986929.1          R.............STIWRKAPALSL..................IKYPYR.....KQPF.

[Fusarium_sp._FIESC_RH6]_KAI1056250.1            R.............STIWRKAPALGL..................VRYPYH.....KQPF.

[Fusarium_sporotrichioides]_RGP72309.1           R.............STIWRKAPAPTL..................VKYSYR.....KQPF.

[Fusarium_poae]_XP_044713592.1                   R.............STIWRNAPASTL..................VRYTYR.....KQRP.

[Fusarium_venenatum]_XP_025590637.1              R.............STIWRKAPASTL..................VRYACR.....KQHP.

[Fusarium_pseudograminearum]_KAF0641638.1        R.............PIIWRNAPAPTL..................VRYTYR.....KQQP.

[Fusarium_graminearum]_CAG1993854.1              I.............SIIWRKAPVPTL..................VKYPYR.....KQRP.

[Fusarium_graminearum]_PCD31638.1                I.............SIIWRKAPVPTL..................VKYPYR.....KQRP.

[Fusarium_graminearum]_CZS78629.1                I.............SIIWRKAPVPTL..................VKYPYR.....KQRP.

[Fusarium_graminearum]_CAF3606094.1              R.............SIIWRKAPVPTL..................VKYPYR.....KQRP.

[Fusarium_graminearum_PH-1]_XP_011318944.1       R.............SIIWRKAPVPTL..................VKYPYR.....KQRP.

[Fusarium_culmorum]_QPC68571.1                   R.............SIIWRKAPVPTL..................VKYPYR.....KQRP.

[Fusarium_pseudograminearum]_QPC77441.1          R.............SIIWRNAPAPTL..................VRYTYR.....KQQP.

[Fusarium_longipes]_RGP79158.1                   R.............SIIWRKAPVLTP..................PRYPYC.....KQRP.

[Ilyonectria_destructans]_KAH7011941.1           R.............WIVQCKPPAIAV..................TRPTTYLGVTRAQCLL

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1  R.............WAVRCKPSAIAV..................TSPTTYLGVTRAQCLL

[Ilyonectria_robusta]_XP_046104990.1             R.............WIVQCKPSAIAV..................TNPTTYLGVTRAQCLL

[Dactylonectria_estremocensis]_KAH7149692.1      R.............RLIRGSIPTIAA..................ARPAARLSVTRAQRFQ

[Dactylonectria_macrodidyma]_KAH7148923.1        R.............RLIRGNVPTIVV..................ARPAARLSVTCAQRSP

[Thelonectria_olida]_KAH6899778.1                Q.............WLARCRQPVITA..................SGLPSTTITRPVQWLG

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1     K.............WLIRSAKSVLSTAP................SCLVSR......RCPP

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1    K.............WPIRSAKSVLSTAP................SCLVSR......RCPP

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815. K.............WPIRSAKSVLSTAP................SCLMSR......YCPP

[Purpureocillium_lilacinum]_XP_018174914.1       R.............WAPRHSTTTTTTAAAAAVTLAVRRPA....IRPHCR.....PSSP.

[Clonostachys_solani]_CAH0059244.1               S...RLAHHGVRIGFNPRITTTTLKA................NFLLQRQQ..........

[Clonostachys_rosea]_VUC36940.1                  S...RLAHHGVRIGFNPRITTTALNP................NFLLQSQR..........

[Clonostachys_rhizophaga]_CAH0026503.1           K...........................................QCVLIR..........

[Emericellopsis_atlantica]_XP_046114137.1        P..........CRRFHSARSLTGLAQ..................ARHRVR..........

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1   T.............WLLRRNAPIRRL......NGPASKPR...LPPAATR..........

[Pochonia_chlamydosporia_170]_XP_018148143.1     K.............CLP.RSVPLASL..................RIHHAR..........

[Epichloe_festucae_Fl1]_QPG98063.1               P.............WLPRRATPLCHE..................AVLSTR..........

[Colletotrichum_incanum]_KZL82863.1              R.............CRPRAPSPGLIR.......APTA.......SPRLLRPLA.......

[Colletotrichum_simmondsii]_KXH39849.1           R.............CRPCAPSSRLIC.......APTA.......SHRLLRPLA.......

[Colletotrichum_sojae]_KAF6819546.1              RFSCSSS.....SRHLRRRAIPATFL......SVPTRAPA....ASASLRPLP.......

[Bacillus_licheniformis]_CAB95850.2_RN2          R.............SLQILVAFALVIG.................................

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi L.............SLVTAAAVALSAA.................................
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2Z5G_1|Chains                                         A DF             DEEEF DEF A DEEF DEF A                ..........................................SL................

[Trichoderma_harzianum]_ThaL                          B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PST.L V  TAKPL......RH     D   L H    T   T ................

[Trichoderma_harzianum]_KKO99473.1                    B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PST.S V  TAKPL......RH     D   L H    T   T ................

[Trichoderma_guizhouense]_OPB43634.1                  B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PST.S V  TAKPL......RH     D   L H    T   T ................

[Trichoderma_simmonsii]_QYS94233.1                    B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PSH.S V  TTKPL......RH     D   L H    T   T ................

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1      B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PSA.S V  TTKPL......RH     D   L H    T   T ................

[Trichoderma_harzianum]_PKK42226.1                    B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PSA.S V  TTNPL......RH     D   L H    T   T ................

[Trichoderma_lentiforme]_KAF3077685.1_                B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PSP.S V  TAKPLL...SSSH     D   L H    T   T ................

[Trichoderma_harzianum]_PNP59423.1                    B KG             KdddG KdG B KddG KdG B                ............................................................

[Trichoderma_virens_FT-333]_UKZ73321.1                B KG             KdddG KdG B KddG KdG B                     R  S             DPRIR LGR I DDYA IRE Y                SSP.S VL TARPLL...SSGH     D   R H    T   T ................

[Trichoderma_virens_Gv29-8]_XP_013960763.1            B KG             KdddG KdG B KddG KdG B                     R  S             DPRIR LGR I DDYA IRE Y                SSP.S VL TARPLL...SSGH     D   R H    T   T ................

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.      B KG             KdddG KdG B KddG KdG B                       FS             DPRIR  GR I DEYA IRE Y                SSS.HQL  TAKPHL...KSSH     DF  R H    T   N ................

[Trichoderma_atroviride_IMI_206040]_XP_013943551.      B KG             KdddG KdG B KddG KdG B                     H FS             DPRIR  GR I DDYA IRE Y                SIPWH F  TAKAHL...KDSH     DF  R H    T   N ................

[Trichoderma_gamsii]_PNP38305.1                       B KG             KdddG KdG B KddG KdG B                     H FS             DPRIR  GR I DDYA IRE Y                ..PSH F  TAKAYL...KDSN     DF  R H    T   N GMIESSARLQKEVGTF

[Trichoderma_gamsii]_XP_018663207.1                   B KG             KdddG KdG B KddG KdG B                     H FS             DPRIR VGR I DDYA IRE Y                ..PSH F  TAKAYL...KDSS     D   R H    T   N GMIESSARLQKEVGTF

[Trichoderma_arundinaceum]_RFU75476.1                 B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRD Y                PSASY F  AAKPVL...RPSN     D   R L    I   N ................

[Trichoderma_gracile]_KAH0498535.1                    B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                RSR.A T  TGKPLL...DDSH     D   Q L    I   N ................

[Trichoderma_reesei_QM6a]_XP_006968245.1              B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                RSR.A T  AAKPLL..HESSH     D   Q L    M   N ................

[Trichoderma_citrinoviride]_XP_024753310.1            B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                PSRPR A  AGRPFL.EEESSH     D   R L    V   N ................

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011      B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGR I DDYA IRE Y                RSR.A P  TGKPFL..DESSH     D   Q L    V   K ................

[Hirsutella_minnesotensis_3608]_KJZ78693.1            B KG             KdddG KdG B KddG KdG B                     R F              D RLR LGR I DEYA IRE Y                PLLVR A ATDAPL....LRDG A   H   E A    T   N ................

[Hirsutella_rhossiliensis]_XP_044725020.1             B KG             KdddG KdG B KddG KdG B                     R  T             D RIR LGR I  DYA IRE Y                ....T AL AGRALR...RDDS A   E   E AH   T   S ................

[Ophiocordyceps_sinensis_CO18]_EQK99704.1             B KG             KdddG KdG B KddG KdG B                     R  T              GRIR LG  I  DYA IRD Y                .RPTH AS PARPP....RRHSH    D  PE AR   A   S ................

[Tolypocladium_capitatum]_PNY29418.1                  B KG             KdddG KdG B KddG KdG B                     R  T             DPRIR LGR I DEYA IRE Y                ....R SL TSRSH....RRDS     H   R A    T   N GLRPHGMLTNASSETA

[Tolypocladium_ophioglossoides_CBS_100239]_KND888      B KG             KdddG KdG B KddG KdG B                     R  T             DPRIR LGR I DEYA IRE Y                ..... RL TSLSH....RRNS     D   Q A    A   A ................

[Tolypocladium_paradoxum]_POR38551.1                  B KG             KdddG KdG B KddG KdG B                     R  T             D RMR LGR I DEYA IRE Y                ....R SL TSRPR....RRDS A   D   Q A    S   S ................

[Drechmeria_coniospora]_ODA83100.1                    B KG             KdddG KdG B KddG KdG B                     R  T             DPRVR LGR I DEYA VRD Y                .LRHG TL SSPFL....HHSS     N   E S    S   V ................

[Drechmeria_coniospora]_XP_040657415.1                B KG             KdddG KdG B KddG KdG B                     R  T             DPRVR LGR I DEYA VRD Y                .LRHG TL SSPFL....HRSS     N   E S    S   V ................

[Ophiocordyceps_unilateralis]_PFH57814.1              B KG             KdddG KdG B KddG KdG B                     R  T             D RMR  GR L  EFA IRE Y                SLSNN PL TGRAL....RDDN A   HP  P AQ   D   K ................

[Fusarium_sp._AF-6]_RSL54391.1                        B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .SIGS G  SGRYL....RRSE     A   E S    T   K ................

[Fusarium_kuroshium]_RMJ16314.1                       B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .PIGS G  SGRYL....RRSE     A   E S    T   K ................

[Fusarium_sp._AF-8]_RSL70798.1                        B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .PIGS G  SGRYL....RRSE     A   E S    T   K ................

[Fusarium_ambrosium]_RSM11997.1                       B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .PIGS G  SGRYL....WRSE     A   E S    T   K ................

[Fusarium_floridanum]_RSL80024.1                      B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .SIGS G  SGWYL....RRSE     A   E S    T   K ................

[Fusarium_vanettenii_77-13-4]_XP_003050716.1          B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .PIVS G  SGRYL....RRSE     A   E S    T   K ................

[Fusarium_solani]_XP_046134414.1                      B KG             KdddG KdG B KddG KdG B                     R FS             DPRIK LGR I DDYA IRE Y                .PIVS G  SGRCL....RRSE     A   E S    T   K ................

[Fusarium_albosuccineum]_KAF4468415.1                 B KG             KdddG KdG B KddG KdG B                       FS             DPRIK LGR I DDYA IRE Y                .PIPRQA  SGRHL....RRDE     A   E S    T   K ................

[Fusarium_decemcellulare]_KAF5011412.1                B KG             KdddG KdG B KddG KdG B                       FS             DPRIK LGR I DDYA IRE Y                .PIPRQA  SGRHL....RRDE     A   E S    T   K ................

[Fusarium_sarcochroum]_KAF4964785.1                   B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK LGR I DDYA IRE Y                .PIAR S  CSSCL....RREH     A   Q S    I   K ................

[Fusarium_avenaceum]_KAH6968652.1                     B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK L R I DDYA IRE Y                .HVPR N  CSSFL....HREH     A D E S    I   K ................

[Fusarium_avenaceum]_KIL96274.1                       B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK L R I DDYA IRE Y                .HVPR N  CSSFL....HREH     A D E S    I   K ................

[Fusarium_avenaceum]_KAG5656265.1                     B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK L R I DDYA IRE Y                .HVPR N  CSSFL....HREH     A D E S    I   K ................

[Fusarium_tricinctum]_KAH7262197.1                    B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK L R I DDYA IRE Y                .PVPR N  CSSFL....HRED     A D E S    M   K ................

[Fusarium_heterosporum]_KAF5663380.1                  B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK LGR I DDYA IRE Y                .TVSR N  RSSFL....RREH     A   E S    I   K ................

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1          B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....RREH     A   E S    I   K ................

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1        B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....RREH     A   E S    I   K ................

[Fusarium_mangiferae]_XP_041681833.1                  B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....TREH     A   E S    T   K ................

[Fusarium_proliferatum]_CVL11341.1                    B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....TREH     A   E S    I   K ................

[Fusarium_proliferatum_ET1]_XP_031083673.1            B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....TREH     A   E S    I   K ................

[Fusarium_fujikuroi]_SCN78580.1                       B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....TREH     A   E S    I   K ................

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1         B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....TREH     A   E S    I   K ................

[Fusarium_sp._NRRL_25303]_KAF5626228.1                B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....TREH     A   E S    T   K ................

[Fusarium_xylarioides]_KAG5746670.1                   B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... K ACSTYL....GREH     A   E S    I   K ................

[Fusarium_xylarioides]_KAG5788219.1                   B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... K ACSTYL....GREH     A   E S    I   K ................

[Fusarium_pseudocircinatum]_KAF5575212.1              B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....AREH     A   E S    I   K ................

[Fusarium_pseudoanthophilum]_KAF5575021.1             B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSAYL....AREH     A   E S    I   K ................

[Fusarium_verticillioides]_RBQ71412.1                 B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....AREH     A   E S    I   K ................

[Fusarium_verticillioides_7600]_XP_018746479.1        B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....AREH     A   E S    I   K ................

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1        B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....GREH     A   E S    T   K ................

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0      B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSTYL....GREH     A   E S    I   K ................

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1          B KG             KdddG KdG B KddG KdG B                     R F              DPRIR LGR I DDYA IRE Y                ..... S ACSTYL....GREH     A   E S    I   K ................

[Fusarium_redolens]_XP_046051341.1                    B KG             KdddG KdG B KddG KdG B                     R F              DPRIK LGR I DDYA IRE Y                ..... S ACSSYL....GREH     A   E S    I   K GA..............

[Fusarium_austroafricanum]_KAF4458007.1               B KG             KdddG KdG B KddG KdG B                     R FT             DPRIR LGR I  DYA IRE Y                HPVSR T  RSSYQ....GREH     A   E SG   I   K ................

[Fusarium_flagelliforme]_XP_045986929.1               B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK LGR I DDYA IRE Y                .LLQC G  HSHCF....GREH     A   E S    I   K ................

[Fusarium_sp._FIESC_RH6]_KAI1056250.1                 B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK LGR I DDYA IRE Y                .LLQC S  HSHCF....GREH     A   E S    I   K ................

[Fusarium_sporotrichioides]_RGP72309.1                B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .ITQC S  YSRCV....ARDY     A   A S    L   K ................

[Fusarium_poae]_XP_044713592.1                        B KG             KdddG KdG B KddG KdG B                     R FT             DPRIR VGR I DDYA IRE Y                .IVQC S  YSRYV....GREY     A   A S    L   K ................

[Fusarium_venenatum]_XP_025590637.1                   B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRYV....GREY     A   A S    L   K ................

[Fusarium_pseudograminearum]_KAF0641638.1             B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_graminearum]_CAG1993854.1                   B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_graminearum]_PCD31638.1                     B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .MVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_graminearum]_CZS78629.1                     B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .MVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_graminearum]_CAF3606094.1                   B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_graminearum_PH-1]_XP_011318944.1            B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_culmorum]_QPC68571.1                        B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRCV....GREF     A   A S    L   K ................

[Fusarium_pseudograminearum]_QPC77441.1               B KG             KdddG KdG B KddG KdG B                     R FT             DPRIK VGR I DDYA IRE Y                .IVQC S  YSRCV....GREF     A   A S    L   K GRFSKSWFLAWGNLTD

[Fusarium_longipes]_RGP79158.1                        B KG             KdddG KdG B KddG KdG B                     R F              DPRIK VGR I  DYA IRE Y                .IVQS S AYSRCV....GREY     A   A SN   L   K ................

[Ilyonectria_destructans]_KAH7011941.1                B KG             KdddG KdG B KddG KdG B                     R  T             DPRIR LGR I DDYA IRD Y                RDGHS SL TGRPL....RRDG     P   Q S    T   T ................

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1       B KG             KdddG KdG B KddG KdG B                     R  T             DPRIR LGR I DDYA IRD Y                RDRHS SL TGRPL....RRDG     P   Q S    T   T ................

[Ilyonectria_robusta]_XP_046104990.1                  B KG             KdddG KdG B KddG KdG B                     R  T             DPRIR LGR I DDYA IRD Y                RDRHS SL TGRPL....RRDG     P   Q S    T   T ................

[Dactylonectria_estremocensis]_KAH7149692.1           B KG             KdddG KdG B KddG KdG B                     R FS             DPRIR LGK I DDYA IRD Y                NGWPA S  TGRPW....RQEG     P   Q S    T   S ................

[Dactylonectria_macrodidyma]_KAH7148923.1             B KG             KdddG KdG B KddG KdG B                     R  S             DPRIR LGK I DDYA IRD Y                NGWPA TL TGHTL....RQER     P   Q S    T   S ................

[Thelonectria_olida]_KAH6899778.1                     B KG             KdddG KdG B KddG KdG B                     R FT             DPRVR LGR I DDFA IRD Y                KTQNA S  AGRPL....RQDG     E   E S    T   T ................

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1          B KG             KdddG KdG B KddG KdG B                     R F              DPRIR LGR I DDYA LRD Y                PLPSR A ASERP.....RDNS     D   Q S    A   S ................

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1         B KG             KdddG KdG B KddG KdG B                     R F              DPRIR LGR I DDYA LRD Y                PLPSR A ASERP.....RDNS     D   Q S    A   S ................

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.      B KG             KdddG KdG B KddG KdG B                     R FT             DPRIR LGR I DDYA LRD Y                PLPLH A  SERP.....RDNS     D   Q S    A   S ................

[Purpureocillium_lilacinum]_XP_018174914.1            B KG             KdddG KdG B KddG KdG B                     R  S             DPRIR LGR I DDYA IRD Y                LPPRR LL TSFPPRREERKAP     D   Q A    T   T ................

[Clonostachys_solani]_CAH0059244.1                    B KG             KdddG KdG B KddG KdG B                     R  S             DPRIK LGR I DDYA VRE Y                HVGQR WN .........SRDV     A   T L    A   E ................

[Clonostachys_rosea]_VUC36940.1                       B KG             KdddG KdG B KddG KdG B                     R  S             DPRIK LGR I DDYA VRE Y                HVGQR WN .........SRDV     A   T L    A   E ................

[Clonostachys_rhizophaga]_CAH0026503.1                B KG             KdddG KdG B KddG KdG B                                      DPRIK LGR I DDYA VRE Y                ................EFGRDV     A   T L    A   E GIFQPHRYDSIRKHQQ

[Emericellopsis_atlantica]_XP_046114137.1             B KG             KdddG KdG B KddG KdG B                     R F              DPRIR LGR I DDYA IRD Y                HTPQR S ASTALR....PQDH     E   E S    A   S ................

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1        B KG             KdddG KdG B KddG KdG B                        S             DPRIR LGR I DDFA VRD Y                QQPCRTLS STYAL....HRDG     D   E S    T   T ................

[Pochonia_chlamydosporia_170]_XP_018148143.1          B KG             KdddG KdG B KddG KdG B                     R  S             DPRIR VGR I DDYA IRE Y                HPLSH HI STSHN....QRSR     D   Q E    A   H ................

[Epichloe_festucae_Fl1]_QPG98063.1                    B KG             KdddG KdG B KddG KdG B                        Q             D RVR IGR I DDYA IRD Y                LIQCCPLS TACAR....TRAQ A   D   K K    Y   H ................

[Colletotrichum_incanum]_KZL82863.1                   B KG             KdddG KdG B KddG KdG B                     R  S             DPR R LGK I DEYA VRE Y                SPGSS CI ASPSQS..KHHDD   F D   Q S    V   H ................

[Colletotrichum_simmondsii]_KXH39849.1                B KG             KdddG KdG B KddG KdG B                     R FS             DPR R LGK I DEYA VRE Y                AR.DS P  VSPLRP...KHDG   F D   Q S    V   H ................

[Colletotrichum_sojae]_KAF6819546.1                   B KG             KdddG KdG B KddG KdG B                     R  S             DPRLR LGR I DDFA VRE Y                CRASR CL TTTPRP...RDDS     D   Q S    V   H ................

[Bacillus_licheniformis]_CAB95850.2_RN2               B KG             KdddG KdG B KddG KdG B                                                    FI  KE                  SMA.................................  QP  VK................

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi      C JH             JIIIH JIH C JIIH JIH C                     R  T                          DY    D                  ATPIE AS SG......................IN  .... CK................



            jjjk          lll               iiiiiii                                TT                                   2Z5G_1|Chains                                    
            10        20             30        40                        X         X              X         X           

2Z5G_1|Chains                                               c c  cc                                                DF DEEEEEEEEF DF DF A     A A DEEEEF     DEEF  DF A              P V  HG                                                      I LL  L GW    M         YW GVR      LN   NG     .....RAN.DA        T  GREE FG.F....K  G   GDIEQW  D..  YR...

[Trichoderma_harzianum]_ThaL                                c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_harzianum]_KKO99473.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_guizhouense]_OPB43634.1                        c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_simmonsii]_QYS94233.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_harzianum]_PKK42226.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_lentiforme]_KAF3077685.1_                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_harzianum]_PNP59423.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                 P  Y I LA  L GF EL V     P I YW GIK     ALTA  N  T   ..LLSAR .T         F  S  R SP.LL P E  N   ....Q    .. NC ...

[Trichoderma_virens_FT-333]_UKZ73321.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  K SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_virens_Gv29-8]_XP_013960763.1                  c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YW GIK     ALTA  N  T   .....A  .          F  S  R SP.LL T E  N   ....Q    .. NC ...

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL V     P I YWHGIK     AL    N  T   .....A  . H        L  S  R SA.LL P E      ....Q  AQ.. NC ...

[Trichoderma_atroviride_IMI_206040]_XP_013943551.            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL V     P I YWHGIK     AL    N      .....A  . H        L  S  R SA.LL P E      ....Q  RQ.. NCA...

[Trichoderma_gamsii]_PNP38305.1                             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YWHGIK     ALT   N      TDTTTA  .          L  S  R SA.LL P E      ....Q   Q.. NCA...

[Trichoderma_gamsii]_XP_018663207.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YWHGIK     ALT   N      TDTTTA  .          L  S  R SA.LL P E      ....Q   Q.. NCA...

[Trichoderma_arundinaceum]_RFU75476.1                       c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL V     P I YWHGIK     ALT   N  T   .....A  . H        L  S  R SA.LL P E      ....Q   E.. NC ...

[Trichoderma_gracile]_KAH0498535.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL V     P I YWHGIK     AL A  N  S   .....A  . H        L  S  K SP.YL A E      ....Q  V .. KC ...

[Trichoderma_reesei_QM6a]_XP_006968245.1                    c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL V     P I YW GIK     AL A  N  S   .....A  . H        L  S  K SP.YL A E  N   ....Q  V .. RC ...

[Trichoderma_citrinoviride]_XP_024753310.1                  c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL V     P I YWHGIK     AL A  N  S   .....A  . H        L  S  K AP.YL A E      ....Q  V .. KC ...

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EI V     P I YWHGIK     AL A  N  S   .....A  . H        L  S  K LP.YL A E      ....Q  V .. KC ...

[Hirsutella_minnesotensis_3608]_KJZ78693.1                  c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL L     P V YW GIK     ALTA  QG     .....A  . H        L  S  S VS.AL P Q  Y   ....Q    ..  CPS..

[Hirsutella_rhossiliensis]_XP_044725020.1                   c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL I     P L YWHGIK     AL A  QG S   .....A  . H        L  S  S SS.AF P Q      ....Q  A ..  C N..

[Ophiocordyceps_sinensis_CO18]_EQK99704.1                   c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL I     P L YWHGIK     AL A  QG     .....A  . H        L  S  S SS.IL P Q      ....Q  A ..  CPD..

[Tolypocladium_capitatum]_PNY29418.1                        c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P L YWHGIK     ALTA  QG S   RLTTAA  .          F  S  S SA.AL P Q      ....Q    ..  C R..

[Tolypocladium_ophioglossoides_CBS_100239]_KND888            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P L YWHGIK     ALTA  QG     .....A  .          L  S  S SA.AL P Q      ....Q    ..  CPR..

[Tolypocladium_paradoxum]_POR38551.1                        c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P L YWHGIK     AL A  QG S   .....A  .          L  S  S SA.AL P Q      ....Q  A ..  C R..

[Drechmeria_coniospora]_ODA83100.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL I     P L YWHGI      AL    QG     .....L  . H        L  A  S SS.LV P R     E....Q  AT..  CPL..

[Drechmeria_coniospora]_XP_040657415.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL I     P L YWHGI      AL    QG     .....L  . H        L  A  S SS.LV P R     E....Q  AT..  CPL..

[Ophiocordyceps_unilateralis]_PFH57814.1                    c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL L     P V YWHGIK     AL A  QG     .....A  . H        L  S  S LPALV P Q      ....Q  V ..  CPA..

[Fusarium_sp._AF-6]_RSL54391.1                              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_kuroshium]_RMJ16314.1                             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_sp._AF-8]_RSL70798.1                              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_ambrosium]_RSM11997.1                             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_floridanum]_RSL80024.1                            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_vanettenii_77-13-4]_XP_003050716.1                c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_solani]_XP_046134414.1                            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....K  .          F  A  R AS.YL A E      ....D    ..  A ...

[Fusarium_albosuccineum]_KAF4468415.1                       c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....S  .          F  A  R GS.YL A Q      ....D    ..  A ...

[Fusarium_decemcellulare]_KAF5011412.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....S  .          F  A  R GS.YL A Q      ....D    ..  A ...

[Fusarium_sarcochroum]_KAF4964785.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL       P V YWHGIR     ALTA  QG T   .....E  .          F  A  RFSP.YL A E      ....D    ..  A ...

[Fusarium_avenaceum]_KAH6968652.1                           c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_avenaceum]_KIL96274.1                             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_avenaceum]_KAG5656265.1                           c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_tricinctum]_KAH7262197.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_heterosporum]_KAF5663380.1                        c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SS.YF A E      ....D    ..  A ...

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1                c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R AP.YF A E      ....D    ..  A ...

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R AP.YF A E      ....D    ..  A ...

[Fusarium_mangiferae]_XP_041681833.1                        c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_proliferatum]_CVL11341.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_proliferatum_ET1]_XP_031083673.1                  c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_fujikuroi]_SCN78580.1                             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIH     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1               c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIH     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_sp._NRRL_25303]_KAF5626228.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_xylarioides]_KAG5746670.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_xylarioides]_KAG5788219.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_pseudocircinatum]_KAF5575212.1                    c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_pseudoanthophilum]_KAF5575021.1                   c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_verticillioides]_RBQ71412.1                       c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_verticillioides_7600]_XP_018746479.1              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....E    ..  A ...

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1                c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_redolens]_XP_046051341.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                 P KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .AFHPTI .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_austroafricanum]_KAF4458007.1                     c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                 P KY I LA  L GF EI L     P V YWHGIR     ALTA  QG T   .....EI .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_flagelliforme]_XP_045986929.1                     c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG S   .....E  .          F  A  R SP.YF A E      ....D    ..  A ...

[Fusarium_sp._FIESC_RH6]_KAI1056250.1                       c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     AL A  QG S   .....E  .          F  A  R SP.YF A E      ....D  A ..  A ...

[Fusarium_sporotrichioides]_RGP72309.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P I YWHGIR     ALTV  QG T   .....D  .          F  S  S SP.YF S E      ....D    ..  A ...

[Fusarium_poae]_XP_044713592.1                              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  V ...

[Fusarium_venenatum]_XP_025590637.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  V ...

[Fusarium_pseudograminearum]_KAF0641638.1                   c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_graminearum]_CAG1993854.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_graminearum]_PCD31638.1                           c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_graminearum]_CZS78629.1                           c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_graminearum]_CAF3606094.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_graminearum_PH-1]_XP_011318944.1                  c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_culmorum]_QPC68571.1                              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_pseudograminearum]_QPC77441.1                     c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .NHATD  .          F  A  S SP.YF S E      ....D    ..  A ...

[Fusarium_longipes]_RGP79158.1                              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     ALTA  QG T   .....D  .          F  A  S SP.YF S E      ....D    ..  A ...

[Ilyonectria_destructans]_KAH7011941.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIK     ALTA  QG T   .....D  .          L  S  Q SS.YL S Q      ....E    ..  A ...

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIK     ALTA  QG     .....D  .          L  S  Q SS.YL S Q      ....E    ..  AI...

[Ilyonectria_robusta]_XP_046104990.1                        c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIK     ALTA  QG     .....D  .          L  S  Q SS.YL S Q      ....E    ..  AI...

[Dactylonectria_estremocensis]_KAH7149692.1                 c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF E  L     P V YWHGIK     ALTA  QG T   .....E  .          L  A FQ AS.YL A R      ....E    ..  A ...

[Dactylonectria_macrodidyma]_KAH7148923.1                   c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF E  L     P V YWHGIK     ALTA  QG T   .....E  .          L  A FQ SS.YL T H      ....E    ..  A ...

[Thelonectria_olida]_KAH6899778.1                           c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIK     ALSA  QG     .....E  .          F  S  R HS.SL A Y      ....E    ..  AV...

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1                c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                SP KY V LA  L GF EL V     P V YW GIK     ALT   QG T   .....A  .          L  S  K LE.ML A Q  Y   ....D   E..  S ...

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1               c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                SP KY V LA  L GF EL V     P V YW GIK     ALT   QG T   .....A  .          L  S  K LE.ML A Q  Y   ....D   E..  S ...

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.            c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                SP KY V LA  L GF EL V     P V YW GIK     ALTA  QG T   .....A  .          L  S  K LE.ML A Q  Y   ....D    ..  S ...

[Purpureocillium_lilacinum]_XP_018174914.1                  c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP R  I LA  L GF EL I     P L YWHGIR     ALTA  QG     .....A  . H        L  S  S SA.LL P Q      ....Q    ..  CPL..

[Clonostachys_solani]_CAH0059244.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP  Y I LA  L GF EI L     P L YWHGI      AL    NG T   .....A  .T         L  S  K AQ.AL S Q     Q....D  EQ..  A ...

[Clonostachys_rosea]_VUC36940.1                             c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP  Y I LA  L GF EI L     P L YWHGI      AL    NG T   .....A  .T         L  S  K AQ.AL S Q     Q....D  EQ..  A ...

[Clonostachys_rhizophaga]_CAH0026503.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP  Y I LA  L GF EI       P L YWHGI      AL     G T   LTTNPA  .T         L  S  KFAQ.AL S Q     Q....D  EQ..A A ...

[Emericellopsis_atlantica]_XP_046114137.1                   c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL L     P V YWHGIR     AL V  QG     .....Q  .          L  S  Q TP.LL S Q      ....D  A ..  AR...

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1              c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP RY I LA  L GF EL L     P V YW GIK     AL A  QG T   .....A  .          L  S  Q TR.YL A Q  Y   ....D  A ..  A ...

[Pochonia_chlamydosporia_170]_XP_018148143.1                c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP KY I LA  L GF EL V     P I YWHGIR     ALTA  QG T   .....A  .          L  S  H PP..F R Q      ....E    ..  A ...

[Epichloe_festucae_Fl1]_QPG98063.1                          c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                 P KY I LA  L GF EL L     P I YWHGIK     ALTA  QG     .....AA .          L  S  R .P.VL T H      ....E    ..  AR...

[Colletotrichum_incanum]_KZL82863.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL L     P I YWRGI       LS    P N   .....E  . N        M  A  R GA.YV P H     S....DS  TLSG S ...

[Colletotrichum_simmondsii]_KXH39849.1                      c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL L     P I YWRGI       LS    P N   .....D  . N        M  S  R GA.YV P H     S....DS  TLSG S ...

[Colletotrichum_sojae]_KAF6819546.1                         c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                TP K  I LA  L GF EL L     P I YWHGI      AL A     S   .....D  . N        M  D  R GS.YV P H     A....D  G LVGDH ...

[Bacillus_licheniformis]_CAB95850.2_RN2                     c c  cc                                                KG KddddddddG KG KG B     B B KddddG     KddG  KG B              P V  HG                                                   H  V MV  I G                F  IK      L    QG     .....AAE. N        G AS............YN AS  ....SY VG..  WDRNQ

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi            c c  cc                                                JH JIIIIIIIIH JH JH C     C C JIIIIH     JIIH  JH C              P V  HG                                                QP K  I  L  L     L       P              V      G     .....A  G E   F    PAPPG NFLT.KL .............. FAS..K YC...

β1 η1 α1 



 jjjk       i          iiiiiiiiiiii jjjk    iiiiiii    j  jj             ..........                                 ..  2Z5G_1|Chains                                    
   50                  60        70          80          90     X                   X         X           X           X 

2Z5G_1|Chains                                     DEF DEEEF DF           DEEF A   A A                           T  VGP  S            DRA  A   L                          .TY LA   LS N..........W   CE YAQ VGGTVD..YGAAHAAKHGHARF..GR

[Trichoderma_harzianum]_ThaL                      KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPSAQD.........

[Trichoderma_harzianum]_KKO99473.1                KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPSAQD.........

[Trichoderma_guizhouense]_OPB43634.1              KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPSAQD.........

[Trichoderma_simmonsii]_QYS94233.1                KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPDSQD.........

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1  KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPSAQD.........

[Trichoderma_harzianum]_PKK42226.1                KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPSAQD.........

[Trichoderma_lentiforme]_KAF3077685.1_            KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...ASLPSAQD.........

[Trichoderma_harzianum]_PNP59423.1                KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTAA...ASLPS............

[Trichoderma_virens_FT-333]_UKZ73321.1            KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...SSLSA............

[Trichoderma_virens_Gv29-8]_XP_013960763.1        KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTTA...SLSSA............

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.  KdG KdddG KG           KddG B   B B                         VIT SVPPT SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTST...H................

[Trichoderma_atroviride_IMI_206040]_XP_013943551.  KdG KdddG KG           KddG B   B B                         VIT SVPPT SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTSR...D................

[Trichoderma_gamsii]_PNP38305.1                   KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD V QTSR....................

[Trichoderma_gamsii]_XP_018663207.1               KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD V QTSR....................

[Trichoderma_arundinaceum]_RFU75476.1             KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     G  ..........E    K AAD L QTAS...SLDTP............

[Trichoderma_gracile]_KAH0498535.1                KdG KdddG KG           KddG B   B B                         VLT SVPPS SI           ERA  L   I A                        .   T     G  ..........E   EK AAD L QTSA...AAAPSLIDS......DH

[Trichoderma_reesei_QM6a]_XP_006968245.1          KdG KdddG KG           KddG B   B B                         VLT SVPPS SI           ERA  L   I A                        .   T     G  ..........E   EK AAD L QTSA...A...SLSHS......NN

[Trichoderma_citrinoviride]_XP_024753310.1        KdG KdddG KG           KddG B   B B                         VVT SVPPS SI           ERA  L   I A                        .   T     G  ..........E   EK AAD L QNQ.....................

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011  KdG KdddG KG           KddG B   B B                         VI  SVPPS SI           ERA  L   I A                        .  AT     G  ..........E   EK AAD L QTSL...S..............NR

[Hirsutella_minnesotensis_3608]_KJZ78693.1        KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     G  ..........Q    K AQD A ACPPCQASSSGP............

[Hirsutella_rhossiliensis]_XP_044725020.1         KdG KdddG KG           KddG B   B B                         V T SVPPS SI           ERAA L   I A                        . T A     G  ..........E    K AAD A AFPP...SSPAP............

[Ophiocordyceps_sinensis_CO18]_EQK99704.1         KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   M A                        .   A     G  ..........E    K AAD A ALSS......SP............

[Tolypocladium_capitatum]_PNY29418.1              KdG KdddG KG           KddG B   B B                         VMT SVPPS  I            RAA L   I A                        .   A     DA ..........EA   K AAD A DTSA...SDPSP............

[Tolypocladium_ophioglossoides_CBS_100239]_KND888  KdG KdddG KG           KddG B   B B                         VIT SVPPS  I            RAA L   I A                        .   A     DA ..........EA   K AAD A ASAF....DPSP............

[Tolypocladium_paradoxum]_POR38551.1              KdG KdddG KG           KddG B   B B                         VIT SVPPS  I            RAA L   I A                        .   A     DA ..........EA   K AAD A ASSS...GT...............

[Drechmeria_coniospora]_ODA83100.1                KdG KdddG KG           KddG B   B B                         IIT SVPPS  I           ERAA L   I A                        .   A     HG ..........E    K AAD S SIAS...S................

[Drechmeria_coniospora]_XP_040657415.1            KdG KdddG KG           KddG B   B B                         IIT SVPPS  I           ERAA L   I A                        .   A     HG ..........E    K AAD S SIAS...S................

[Ophiocordyceps_unilateralis]_PFH57814.1          KdG KdddG KG           KddG B   B B                         VMT SVPPS SI            RAA L   I                          .   T     G  ..........EQ   K AAD ATA.......................

[Fusarium_sp._AF-6]_RSL54391.1                    KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_kuroshium]_RMJ16314.1                   KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_sp._AF-8]_RSL70798.1                    KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_ambrosium]_RSM11997.1                   KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_floridanum]_RSL80024.1                  KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_vanettenii_77-13-4]_XP_003050716.1      KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_solani]_XP_046134414.1                  KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_albosuccineum]_KAF4468415.1             KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L                          .   PA    S  ..........A    A RTA ESHAPA....................

[Fusarium_decemcellulare]_KAF5011412.1            KdG KdddG KG           KddG B   B B                         VLT SVPPS SI           DRAA L   L                          .   P     S  ..........A    A RTA ESHAPA....................

[Fusarium_sarcochroum]_KAF4964785.1               KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_avenaceum]_KAH6968652.1                 KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E QSPA....................

[Fusarium_avenaceum]_KIL96274.1                   KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E QSPA....................

[Fusarium_avenaceum]_KAG5656265.1                 KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E QSPA....................

[Fusarium_tricinctum]_KAH7262197.1                KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E QSPA....................

[Fusarium_heterosporum]_KAF5663380.1              KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HTPA....................

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1      KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPM....................

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1    KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPM....................

[Fusarium_mangiferae]_XP_041681833.1              KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_proliferatum]_CVL11341.1                KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_proliferatum_ET1]_XP_031083673.1        KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_fujikuroi]_SCN78580.1                   KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1     KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_sp._NRRL_25303]_KAF5626228.1            KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_xylarioides]_KAG5746670.1               KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_xylarioides]_KAG5788219.1               KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_pseudocircinatum]_KAF5575212.1          KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_pseudoanthophilum]_KAF5575021.1         KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_verticillioides]_RBQ71412.1             KdG KdddG KG           KddG B   B B                         VLT SVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_verticillioides_7600]_XP_018746479.1    KdG KdddG KG           KddG B   B B                         VLT SVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E HAPM....................

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1    KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E LAPM....................

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0  KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E LAPM....................

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1      KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRA  L   L A                        .   P     S  ..........A   TA RSA E LAPM....................

[Fusarium_redolens]_XP_046051341.1                KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPM....................

[Fusarium_austroafricanum]_KAF4458007.1           KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E YAPM....................

[Fusarium_flagelliforme]_XP_045986929.1           KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_sp._FIESC_RH6]_KAI1056250.1             KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_sporotrichioides]_RGP72309.1            KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L A                        .   P     S  ..........A    A RSA E HAPA....................

[Fusarium_poae]_XP_044713592.1                    KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPV....................

[Fusarium_venenatum]_XP_025590637.1               KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPV....................

[Fusarium_pseudograminearum]_KAF0641638.1         KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_graminearum]_CAG1993854.1               KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_graminearum]_PCD31638.1                 KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_graminearum]_CZS78629.1                 KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_graminearum]_CAF3606094.1               KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_graminearum_PH-1]_XP_011318944.1        KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_culmorum]_QPC68571.1                    KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_pseudograminearum]_QPC77441.1           KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPA....................

[Fusarium_longipes]_RGP79158.1                    KdG KdddG KG           KddG B   B B                         VLT  VPPS SI           DRAA L   L A                        .   PA    S  ..........A    A RSA E HAPV....................

[Ilyonectria_destructans]_KAH7011941.1            KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L                          .   P     S  ..........A    A HAA AECAPA....................

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1   KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L                          .   P     S  ..........A    A HAA AECAPA....................

[Ilyonectria_robusta]_XP_046104990.1              KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           DRAA L   L                          .   P     S  ..........A    A HAA AECAPA....................

[Dactylonectria_estremocensis]_KAH7149692.1       KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           DRAA L   L A                        .   P     S  ..........A    A HAA A CDPK....................

[Dactylonectria_macrodidyma]_KAH7148923.1         KdG KdddG KG           KddG B   B B                         VIT  VPPS SI           DRAA L   L A                        .   PR    S  ..........A    A HEA A CEPK....................

[Thelonectria_olida]_KAH6899778.1                 KdG KdddG KG           KddG B   B B                         VLT TVPPS SI           DRAA L   L A                        .   P     G  ..........A    A HDA A CSPM....................

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1      KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     S  ..........E    K GAD A QAPP....................

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1     KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I A                        .   A     S  ..........E    K GAD A QAPP....................

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.  KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           ERAA L   I                          .   A     S  ..........E    K GAD ASQAPP....................

[Purpureocillium_lilacinum]_XP_018174914.1        KdG KdddG KG           KddG B   B B                         VV  TVPPS SI           ERAA L   I                          .  AA     S  ..........E    K AVE SSALSS...SSSSSSVASSSPFPASR

[Clonostachys_solani]_CAH0059244.1                KdG KdddG KG           KddG B   B B                         VIT TVPPS SI            RAA L   I A                        .   A     S  ..........EQ   S RDQ A AR......................

[Clonostachys_rosea]_VUC36940.1                   KdG KdddG KG           KddG B   B B                         VIT TVPPS SI            RAA L   I A                        .   A     S  ..........EQ   S RDH T AR......................

[Clonostachys_rhizophaga]_CAH0026503.1            KdG KdddG KG           KddG B   B B                         VIT TVPPS SI            RAA L   I A                        .   A     S  ..........EQ   S RDQ A AR......................

[Emericellopsis_atlantica]_XP_046114137.1         KdG KdddG KG           KddG B   B B                         VI  SVPPS SI           DRA  L   I A                        .  CA     S  ..........E   KK RED D AAST...TR...............

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1    KdG KdddG KG           KddG B   B B                         VL  SVPPS SI           DRAA L   I A                        .  CA     S  ..........E    K RDD D STRT...T................

[Pochonia_chlamydosporia_170]_XP_018148143.1      KdG KdddG KG           KddG B   B B                         VIT TVPPS SI           ERAA L   I                          .   A     S  ..........A    K ADD TSAGVD...V................

[Epichloe_festucae_Fl1]_QPG98063.1                KdG KdddG KG           KddG B   B B                         VIT SVPPS SI           DRAA L   I A                        .   T     G  ..........G    K ADE A RH......................

[Colletotrichum_incanum]_KZL82863.1               KdG KdddG KG           KddG B   B B                         IIT SVPPS SI           ERAA L   I A                        .   T     G  ..........E    K GAD A KAG.....................

[Colletotrichum_simmondsii]_KXH39849.1            KdG KdddG KG           KddG B   B B                         IIT SVPPS SI           ERAA L   I A                        .   T     G  ..........E    K GAD A KAG.....................

[Colletotrichum_sojae]_KAF6819546.1               KdG KdddG KG           KddG B   B B                         VIT  VPPS SI           ERAA L   I A                        .   AA    G  ..........E    K GAD A KAR.....................

[Bacillus_licheniformis]_CAB95850.2_RN2           KdG KdddG KG           KddG B   B B                          A   I  T N             RL      V                          LF IDF DK G NR.......NNGP  SRFVKD LDKTG.....................

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi  JIH JIIIH JH           JIIH C   C C                         V   T G T  I             IA V   V A                        . FAP Y T AG IFAGAKVEDSSKE  G VDK L STG.....................

β2 α2 β3 α3 β4 



jk          lllll     jjjjjk  iiiiiiiiiiiiii  iiiiiiiiii                                                                2Z5G_1|Chains                                    
            100         110       120       130       140                 X           X         X         X         X   

2Z5G_1|Chains                                                              ccc c                                                A DEEEEEEEEEEEEEEEEEEEF A            DF                            AHS G                                                G  I II     G  AR LVS L               V  TYPG......LLPELKR.. GR H     Q  QT  M   L ENGSQEEREYAKAHN SL

[Trichoderma_harzianum]_ThaL                                               ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............ADGHATT P                   L R ...........S  ..

[Trichoderma_harzianum]_KKO99473.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............ADGHATT P                   L R ...........S  ..

[Trichoderma_guizhouense]_OPB43634.1                                       ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............G...... P                   L R ...........S  ..

[Trichoderma_simmonsii]_QYS94233.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............ADG.... P                   L R ...........S  ..

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............AEGHA.S P                   L R ...........S  ..

[Trichoderma_harzianum]_PKK42226.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............AEGHA.S P                   L R ...........S  ..

[Trichoderma_lentiforme]_KAF3077685.1_                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  ............ADDHATT P                   L R ...........S  ..

[Trichoderma_harzianum]_PNP59423.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  AVNII   M GLDARYMIS L P            GI  ............ADGHA..TP                   L R ...........S  ..

[Trichoderma_virens_FT-333]_UKZ73321.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  .............HDGK.. P                   L R ...........S  ..

[Trichoderma_virens_Gv29-8]_XP_013960763.1                                 ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYMIS L P            GI  .............HDGQ.. P                   L R ...........S  ..

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMISRL P             V  .............KEHA..APT                    K A.........LAN ..

[Trichoderma_atroviride_IMI_206040]_XP_013943551.                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMISRL P             V  .............ERDA.. PT                    K V.........LKN ..

[Trichoderma_gamsii]_PNP38305.1                                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMISRL P             V  .............DKHE..TPT                    K V.........LQN ..

[Trichoderma_gamsii]_XP_018663207.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMISRL P             V  .............DKHE..TPT                    K V.........LQN ..

[Trichoderma_arundinaceum]_RFU75476.1                                      ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMISRL P             I  .............RNGQ..APT                    Q ...........LN ..

[Trichoderma_gracile]_KAH0498535.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  VVNII   M GLDARYMISRL P            GI  NNNNRALRHNGGQNGQE..TP                     R ...........R  ..

[Trichoderma_reesei_QM6a]_XP_006968245.1                                   ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  VVNII   M GLDARYMISRL P            GI  NNNNNNNKNTNDRDSRL..TP                     R ...........R  ..

[Trichoderma_citrinoviride]_XP_024753310.1                                 ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  MVNII   M GLDARYMISRL P            GI  ...................TP                     Q ...........A  ..

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  VVNII   M GLDARYMISRL P            GI  DDKKLVRDGGRQGEANS..SP                     R ...........R  ..

[Hirsutella_minnesotensis_3608]_KJZ78693.1                                 ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMISHL P             V  ............GAGNG.. VP                    Q E..........GK ..

[Hirsutella_rhossiliensis]_XP_044725020.1                                  ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYLISHL P             V  ............RTGEG..TVP                    Q Q.........GRQ ..

[Ophiocordyceps_sinensis_CO18]_EQK99704.1                                  ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYLISHL P            PV  ............RAAQG.. IS                    Q K.........GG  ..

[Tolypocladium_capitatum]_PNY29418.1                                       ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMISHL               V  ............SPGRP.. TP                    LRA.........TPN ..

[Tolypocladium_ophioglossoides_CBS_100239]_KND888                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMISHL               V  ............SPSR... TP                    LRA.........TPN ..

[Tolypocladium_paradoxum]_POR38551.1                                       ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMVSHL               V  ................... TP                    LRA.........TPD ..

[Drechmeria_coniospora]_ODA83100.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMISRL                  ............KFSGD.. VP                    QRA.........NSNF..

[Drechmeria_coniospora]_XP_040657415.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P  VNII   M GLDARYMISRL                  ............KFSGD.. VP                    QRA.........NSNF..

[Ophiocordyceps_unilateralis]_PFH57814.1                                   ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNVI   M GLDARYMISRL P             A  ...................RSP                    P H..........RR ..

[Fusarium_sp._AF-6]_RSL54391.1                                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PV  ................... A                  A  K ...........L  ..

[Fusarium_kuroshium]_RMJ16314.1                                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PI  ................... E                  A  K ...........L  ..

[Fusarium_sp._AF-8]_RSL70798.1                                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PV  ................... E                  A  K ...........L  ..

[Fusarium_ambrosium]_RSM11997.1                                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PV  ................... E                  A  K ...........L  ..

[Fusarium_floridanum]_RSL80024.1                                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PI  ................... E                  A  K ...........L  ..

[Fusarium_vanettenii_77-13-4]_XP_003050716.1                               ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PV  ................... E                  A  K ...........L  ..

[Fusarium_solani]_XP_046134414.1                                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PV  ................... E                  A  N ...........L  ..

[Fusarium_albosuccineum]_KAF4468415.1                                      ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PI  ................... E                  A  A ...........L  ..

[Fusarium_decemcellulare]_KAF5011412.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYML HL P            PI  ................... E                  A  T ...........L  ..

[Fusarium_sarcochroum]_KAF4964785.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PV  ................... E F                   A ...........L  ..

[Fusarium_avenaceum]_KAH6968652.1                                          ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PI  ................... E F                   E ...........L  ..

[Fusarium_avenaceum]_KIL96274.1                                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PV  ................... E F                   E ...........L  ..

[Fusarium_avenaceum]_KAG5656265.1                                          ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PV  ................... E F                   E ...........L  ..

[Fusarium_tricinctum]_KAH7262197.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PV  ................... E F                   E ...........L  ..

[Fusarium_heterosporum]_KAF5663380.1                                       ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  AVTIV   M GLDARYMLSHL P            PV  ...................LE                     E ...........L  ..

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1                               ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  AVTIV   M GLDARYMLSHL P            PV  ...................HE                     A ...........L  ..

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                  AVTIV   M GLDARYMLSHL P            PV  ...................HE                     A ...........L  ..

[Fusarium_mangiferae]_XP_041681833.1                                       ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_proliferatum]_CVL11341.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTII   M GLDARYMLSHL P            PV  ................... E                     T ...........L  ..

[Fusarium_proliferatum_ET1]_XP_031083673.1                                 ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     T ...........L  ..

[Fusarium_fujikuroi]_SCN78580.1                                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1                              ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_sp._NRRL_25303]_KAF5626228.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_xylarioides]_KAG5746670.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_xylarioides]_KAG5788219.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL              PV  ................... E                     AL...........L  ..

[Fusarium_pseudocircinatum]_KAF5575212.1                                   ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_pseudoanthophilum]_KAF5575021.1                                  ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_verticillioides]_RBQ71412.1                                      ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_verticillioides_7600]_XP_018746479.1                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLD RYMLSHL P            PV  ................... Q             T       A ...........L  ..

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLD RYMLSHL P            PV  ................... Q             T       A ...........L  ..

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1                               ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLD RYMLSHL P            PV  ................... Q             T       A ...........L  ..

[Fusarium_redolens]_XP_046051341.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_austroafricanum]_KAF4458007.1                                    ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     A ...........L  ..

[Fusarium_flagelliforme]_XP_045986929.1                                    ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PV  ................... E F                   E ...........L  ..

[Fusarium_sp._FIESC_RH6]_KAI1056250.1                                      ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P A TIV   M GLDARYMLSHL P            PV  ................... E F                   E ...........L  ..

[Fusarium_sporotrichioides]_RGP72309.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSRL P            PV  ................... E                     E ...........L  ..

[Fusarium_poae]_XP_044713592.1                                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_venenatum]_XP_025590637.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_pseudograminearum]_KAF0641638.1                                  ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_graminearum]_CAG1993854.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_graminearum]_PCD31638.1                                          ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_graminearum]_CZS78629.1                                          ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_graminearum]_CAF3606094.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_graminearum_PH-1]_XP_011318944.1                                 ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_culmorum]_QPC68571.1                                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     D ...........L  ..

[Fusarium_pseudograminearum]_QPC77441.1                                    ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Fusarium_longipes]_RGP79158.1                                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVTIV   M GLDARYMLSHL P            PV  ................... E                     E ...........L  ..

[Ilyonectria_destructans]_KAH7011941.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYML HM P            PV  ................... D                  A  S ...........P  ..

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYML HM P            PV  ................... D                  A  S ...........P  ..

[Ilyonectria_robusta]_XP_046104990.1                                       ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDVRYML HM P            PV  ................... D                  A  S ...........P  ..

[Dactylonectria_estremocensis]_KAH7149692.1                                ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYML HM P            PV  ................... E                  A  S ...........A  ..

[Dactylonectria_macrodidyma]_KAH7148923.1                                  ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNII   M GLDARYML HI P            PI  ................... E                  A  S ...........A  ..

[Thelonectria_olida]_KAH6899778.1                                          ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNIV   M GLDARYMLSHM P            PV  ................... E                     A ...........T  ..

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1                               ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMV  L P            GV  ...................NVP                 AN R ...........K  ..

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1                              ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMV  L P            GV  ...................NVP                 AN R ...........K  ..

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.                           ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMV  L P            GV  ...................NVP                 AN R ...........K  ..

[Purpureocillium_lilacinum]_XP_018174914.1                                 ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDAR LIS I P                GSSG.AADVGARGDDDT..RTP              H   S L SS.......PQHNF..

[Clonostachys_solani]_CAH0059244.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNIV   M GLDARYLASRL P             V  ................... S                     A ...........DS ..

[Clonostachys_rosea]_VUC36940.1                                            ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNIV   M GLDARYLASRL P             V  ................... S                     A ...........DS ..

[Clonostachys_rhizophaga]_CAH0026503.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                P AVNIV   M GLDARYLAS L P             V  ................... S                   C A ...........DS ..

[Emericellopsis_atlantica]_XP_046114137.1                                  ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMISHL P             V  ...................DGR                    P ...........KY ..

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1                             ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMI HL P             A  .............DGSR..AEK                 R  P ...........RT ..

[Pochonia_chlamydosporia_170]_XP_018148143.1                               ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNVV   M GLDARWMIS I               L  ...................SAG                  N LKP.........ERS ..

[Epichloe_festucae_Fl1]_QPG98063.1                                         ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   VNII   M GLDARYMISKM               I  ...................SGP                    ATQ.........TQR ..

[Colletotrichum_incanum]_KZL82863.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                G AVNIV   M GLDARYMISHL P             V  ................... R                     K ...........AN ..

[Colletotrichum_simmondsii]_KXH39849.1                                     ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                G AVNIV   M GLDARYMISHL P             V  ................... R                     K ...........RD ..

[Colletotrichum_sojae]_KAF6819546.1                                        ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                G  VNII   M GLDARYMISHL P             V  ................... RS                    K ...........RD ..

[Bacillus_licheniformis]_CAB95850.2_RN2                                    ccc c                                                B KdddddddddddddddddddG B            KG                            AHS G                                                   V IV   M GA   Y I  L G                ...................AKK D         NTL Y KN D GD..............

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi                           ccc c                                                C JIIIIIIIIIIIIIIIIIIIH C            JH                            AHS G                                                   VNLV   M  L A Y L    G                ...................ASK         T V A Y KFDG GD..............
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[Trichoderma_harzianum]_ThaL                              KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           S......       R..G G.   ..........  

[Trichoderma_harzianum]_KKO99473.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           S......       R..G G.   ..........  

[Trichoderma_guizhouense]_OPB43634.1                      KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           S......       R..G G.   ..........  

[Trichoderma_simmonsii]_QYS94233.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLIE    A  PLH          LP.........   S           S......       R..G G.   ..........  

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1          KdG KdddddddddG       KdddddG    B  KdG          KG          IA LVTIATPHRGS       FADYLVE    A  PLH          LP.........Q  S           S......       R..G G.   ..........  

[Trichoderma_harzianum]_PKK42226.1                        KdG KdddddddddG       KdddddG    B  KdG          KG          IA LVTIATPHRGS       FADYLVE    A  PLH          LP.........Q  S           S......       R..G G.   ..........  

[Trichoderma_lentiforme]_KAF3077685.1_                    KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           S......       R..G G.   ..........  

[Trichoderma_harzianum]_PNP59423.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           A......       R..G G.   ..........  

[Trichoderma_virens_FT-333]_UKZ73321.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           A......       R..G G.   ..........  

[Trichoderma_virens_Gv29-8]_XP_013960763.1                KdG KdddddddddG       KdddddG    B  KdG          KG         RIA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           A......       R..G G.   ..........  

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADYLVE    A  PIH          LP.........   S           P......       R..G G.   ..........  

[Trichoderma_atroviride_IMI_206040]_XP_013943551.          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADYLVE    A  PLH          LP.........   S           P......       R..G G.   ..........  

[Trichoderma_gamsii]_PNP38305.1                           KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADYLVE    A  PIH          LP.........   S           P......       R..G G.   ..........  

[Trichoderma_gamsii]_XP_018663207.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADYLVE    A  PIH          LP.........   S           P......       R..G G.   ..........  

[Trichoderma_arundinaceum]_RFU75476.1                     KdG KdddddddddG       KdddddG    B  KdG          KG          IA LVTIATPHRGS       FADYLVE    A  PIH          LP.........N  S           P......       R..G G.   ..........  

[Trichoderma_gracile]_KAH0498535.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADYLVD    A  PLH          LP.........   S           P......       S..D GS   ..........  

[Trichoderma_reesei_QM6a]_XP_006968245.1                  KdG KdddddddddG       KdddddG    B  KdG          KG         KVA LVTIATPHRGS       FADYLVD    A  PLH          LP.........   S           P......       S..D GS   ..........  

[Trichoderma_citrinoviride]_XP_024753310.1                KdG KdddddddddG       KdddddG    B  KdG          KG         KVA LVTIATPHRGS       FADYLVE       PVH          LP.........   S           P......       S..DSS.   ..........  

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011          KdG KdddddddddG       KdddddG    B  KdG          KG         KVA LVTIATPHRGS       FADYLVE       PLH          LP.........   S           P......       S..DTS.   ..........  

[Hirsutella_minnesotensis_3608]_KJZ78693.1                KdG KdddddddddG       KdddddG    B  KdG          KG          VA L TIATPHRGS       FADYLLE    A  PI           LP.........A  S T         S......       K..G G.  Y..........  

[Hirsutella_rhossiliensis]_XP_044725020.1                 KdG KdddddddddG       KdddddG    B  KdG          KG          VA L TIATPHRGS       FADYL D    A  PI           LP.........T  S T         M......     F K..G G.  Y..........  

[Ophiocordyceps_sinensis_CO18]_EQK99704.1                 KdG KdddddddddG       KdddddG    B  KdG          KG          VA L TIATPHRGS       FADYLLD    A  P H          LP.........T  S T         M......       E..G G. F ..........  

[Tolypocladium_capitatum]_PNY29418.1                      KdG KdddddddddG       KdddddG    B  KdG          KG         RIA L TI TPHRGS       FADYLLE    A  PI           LP.........   S T  S      T......       E..G G.  Y..........  

[Tolypocladium_ophioglossoides_CBS_100239]_KND888          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA L TI TPHRGS       FADYLL     A  PI           LP.........   S T  S      T......      KE..G G.  Y..........  

[Tolypocladium_paradoxum]_POR38551.1                      KdG KdddddddddG       KdddddG    B  KdG          KG         RVA L TI TPHRGS       FADYLLD    A  PMH          LP.........   S T  S      A......       E..G G.   ..........  

[Drechmeria_coniospora]_ODA83100.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTV TPHRGS       FADYVL     A  PL           LP.........   A    G      P......      HE..S G.  Y..........  

[Drechmeria_coniospora]_XP_040657415.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTV TPHRGS       FADYVL     A  PL           LP.........   A    G      P......      HE..S G.  Y..........  

[Ophiocordyceps_unilateralis]_PFH57814.1                  KdG KdddddddddG       KdddddG    B  KdG          KG          VA L TI TPHRGS       FADYLL        PLH          LP.........A  S T  S      A......      AA..G.G.   ..........  

[Fusarium_sp._AF-6]_RSL54391.1                            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_kuroshium]_RMJ16314.1                           KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_sp._AF-8]_RSL70798.1                            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_ambrosium]_RSM11997.1                           KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_floridanum]_RSL80024.1                          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_vanettenii_77-13-4]_XP_003050716.1              KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          L .........   A           A......       E..Q S.   .......... T

[Fusarium_solani]_XP_046134414.1                          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_albosuccineum]_KAF4468415.1                     KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_decemcellulare]_KAF5011412.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..Q S.   ..........  

[Fusarium_sarcochroum]_KAF4964785.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........RY  

[Fusarium_avenaceum]_KAH6968652.1                         KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........QY  

[Fusarium_avenaceum]_KIL96274.1                           KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........QY  

[Fusarium_avenaceum]_KAG5656265.1                         KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........QY  

[Fusarium_tricinctum]_KAH7262197.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_heterosporum]_KAF5663380.1                      KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1              KdG KdddddddddG       KdddddG    B  KdG          KG         RVA MVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA MVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_mangiferae]_XP_041681833.1                      KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_proliferatum]_CVL11341.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_proliferatum_ET1]_XP_031083673.1                KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_fujikuroi]_SCN78580.1                           KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1             KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_sp._NRRL_25303]_KAF5626228.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_xylarioides]_KAG5746670.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_xylarioides]_KAG5788219.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_pseudocircinatum]_KAF5575212.1                  KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_pseudoanthophilum]_KAF5575021.1                 KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_verticillioides]_RBQ71412.1                     KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_verticillioides_7600]_XP_018746479.1            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1              KdG KdddddddddG       KdddddG    B  KdG          KG         RVA VVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_redolens]_XP_046051341.1                        KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_austroafricanum]_KAF4458007.1                   KdG KdddddddddG       KdddddG    B  KdG          KG         HVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........QY  

[Fusarium_flagelliforme]_XP_045986929.1                   KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........RY  

[Fusarium_sp._FIESC_RH6]_KAI1056250.1                     KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........QY  

[Fusarium_sporotrichioides]_RGP72309.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_poae]_XP_044713592.1                            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_venenatum]_XP_025590637.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_pseudograminearum]_KAF0641638.1                 KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_graminearum]_CAG1993854.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_graminearum]_PCD31638.1                         KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_graminearum]_CZS78629.1                         KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_graminearum]_CAF3606094.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_graminearum_PH-1]_XP_011318944.1                KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_culmorum]_QPC68571.1                            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_pseudograminearum]_QPC77441.1                   KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PVH          LP.........   A           A......       E..E S.   ........HY  

[Fusarium_longipes]_RGP79158.1                            KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLD    V  PLH          LP.........   A           A......       E..E S.   ........HY  

[Ilyonectria_destructans]_KAH7011941.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLE       PIH          LP.........   S           A......       EG.GKA.   ..........  

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1           KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLE       PIH          LP.........   S           A......       EG.GEA.   ..........  

[Ilyonectria_robusta]_XP_046104990.1                      KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLE       PIH          LP.........   S           A......       EG.GEA.   ..........  

[Dactylonectria_estremocensis]_KAH7149692.1               KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADYLLE       PIH          LP.........   S           A......       EG.GEA.   ..........  

[Dactylonectria_macrodidyma]_KAH7148923.1                 KdG KdddddddddG       KdddddG    B  KdG          KG          VA LVTIATPHRGS       FADYLLE       PIH          LP.........P  S           A......       EG.GEA.   ..........  

[Thelonectria_olida]_KAH6899778.1                         KdG KdddddddddG       KdddddG    B  KdG          KG         KVA LVTVATPHRGS       FADYLLD    L  PIH          LP.........   S           A......       K..N A.   ..........  

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1              KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADFLLD       PIH          LP.........   S           A......       E..QTA.   ..........  

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1             KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTIATPHRGS       FADFLLD       PIH          LP.........   S           A......       E..QTA.   ..........  

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.          KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTVATPHRGS       FADFLLD       PI           LP.........   S           A......       E..QTA.  Y..........  

[Purpureocillium_lilacinum]_XP_018174914.1                KdG KdddddddddG       KdddddG    B  KdG          KG         RVA LVTI TPHRGS       FADYVL         LH          LP.........   S    S      P......      SDSRRRS.L  ..........  

[Clonostachys_solani]_CAH0059244.1                        KdG KdddddddddG       KdddddG    B  KdG          KG          I  I TIATPHRGS       FADFLM        PIH          LP.........A KS T         H......      SD..S.A.   ..........  

[Clonostachys_rosea]_VUC36940.1                           KdG KdddddddddG       KdddddG    B  KdG          KG          I  I TIATPHRGS       FADFLM        PIH          LP.........V KS T         H......      SD..S.A.   ..........  

[Clonostachys_rhizophaga]_CAH0026503.1                    KdG KdddddddddG       KdddddG    B  KdG          KG          I  I TIATPHRGS       FADFLM        PIH          LP.........A KS T         H......      SD..S.A.   ..........  

[Emericellopsis_atlantica]_XP_046114137.1                 KdG KdddddddddG       KdddddG    B  KdG          KG          IA LVTVASPHRGS       FAD LL         VH          LP.........D  S           S......   V  QED.GQA.L  ..........  

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1            KdG KdddddddddG       KdddddG    B  KdG          KG          VA LVTV TPHRGS       FAD VLD       PL           LP.........E  S    S      H......   A   EDAADG.  Y..........  

[Pochonia_chlamydosporia_170]_XP_018148143.1              KdG KdddddddddG       KdddddG    B  KdG          KG         KVA L TI TPHHGS       FADYVL         M           LP.........   S T  S      P......      HS..SSG.I Y..........  

[Epichloe_festucae_Fl1]_QPG98063.1                        KdG KdddddddddG       KdddddG    B  KdG          KG          V  L TV TPHRGS       FADYVL         M           LP.........Q SS T  S      P......      HS..SSG.I Y..........  

[Colletotrichum_incanum]_KZL82863.1                       KdG KdddddddddG       KdddddG    B  KdG          KG         KVM LVTVATPHRGS       FADFLLD       PIK          L .........   S           A......       E..R.G.   .......... A

[Colletotrichum_simmondsii]_KXH39849.1                    KdG KdddddddddG       KdddddG    B  KdG          KG         KVL LVTVATPHRGS       FADYLLD       PIK          L .........   S           A......       G..Q.G.   .......... A

[Colletotrichum_sojae]_KAF6819546.1                       KdG KdddddddddG       KdddddG    B  KdG          KG          V  LVTVATPHRGS       FADYLVD       PIK          L .........D RS           A......       G..R.G.   .......... A

[Bacillus_licheniformis]_CAB95850.2_RN2                   KdG KdddddddddG       KdddddG    B  KdG          KG         KI  VI I               A  LV     A               LP.........  EN  P G.............G NG  SS..R ...............  

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi          JIH JIIIIIIIIIH       JIIIIIH    C  JIH          JH         KV   V       GT        A   L                     IP.........  KTY GFGPVYN  T......E SLR LK..QW...............  
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[Trichoderma_harzianum]_ThaL                      KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEA

[Trichoderma_harzianum]_KKO99473.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEA

[Trichoderma_guizhouense]_OPB43634.1              KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEG

[Trichoderma_simmonsii]_QYS94233.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEG

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEG

[Trichoderma_harzianum]_PKK42226.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEG

[Trichoderma_lentiforme]_KAF3077685.1_            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR EEG

[Trichoderma_harzianum]_PNP59423.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEA

[Trichoderma_virens_FT-333]_UKZ73321.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEA

[Trichoderma_virens_Gv29-8]_XP_013960763.1        KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  GV. R      S ....... G  .......... T  ..... R     RVR DEA

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GI. R      S ....... G  .......... T  ..... R     RVR DES

[Trichoderma_atroviride_IMI_206040]_XP_013943551.  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  SI. R      S ....... G  .......... T  ..... R     RVR DEA

[Trichoderma_gamsii]_PNP38305.1                   KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFN    D   R  SI. R      S ....... G  .......... T  ..... R    TKVL DEA

[Trichoderma_gamsii]_XP_018663207.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFN    D   R  SI. R      S ....... G  .......... T  ..... R    TKVL DEA

[Trichoderma_arundinaceum]_RFU75476.1             KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M EEFNP   D   R  GI. R      S ....... G  .......... T  ..... R     RVQ DES

[Trichoderma_gracile]_KAH0498535.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  SV. R      S ....... G  .......... T  ..... R     RVP DER

[Trichoderma_reesei_QM6a]_XP_006968245.1          KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M  EFNP   D   R  SV. R      S ....... G  .......... T  ..... RH    RVP DQA

[Trichoderma_citrinoviride]_XP_024753310.1        KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  SV. R      S ....... G  .......... T  ..... R     RVP DPA

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   I RAGLGT A       F QL          T RY     M DEFNP   D   R  SV. R      S ....... G  .......... T  ..... R     RVP VEG

[Hirsutella_minnesotensis_3608]_KJZ78693.1        KG   KddddddG B       B KG          B KG     B KdddG B B    LY   L KAGLGT A       F QL          T HY     M  EFNP N D   K  GV. K      Q ....... A  .......... T  ..... VN    Q P NPS

[Hirsutella_rhossiliensis]_XP_044725020.1         KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LEKAGLGT A       F QL          T RY     M  EFNP T D   K  RL.        K ....... A  .......... T  ..... AQ    Q P DPL

[Ophiocordyceps_sinensis_CO18]_EQK99704.1         KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LEKAGLGT A       F QL          T RY     M  EFNP T D   R  RV.        K ....... A  .......... T  ..... AQ    Q P DPS

[Tolypocladium_capitatum]_PNY29418.1              KG   KddddddG B       B KG          B KG     B KdddG B B    LY   L RAGLGT A       F QL          T RY     L DEFNP T D   R  GV. Q      K ....... A  .......... T  ..... A     R E DPS

[Tolypocladium_ophioglossoides_CBS_100239]_KND888  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   L RAGLGT A       F QL          T RY     M DEFNP T D   K  GV. Q      K ....... A  .......... T  ..... A     R V DPS

[Tolypocladium_paradoxum]_POR38551.1              KG   KddddddG B       B KG          B KG     B KdddG B B    LY   L RAGLGT A       F QL          T RY     M DEFNP T D   R  GV. Q      R ....... A  .......... T  ..... A     R E DPE

[Drechmeria_coniospora]_ODA83100.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     L  EFNP T D   R  SL.        R ....... A  .......... T  ..... AT    R R DPA

[Drechmeria_coniospora]_XP_040657415.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     L  EFNP T D   R  SL.        R ....... A  .......... T  ..... AT    R R DPA

[Ophiocordyceps_unilateralis]_PFH57814.1          KG   KddddddG B       B KG          B KG     B KdddG B B    LY   L RVGLGT A       F QL          T  Y     M DDFNP T D   R  GL. R      Q ....... E  .......... TL ..... T     R E DPS

[Fusarium_sp._AF-6]_RSL54391.1                    KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... A     S P CSD

[Fusarium_kuroshium]_RMJ16314.1                   KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... A     S P CPD

[Fusarium_sp._AF-8]_RSL70798.1                    KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... A     S P CPD

[Fusarium_ambrosium]_RSM11997.1                   KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... A     S P CPD

[Fusarium_floridanum]_RSL80024.1                  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... A     S P CPD

[Fusarium_vanettenii_77-13-4]_XP_003050716.1      KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... A     S P NPD

[Fusarium_solani]_XP_046134414.1                  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  WM.        A ....... A  .......... R  ..... T     S P CPD

[Fusarium_albosuccineum]_KAF4468415.1             KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  KT.        A ....... A  .......... R  ..... A     S P CAD

[Fusarium_decemcellulare]_KAF5011412.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M DEFNP T D   R  KT.        A ....... A  .......... R  ..... A     S P CAD

[Fusarium_sarcochroum]_KAF4964785.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LEKAGLGT A       F QL          T RY     M EEFNP T D   R  HT.        A ....... S  .......... R  ..... A     S P KPD

[Fusarium_avenaceum]_KAH6968652.1                 KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P RPD

[Fusarium_avenaceum]_KIL96274.1                   KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P RPD

[Fusarium_avenaceum]_KAG5656265.1                 KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P RPD

[Fusarium_tricinctum]_KAH7262197.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P RPD

[Fusarium_heterosporum]_KAF5663380.1              KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LEKAGLGT A       F QL          T RY     M EEFNP T D   R  HT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1      KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M  EFNP T D   Q  QT.F       A ....... S  .......... R  ..... AK    S P QPG

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1    KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M  EFNP T D   Q  QT.F       A ....... S  .......... R  ..... AK    S P QPD

[Fusarium_mangiferae]_XP_041681833.1              KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_proliferatum]_CVL11341.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_proliferatum_ET1]_XP_031083673.1        KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_fujikuroi]_SCN78580.1                   KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1     KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_sp._NRRL_25303]_KAF5626228.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LEKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_xylarioides]_KAG5746670.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_xylarioides]_KAG5788219.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_pseudocircinatum]_KAF5575212.1          KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_pseudoanthophilum]_KAF5575021.1         KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_verticillioides]_RBQ71412.1             KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_verticillioides_7600]_XP_018746479.1    KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1    KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0  KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1      KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_redolens]_XP_046051341.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY    EKAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P QPD

[Fusarium_austroafricanum]_KAF4458007.1           KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LEKAGLGT A       F QL          T RY     M EEFNP T D   Q  QT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_flagelliforme]_XP_045986929.1           KG   KddddddG B       B KG          B KG     B KdddG B B    LY    ERAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P RAD

[Fusarium_sp._FIESC_RH6]_KAI1056250.1             KG   KddddddG B       B KG          B KG     B KdddG B B    LY    ERAGLGT A       F QL          T RY     M EEFNP T D   R  QT.F       A ....... S  .......... R  ..... A     S P RAD

[Fusarium_sporotrichioides]_RGP72309.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_poae]_XP_044713592.1                    KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_venenatum]_XP_025590637.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_pseudograminearum]_KAF0641638.1         KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_graminearum]_CAG1993854.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_graminearum]_PCD31638.1                 KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_graminearum]_CZS78629.1                 KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_graminearum]_CAF3606094.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_graminearum_PH-1]_XP_011318944.1        KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_culmorum]_QPC68571.1                    KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_pseudograminearum]_QPC77441.1           KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     S P QPD

[Fusarium_longipes]_RGP79158.1                    KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T RY     M EEFNP T D   Q  KT.        A ....... S  .......... R  ..... A     N P QPD

[Ilyonectria_destructans]_KAH7011941.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T RY     M  EFNP T D   R  GA.     F  A ....... A  .......... R  ..... QS    A P SPD

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1   KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T RY     M  EFNP T D   R  GA.     F  A ....... A  .......... R  ..... QS    A P SPD

[Ilyonectria_robusta]_XP_046104990.1              KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T RY     M  EFNP T D   R  GA.     F  A ....... A  .......... R  ..... QS    A P SPD

[Dactylonectria_estremocensis]_KAH7149692.1       KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T RY     M DEFNP T D   R  GA.     F  A ....... A  .......... R  ..... Q     A R SPD

[Dactylonectria_macrodidyma]_KAH7148923.1         KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T RY     M DEFNP T D   R  GA.     F  A ....... A  .......... Q  ..... Q     A Q SPD

[Thelonectria_olida]_KAH6899778.1                 KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T RY     M DEFN  T D   R  GA.     F  A ....... A  .......... R  ..... T    AA P DPD

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1      KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LER GLGT A       F QL          T RY     L EEFN  T D   K  WA.   T    R ....... A  .......... R  ..... T    SA K IPG

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1     KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LER GLGT A       F QL          T RY     L EEFN  T D   K  WA.   T    R ....... A  .......... R  ..... T    SA K IPG

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.  KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LER GLGT A       F QL          T RY     L EEFN  T D   K  WA.   T    Q ....... A  .......... K  ..... T    SA K VPG

[Purpureocillium_lilacinum]_XP_018174914.1        KG   KddddddG B       B KG          B KG     B KdddG B B     Y      AGL T A       F QL            RY     L DDFNP N D   RF SL.FRA   S R ....... A  ..........GT  ..... A     A P DPA

[Clonostachys_solani]_CAH0059244.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAGLGT A       F QL          T  Y     M   FN    D   R  GL.        Q ....... S  .......... RE ..... TGT  ATVR RDD

[Clonostachys_rosea]_VUC36940.1                   KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T  Y     M   FN    D   R  GL.     F  Q ....... S  .......... RE ..... TQT  ATVQ RDD

[Clonostachys_rhizophaga]_CAH0026503.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAG GT A       F QL          T  Y     M   FN    D   R  GL.     F  Q ....... S  .......... RE ..... TQT  ATVR RDD

[Emericellopsis_atlantica]_XP_046114137.1         KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IER GLGT A       F QL          T        M   FNP T D   K  GL.   F    A ....... A  .......... TSH..... TKV   A P SPS

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1    KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGL T A       F QL          T  Y     M   FNP T D   R  GL.      D A ....... A  .......... RA ..... TGT   A P RDS

[Pochonia_chlamydosporia_170]_XP_018148143.1      KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGL T A       F QL          T  Y     M DEFNP T D   R  RL.      S S ....... S  .......... TS ..... R     R R DEA

[Epichloe_festucae_Fl1]_QPG98063.1                KG   KddddddG B       B KG          B KG     B KdddG B B    LY   LERAGLGT A       F QL          T  Y     M   FN    D   R  GV.        K ....... A  .......... TG ..... TGT  RDVV DDK

[Colletotrichum_incanum]_KZL82863.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAGLGT A       F QL          T KY     M EEFNP T D   N  GL.        Q ....... G  .......... Q  ..... E     R P NDE

[Colletotrichum_simmondsii]_KXH39849.1            KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAGLGT A       F QL          T RY     M E FNP T D   N  GL.        Q ....... E  .......... Q  ..... E K   A P SDE

[Colletotrichum_sojae]_KAF6819546.1               KG   KddddddG B       B KG          B KG     B KdddG B B    LY   IERAGLGT A       F QL          T  Y     M  EFNP T D   N  GL.        R ....... G  .......... RD ..... ER    A P SER

[Bacillus_licheniformis]_CAB95850.2_RN2           KG   KddddddG B       B KG          B KG     B KdddG B B               GT            I          T  Y                   ............  DP.......NQK ....LY.... SV S..................

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi  JH   JIIIIIIH C       C JH          C JH     C JIIIH C C    L                                   T  F                   G ................................... DA .....CPGCIDAVPPSDVI

η5 α7 α8 α9 α10 



 jjjjjjk  jjk      jjk     iiii ii iii          i     lll                          TT      .      ..........            2Z5G_1|Chains                                    
       270       280       290                  300                  X         X         X                    X         

2Z5G_1|Chains                                    DEEEEEF                      DF DF A A          DEEEF DF DF   Y SF                        A V               L  YR P   I TY L  STERTYRGALTGNHYPELGMNAFS . VCAPF.......... GS  N TLG D

[Trichoderma_harzianum]_ThaL                     KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_harzianum]_KKO99473.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_guizhouense]_OPB43634.1             KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_simmonsii]_QYS94233.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1 KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_harzianum]_PKK42226.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_lentiforme]_KAF3077685.1_           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_harzianum]_PNP59423.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  D

[Trichoderma_virens_FT-333]_UKZ73321.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  N  D

[Trichoderma_virens_Gv29-8]_XP_013960763.1       KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  N  D

[Trichoderma_asperellum_CBS_433.97]_XP_024756506. KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR P  VV        ......................  .  E S .......... GA  L YG  G

[Trichoderma_atroviride_IMI_206040]_XP_013943551. KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  G

[Trichoderma_gamsii]_PNP38305.1                  KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR P  VV        ......................  .  E S .......... GA  L YG  G

[Trichoderma_gamsii]_XP_018663207.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR P  VV        ......................  .  E S .......... GA  L YG  G

[Trichoderma_arundinaceum]_RFU75476.1            KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA ID P L          L  FR PH VV        ......................  .  E S .......... GA  L  G  S

[Trichoderma_gracile]_KAH0498535.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM ID P L          L  FR P  VI        ......................  .  E S .......... GA  V YG  W

[Trichoderma_reesei_QM6a]_XP_006968245.1         KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM ID P L          L  FR P  VI        ......................  .  E S .......... GA  V YG  W

[Trichoderma_citrinoviride]_XP_024753310.1       KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM ID P L          L  FR P  VV        ......................  .  E S .......... GA  V YG  K

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011 KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM ID P L          L  FR PH VI        ......................  .  E S .......... GA  V  G  W

[Hirsutella_minnesotensis_3608]_KJZ78693.1       KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                       V  D P V          LSPFR PH VI        ......................S .T T P ..........     L  R  D

[Hirsutella_rhossiliensis]_XP_044725020.1        KdddddG                      KG KG B B          KdddG KG KG VRYYSYG                      AV ID P L          LSPFR    VI        ......................  .  K P ..........     LSYK  D

[Ophiocordyceps_sinensis_CO18]_EQK99704.1        KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV  D P L          LSPFR  H VI        ......................  .S A S ..........     LS N  D

[Tolypocladium_capitatum]_PNY29418.1             KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA M  P L          LSPFR  H VI        ......................  . NE P ..........     LS R  E

[Tolypocladium_ophioglossoides_CBS_100239]_KND888 KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV M  P L          LSPFR    VI        ......................  . NE P ..........     LSYR  G

[Tolypocladium_paradoxum]_POR38551.1             KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV M  P L          LSPFR  H VI        ......................  . RE P ..........     LS R  G

[Drechmeria_coniospora]_ODA83100.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV VE   L           SPFR P  II        ......................  .  DLP ..........F    L QK  A

[Drechmeria_coniospora]_XP_040657415.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV VE   L           SPFR P  II        ......................  .  DLP ..........F    L QK  A

[Ophiocordyceps_unilateralis]_PFH57814.1         KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV A  P L           SPFR PH II        ......................  . PS S ..........F    L  R  E

[Fusarium_sp._AF-6]_RSL54391.1                   KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VV        ......................  .  R A ..........     H  A  T

[Fusarium_kuroshium]_RMJ16314.1                  KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_sp._AF-8]_RSL70798.1                   KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_ambrosium]_RSM11997.1                  KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_floridanum]_RSL80024.1                 KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_vanettenii_77-13-4]_XP_003050716.1     KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_solani]_XP_046134414.1                 KdddddG                      KG KG B B          KdddG KG KG VHYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_albosuccineum]_KAF4468415.1            KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P M          LSPFR PH VM        ......................  .  Q A ..........     H  A  T

[Fusarium_decemcellulare]_KAF5011412.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_sarcochroum]_KAF4964785.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR P  VM        ......................  .  Q P ..........     H YA  T

[Fusarium_avenaceum]_KAH6968652.1                KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  Q A ..........     H  A  T

[Fusarium_avenaceum]_KIL96274.1                  KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  Q A ..........     H  A  T

[Fusarium_avenaceum]_KAG5656265.1                KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  Q A ..........     H  A  T

[Fusarium_tricinctum]_KAH7262197.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  H A ..........     H  A  T

[Fusarium_heterosporum]_KAF5663380.1             KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  Q A ..........     H  A  M

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1     KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1   KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_mangiferae]_XP_041681833.1             KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  T

[Fusarium_proliferatum]_CVL11341.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  T

[Fusarium_proliferatum_ET1]_XP_031083673.1       KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  T

[Fusarium_fujikuroi]_SCN78580.1                  KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  T

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1    KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  T

[Fusarium_sp._NRRL_25303]_KAF5626228.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  T

[Fusarium_xylarioides]_KAG5746670.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_xylarioides]_KAG5788219.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_pseudocircinatum]_KAF5575212.1         KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_pseudoanthophilum]_KAF5575021.1        KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_verticillioides]_RBQ71412.1            KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_verticillioides_7600]_XP_018746479.1   KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1   KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0 KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1     KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_redolens]_XP_046051341.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_austroafricanum]_KAF4458007.1          KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_flagelliforme]_XP_045986929.1          KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_sp._FIESC_RH6]_KAI1056250.1            KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_sporotrichioides]_RGP72309.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_poae]_XP_044713592.1                   KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_venenatum]_XP_025590637.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_pseudograminearum]_KAF0641638.1        KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_graminearum]_CAG1993854.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_graminearum]_PCD31638.1                KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_graminearum]_CZS78629.1                KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_graminearum]_CAF3606094.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_graminearum_PH-1]_XP_011318944.1       KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_culmorum]_QPC68571.1                   KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_pseudograminearum]_QPC77441.1          KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VM        ......................  .  R A ..........     H  A  T

[Fusarium_longipes]_RGP79158.1                   KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH IM        ......................  .  R A ..........     H  A  A

[Ilyonectria_destructans]_KAH7011941.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA V  P L          LNPFR PH VL        ......................  F KT P ..........     Y  G  A

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1  KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA V  P L          LNPFR PH VL        ......................  F KT P ..........     Y  G  A

[Ilyonectria_robusta]_XP_046104990.1             KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA V  P L          LSPFR PH VL        ......................  F KT P ..........     Y  G  A

[Dactylonectria_estremocensis]_KAH7149692.1      KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA VE P L          LSPFR PH VL        ......................  F  T P ..........     Y  G  T

[Dactylonectria_macrodidyma]_KAH7148923.1        KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA V  P L          LSPFR PH IL        ......................  F GT P ..........     Y  S  T

[Thelonectria_olida]_KAH6899778.1                KdddddG                      KG KG B B          KdddG KG KG V YFSYG                      AA  D P L          LSPFR  H VI  Q     ......................  LE V P ..........     HS G  A

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1     KdddddG                      KG KG B B          KdddG KG KG V YYSYG                      A     P L          LSPFR  H II  Q     ...................... SLTQP P ..........     QS R  S

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1    KdddddG                      KG KG B B          KdddG KG KG V YYSYG                      A     P L          LSPFR  H II  Q     ...................... SLTQP P ..........     QS R  S

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815. KdddddG                      KG KG B B          KdddG KG KG V YYSYG                      A     P L          LSPFR  H II  Q     ...................... SLTQP P ..........     QS R  S

[Purpureocillium_lilacinum]_XP_018174914.1       KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AA L    L          LSPFR  H VI        ......................  . HTAQ P........M     LS G  R

[Clonostachys_solani]_CAH0059244.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM MD P L          LSPFR P  LI        ......................  .  E A ..........     Q WR  E

[Clonostachys_rosea]_VUC36940.1                  KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM MD P L          LSPFR P  LI        ......................  .  E A ..........     Q WR  E

[Clonostachys_rhizophaga]_CAH0026503.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM MD P L          LSPFR P  LI        ......................  .  E A ..........     Q WR  D

[Emericellopsis_atlantica]_XP_046114137.1        KdddddG                      KG KG B B          KdddG KG KG  RYFSYG                      A     P L          LSPFR    AI T      ...................... S.TTE P ..........     QSWH  T

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1   KdddddG                      KG KG B B          KdddG KG KG V YFSYG                      A   D P L          LSPFR    LI  Q     ...................... R.C E P ..........     RSWQ  R

[Pochonia_chlamydosporia_170]_XP_018148143.1     KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AM M  P L          LSPFR PK II        ......................  . AP P ..........     I  R  E

[Epichloe_festucae_Fl1]_QPG98063.1               KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      AV MD P L          LSPFR P  IV        ......................  .  P P ..........     L QR  E

[Colletotrichum_incanum]_KZL82863.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      A   D P L          LSPFR  H IL        ...................... C.T R P ..........     QS R  E

[Colletotrichum_simmondsii]_KXH39849.1           KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      A   D P L          LSPFR  H VI        ...................... C.T R P ..........     QS W  E

[Colletotrichum_sojae]_KAF6819546.1              KdddddG                      KG KG B B          KdddG KG KG VRYFSYG                      A     P L          LSPFR  H IL        ...................... C.TGT P ..........     QS R  D

[Bacillus_licheniformis]_CAB95850.2_RN2          KdddddG                      KG KG B B          KdddG KG KG                               A                             .............................S .............................

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi JIIIIIH                      JH JH C C          JIIIH JH JH  R    G                      V  V  P            VTPY      I D LHEG ...................... T. PG TYTNIMSKLDLQ    ..TSGR D

β7 β8 β9 α11 α12 η6 



lll        lll           jjk         jjjjjjk     lll                           TT                                       2Z5G_1|Chains                                    
310       320       330       340       350       360         X         X         X         X         X         X         

2Z5G_1|Chains                                     DEF DEEEEEF         DEEEEF DEEEF          DEEEEEEEEEEEEEF D     NDGIVN           S R   Y GTL            V HLEII        DRWLE      TVSMNGPKRGS D IVP D   KKGVWNDMGTYN D     G.......

[Trichoderma_harzianum]_ThaL                      KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_harzianum]_KKO99473.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_guizhouense]_OPB43634.1              KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_simmonsii]_QYS94233.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1  KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_harzianum]_PKK42226.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_lentiforme]_KAF3077685.1_            KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_harzianum]_PNP59423.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          MGVSHLDLINWSNRA WKR  E       .........K     V     ..........               R 

[Trichoderma_virens_FT-333]_UKZ73321.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV         ESSRWG YKGTL          MGVSHLDLINWSNRA WRR  E       .........      M     ..........               R 

[Trichoderma_virens_Gv29-8]_XP_013960763.1        KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV         ESSRWG YKGTL          MGVSHLDLINWSNRA WRR  E       .........      M     ..........               R 

[Trichoderma_asperellum_CBS_433.97]_XP_024756506.  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG Y GTL          MGVSHLDLINWSNRA WR   E       .........      V Q   ..........               A 

[Trichoderma_atroviride_IMI_206040]_XP_013943551.  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YRGTL          MGVSHLDLINWSNRA WR   E       .........      V     ..........               A 

[Trichoderma_gamsii]_PNP38305.1                   KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YRGTL          MGVSHLDLINWSNRA WR   E       .........      V     ..........               A 

[Trichoderma_gamsii]_XP_018663207.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YRGTL          MGVSHLDLINWSNRA WR   E       .........      V     ..........               A 

[Trichoderma_arundinaceum]_RFU75476.1             KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          MGVSHLDLINWSNRA WK   D       .........      A     ..........               A 

[Trichoderma_gracile]_KAH0498535.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          VGVSHLDLINWSNRA WEK  E       .........R     E     ..........               R 

[Trichoderma_reesei_QM6a]_XP_006968245.1          KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          VGVSHLDLINWSNRA WEK  E       .........R     E     ..........               R 

[Trichoderma_citrinoviride]_XP_024753310.1        KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV          SSRWG YKGTL          VGVSHLDLINWSNRA WA   E       .........A     V     ..........               R 

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011  KdG KdddddG         KddddG KdddG          KdddddddddddddG K  EG NDGLVSV          SSRWG YKGTL          VGVSHLDLINWSNRA WDR  E       .........R     E     ..........               R 

[Hirsutella_minnesotensis_3608]_KJZ78693.1        KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG Y GTL          VGVSHLDLINWTNRL WE   P       .........      K E   ..........               R 

[Hirsutella_rhossiliensis]_XP_044725020.1         KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         DSSRWG Y GTL          VGVSHLDLINWTNKV WE   P       .........      I E   ..........               R 

[Ophiocordyceps_sinensis_CO18]_EQK99704.1         KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV          SSRWG Y GTL          VGVSHLDLINWTNKL WE   P       .........A     R E   ..........               R 

[Tolypocladium_capitatum]_PNY29418.1              KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         DSSRWG Y GTL          LGVSHLDLINW NRV WE   P       .........      T E   ..........           P   R 

[Tolypocladium_ophioglossoides_CBS_100239]_KND888  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         DSSRWG Y GTL          LGVSHLDLINW NRV WE   P       .........      T E   ..........           P   R 

[Tolypocladium_paradoxum]_POR38551.1              KdG KdddddG         KddddG KdddG          KdddddddddddddG K VEG NDGLVSV         DSSRWG Y GTL          LGVSHLDLINW NRV WD   P       .........      T E   ..........           P   R 

[Drechmeria_coniospora]_ODA83100.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLV V         DSSRWG Y GTL          LGVSHLDLINWSNRA WQ   P     G .........      Q E   ..........               R 

[Drechmeria_coniospora]_XP_040657415.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLV V         DSSRWG Y GTL          LGVSHLDLINWSNRA WQ   P     G .........      Q E   ..........               R 

[Ophiocordyceps_unilateralis]_PFH57814.1          KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG Y GTI           GVSHLDLINWSNRL WQ   P       .........      T E   ..........D              R 

[Fusarium_sp._AF-6]_RSL54391.1                    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRM WK   P       .........      T     ..........               G 

[Fusarium_kuroshium]_RMJ16314.1                   KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRM WK   P       .........      T     ..........               G 

[Fusarium_sp._AF-8]_RSL70798.1                    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRM WK   P       .........      T     ..........               G 

[Fusarium_ambrosium]_RSM11997.1                   KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRM WK   P       .........      T     ..........               G 

[Fusarium_floridanum]_RSL80024.1                  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRM WK   P       .........      T     ..........               G 

[Fusarium_vanettenii_77-13-4]_XP_003050716.1      KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WK   P       .........      T     ..........               G 

[Fusarium_solani]_XP_046134414.1                  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRM WK   P       .........      T     ..........               G 

[Fusarium_albosuccineum]_KAF4468415.1             KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_decemcellulare]_KAF5011412.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_sarcochroum]_KAF4964785.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   Q  T     ..........               G 

[Fusarium_avenaceum]_KAH6968652.1                 KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          VGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_avenaceum]_KIL96274.1                   KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          VGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_avenaceum]_KAG5656265.1                 KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          VGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_tricinctum]_KAH7262197.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          VGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_heterosporum]_KAF5663380.1              KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          VGVSHLDLINWSNRV WQ   P       .........   N  T     ..........               G 

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1      KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_mangiferae]_XP_041681833.1              KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_proliferatum]_CVL11341.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_proliferatum_ET1]_XP_031083673.1        KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_fujikuroi]_SCN78580.1                   KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1     KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_sp._NRRL_25303]_KAF5626228.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_xylarioides]_KAG5746670.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_xylarioides]_KAG5788219.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_pseudocircinatum]_KAF5575212.1          KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_pseudoanthophilum]_KAF5575021.1         KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_verticillioides]_RBQ71412.1             KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_verticillioides_7600]_XP_018746479.1    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               S 

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1      KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_redolens]_XP_046051341.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_austroafricanum]_KAF4458007.1           KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_flagelliforme]_XP_045986929.1           KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          VGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_sp._FIESC_RH6]_KAI1056250.1             KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSHWG YKGTL          LGVSHLDLINWSNRV WQ   P       .........      T     ..........               G 

[Fusarium_sporotrichioides]_RGP72309.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_poae]_XP_044713592.1                    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_venenatum]_XP_025590637.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_pseudograminearum]_KAF0641638.1         KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_graminearum]_CAG1993854.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_graminearum]_PCD31638.1                 KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_graminearum]_CZS78629.1                 KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_graminearum]_CAF3606094.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_graminearum_PH-1]_XP_011318944.1        KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_culmorum]_QPC68571.1                    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_pseudograminearum]_QPC77441.1           KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Fusarium_longipes]_RGP79158.1                    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YKGTL          LGVSHLDLINWSNRV WQ   P       .........   S  T     ..........               G 

[Ilyonectria_destructans]_KAH7011941.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K VEG NDGLVSV         ESSRWG YKGTL          LGVSHLDLINWSNRM WT   P       .........      T     ..........               G 

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1   KdG KdddddG         KddddG KdddG          KdddddddddddddG K VEG NDGLVSV         ESSRWG YKGTL          LGVSHLDLINWSNRM WT   P       .........      T     ..........               G 

[Ilyonectria_robusta]_XP_046104990.1              KdG KdddddG         KddddG KdddG          KdddddddddddddG K VEG NDGLVSV         ESSRWG YKGTL          LGVSHLDLINWSNRM WT   P       .........      T     ..........               G 

[Dactylonectria_estremocensis]_KAH7149692.1       KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          LGVSHLDLINWSNRV WA   P       .........      T     ..........               K 

[Dactylonectria_macrodidyma]_KAH7148923.1         KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          L VSHLDLINWSNRV WA   P       .........      T     .......... D             K 

[Thelonectria_olida]_KAH6899778.1                 KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         DSSRWG YKGTL          VGVSHLDLINWSNRM WE   P       .........      T     ..........               R 

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1      KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG ND LVSV         DSSRWG YKGTL          VGVSHLDLINWSNRM WQ   P  S    .........      T     ..........               R 

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1     KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG ND LVSV         DSSRWG YKGTL          VGVSHLDLINWSNRM WQ   P  S    .........      T     ..........               R 

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815.  KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG ND LVSV         DSSRWG YKGTL          IGVSHLDLINWSNRM WQ   P  S    .........      T     ..........               R 

[Purpureocillium_lilacinum]_XP_018174914.1        KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          LGVSHLDLINW NKV WE   A       .........      E     ..........           P   R 

[Clonostachys_solani]_CAH0059244.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          VGVSHLDLINWSNRV WE   P       .........      T     ..........               R 

[Clonostachys_rosea]_VUC36940.1                   KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          VGVSHLDLINWSNRV WE   P       .........      T     ..........               R 

[Clonostachys_rhizophaga]_CAH0026503.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESSRWG YKGTL          V VSHLDLINWSNRV WE   P       .........      T     .......... D             R 

[Emericellopsis_atlantica]_XP_046114137.1         KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLV V         DSS WG YKGTL          VGVSHLDLINWSN V WK   A     A .........   C  D     ..........             Q K 

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1    KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV         ESS WG YRGTL          VGVSHLDLINWSNRV WD   A       .........   Q  A     ..........               R 

[Pochonia_chlamydosporia_170]_XP_018148143.1      KdG KdddddG         KddddG KdddG          KdddddddddddddG K VEG NDGLVSV         ES RWG Y GTL          VGVNHLDLINW NRV WE   V       .........  A   A Q   ..........           P   R 

[Epichloe_festucae_Fl1]_QPG98063.1                KdG KdddddG         KddddG KdddG          KdddddddddddddG K   G NDGLVSV         ESSRWG Y GTL          LGVNHLDLINWSNRV WRSQ A       .........      V Q   ..........               R 

[Colletotrichum_incanum]_KZL82863.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV          SSRWG Y GTL          L VSHLDLINWSNRL WE   A       .........A     K Q   .......... D             K 

[Colletotrichum_simmondsii]_KXH39849.1            KdG KdddddG         KddddG KdddG          KdddddddddddddG K AEG NDGLVSV          SSRWG YKGTL          L VSHLDLINWSNRL WE   A       .........A     K     .......... D             K 

[Colletotrichum_sojae]_KAF6819546.1               KdG KdddddG         KddddG KdddG          KdddddddddddddG K VEG NDGLVSV          SSRWG YKGTL          L VSHLDLINWSNRL WE   A       .........H     D     .......... E             R 

[Bacillus_licheniformis]_CAB95850.2_RN2           KdG KdddddG         KddddG KdddG          KdddddddddddddG K        LI V           SR    R  L           GV HI LLT SS V  .......D  V ...N.....SL  LIGA NV .........IH  G  G   .  Q KG

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi  JIH JIIIIIH         JIIIIH JIIIH          JIIIIIIIIIIIIIH J     N  L  A           S      G A          V  N   MIQW      EEGAK IV QD .........CP DIAGHI M .......... DP ISN    A.....
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[Trichoderma_harzianum]_ThaL                     dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_harzianum]_KKO99473.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_guizhouense]_OPB43634.1             dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_simmonsii]_QYS94233.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1 dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_harzianum]_PKK42226.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_lentiforme]_KAF3077685.1_           dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_harzianum]_PNP59423.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_virens_FT-333]_UKZ73321.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVVDMLAKEG                                 .        .                 L............................

[Trichoderma_virens_Gv29-8]_XP_013960763.1       dddG KddddddG KdddddddddddddddG                             TVRE WMGMRRTF NAVAFYLDVVDMLAKEG                                 .        .                 L............................

[Trichoderma_asperellum_CBS_433.97]_XP_024756506. dddG KddddddG KdddddddddddddddG                             TMRE WMGMKRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_atroviride_IMI_206040]_XP_013943551. dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_gamsii]_PNP38305.1                  dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_gamsii]_XP_018663207.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_arundinaceum]_RFU75476.1            dddG KddddddG KdddddddddddddddG                             TMRE WMGMKRTF NAVAFYLDVADMLAKEG                                 .        .                 L............................

[Trichoderma_gracile]_KAH0498535.1               dddG KddddddG KdddddddddddddddG                              VRE WMGMKRTF NAVAFYLDVADMLAKEG                             A   .        .                 L............................

[Trichoderma_reesei_QM6a]_XP_006968245.1         dddG KddddddG KdddddddddddddddG                              VRE WMGMKRTF NAVAFYLDVADMLAKEG                             A   .        .                 L............................

[Trichoderma_citrinoviride]_XP_024753310.1       dddG KddddddG KdddddddddddddddG                              VRE WMGMRRNF NAVAFYLDVADMLAKEG                             A   .        .                 L............................

[Trichoderma_longibrachiatum_ATCC_18648]_PTB78011 dddG KddddddG KdddddddddddddddG                              VRE WMGMRRTF NAVAFYLDVADMLAKEG                             A   .        .                 L............................

[Hirsutella_minnesotensis_3608]_KJZ78693.1       dddG KddddddG KdddddddddddddddG                             TVRE WVGIKRTF NAIAFYL I DMLAK G                                 .        .       A T     Q L............................

[Hirsutella_rhossiliensis]_XP_044725020.1        dddG KddddddG KdddddddddddddddG                             TVRE WMG KKTF NAIAFYL I DMLAREG                                 .   Y    .       A T       L............................

[Ophiocordyceps_sinensis_CO18]_EQK99704.1        dddG KddddddG KdddddddddddddddG                              MRE  IGIKRTF NAIAFYL I DMLAREG                             M   .C       .       A T       L............................

[Tolypocladium_capitatum]_PNY29418.1             dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAIAFYL I DMLAKEG                                 .        .       G T       L............................

[Tolypocladium_ophioglossoides_CBS_100239]_KND888 dddG KddddddG KdddddddddddddddG                             TVRE WMG KRTF NAIAFYL I DMLAKEG                                 .   R    .       G T       L............................

[Tolypocladium_paradoxum]_POR38551.1             dddG KddddddG KdddddddddddddddG                             TVRE WMG KR F NAIAFYL I DMLAK G                                 .   T  A .       G T     A L............................

[Drechmeria_coniospora]_ODA83100.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGVKRNF NAVAFYL IADMLAREG                                 .        .       G         L............................

[Drechmeria_coniospora]_XP_040657415.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGVKRNF NAVAFYL IADMLAREG                                 .        .       G         L............................

[Ophiocordyceps_unilateralis]_PFH57814.1         dddG KddddddG KdddddddddddddddG                             TVRE WMGVRRNF NAIAFYL I D LAKEG                                 .        .       A T R     F............................

[Fusarium_sp._AF-6]_RSL54391.1                   dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_kuroshium]_RMJ16314.1                  dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_sp._AF-8]_RSL70798.1                   dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMIAKEG                                 .        .                 Y............................

[Fusarium_ambrosium]_RSM11997.1                  dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_floridanum]_RSL80024.1                 dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_vanettenii_77-13-4]_XP_003050716.1     dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_solani]_XP_046134414.1                 dddG KddddddG KdddddddddddddddG                             TVRE WMGIRRTF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_albosuccineum]_KAF4468415.1            dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRTF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_decemcellulare]_KAF5011412.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRTF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_sarcochroum]_KAF4964785.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAYYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_avenaceum]_KAH6968652.1                dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_avenaceum]_KIL96274.1                  dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_avenaceum]_KAG5656265.1                dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_tricinctum]_KAH7262197.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_heterosporum]_KAF5663380.1             dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_sp._MPI-SDFR-AT-0072]_KAH7164412.1     dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_oxysporum_f._sp._rapae]_KAG7414252.1   dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_mangiferae]_XP_041681833.1             dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_proliferatum]_CVL11341.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_proliferatum_ET1]_XP_031083673.1       dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_fujikuroi]_SCN78580.1                  dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_fujikuroi_IMI_58289]_XP_023430709.1    dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_sp._NRRL_25303]_KAF5626228.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKE                                  .        .                ATLPRTLDENPPSSTFVPRDPVIALAVDKR

[Fusarium_xylarioides]_KAG5746670.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_xylarioides]_KAG5788219.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_pseudocircinatum]_KAF5575212.1         dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKE                                  .        .                ATLPRTLDENPPSSTFVPRDPVIALAVDKR

[Fusarium_pseudoanthophilum]_KAF5575021.1        dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKE                                  .        .                ATLPRTLDENPPSSTFAPRDPVIALAVDKR

[Fusarium_verticillioides]_RBQ71412.1            dddG KddddddG KdddddddddddddddG                             TVRE WVGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_verticillioides_7600]_XP_018746479.1   dddG KddddddG KdddddddddddddddG                             TVRE WVGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_oxysporum_NRRL_32931]_XP_031039788.1   dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_oxysporum_f._sp._lycopersici_4287]_XP_0 dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_oxysporum_f._sp._cepae]_RKK20771.1     dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_redolens]_XP_046051341.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGIKK F NAIAFYLDIADMLAKEG                                 .      K .                 Y............................

[Fusarium_austroafricanum]_KAF4458007.1          dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Fusarium_flagelliforme]_XP_045986929.1          dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_sp._FIESC_RH6]_KAI1056250.1            dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_sporotrichioides]_RGP72309.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_poae]_XP_044713592.1                   dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_venenatum]_XP_025590637.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_pseudograminearum]_KAF0641638.1        dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_graminearum]_CAG1993854.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_graminearum]_PCD31638.1                dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_graminearum]_CZS78629.1                dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_graminearum]_CAF3606094.1              dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_graminearum_PH-1]_XP_011318944.1       dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_culmorum]_QPC68571.1                   dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_pseudograminearum]_QPC77441.1          dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Fusarium_longipes]_RGP79158.1                   dddG KddddddG KdddddddddddddddG                             TVRE WMGIKKNF NAIAFYLDIADMLAKEG                                 .        .                 F............................

[Ilyonectria_destructans]_KAH7011941.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAIAFYLDMADMLAKEG                                 .        .                 L............................

[Ilyonectria_sp._MPI-CAGE-AT-0026]_KAH6985660.1  dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAIAFYLDMADMLAKEG                                 .        .                 L............................

[Ilyonectria_robusta]_XP_046104990.1             dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRTF NAIAFYLDMADMLAKEG                                 .        .                 L............................

[Dactylonectria_estremocensis]_KAH7149692.1      dddG KddddddG KdddddddddddddddG                             TMRE WMGMKRNF NAIAFYLDMADMLAKE                                  .        .                DL............................

[Dactylonectria_macrodidyma]_KAH7148923.1        dddG KddddddG KdddddddddddddddG                             TVRE WIGMKRNF NAIAFYLDMADMLAKEG                                 .        .                 L............................

[Thelonectria_olida]_KAH6899778.1                dddG KddddddG KdddddddddddddddG                             TVRE WMGMKRNF NAIAFYLDIADMLAKEG                                 .        .                 L............................

[Stachybotrys_chartarum_IBT_7711]_KEY69997.1     dddG KddddddG KdddddddddddddddG                             TLRE  MGMKKTF NAVAFYLDIADMLAKEG                                 .L       .                 L............................

[Stachybotrys_chartarum_IBT_40293]_KFA50745.1    dddG KddddddG KdddddddddddddddG                             TLRE  MGMKKTF NAVAFYLDIADMLAKEG                                 .L       .                 L............................

[Stachybotrys_chlorohalonata_IBT_40285]_KFA62815. dddG KddddddG KdddddddddddddddG                             TLRE  MGMKKTF NAVAFYLDIADMLAKEG                                 .L       .                 L............................

[Purpureocillium_lilacinum]_XP_018174914.1       dddG KddddddG KdddddddddddddddG                             TVRE WMGIKRNF NAVAFYLDIADMLAKEG                                 .        .                 Y............................

[Clonostachys_solani]_CAH0059244.1               dddG KddddddG KdddddddddddddddG                             TVRE WMGVKRTF NAIAFYLDIADMLAKEG                                 .        .                 L............................

[Clonostachys_rosea]_VUC36940.1                  dddG KddddddG KdddddddddddddddG                             TVRE WMGVKRTF NAIAFYLDIADMLAKEG                                 .        .                 L............................

[Clonostachys_rhizophaga]_CAH0026503.1           dddG KddddddG KdddddddddddddddG                             TVRE WMGVKRTF NAIAFYLDIADMLAKEG                                 .        .                 L............................

[Emericellopsis_atlantica]_XP_046114137.1        dddG KddddddG KdddddddddddddddG                              VRE WMGMKRTF NAIAFYLDVADMLAKEG                             M   .        .                 L............................

[Acremonium_chrysogenum_ATCC_11550]_KFH46845.1   dddG KddddddG KdddddddddddddddG                             TLRE WMGMKRNF NAIAFYLDIADMLAKEG                                 .        .                 Y............................

[Pochonia_chlamydosporia_170]_XP_018148143.1     dddG KddddddG KdddddddddddddddG                              VR  WIGVRK F NAVAFYL IADMLAREG                             M  G.      R .       G         L............................

[Epichloe_festucae_Fl1]_QPG98063.1               dddG KddddddG KdddddddddddddddG                              VK  WMGVRR F NAVAFYL IADMLAKEG                             M  R.      G .       G         L............................

[Colletotrichum_incanum]_KZL82863.1              dddG KddddddG KdddddddddddddddG                             TLR  WMG  RTF NAVAFYLDIADMLAKEG                                KV   QA   .                 L............................

[Colletotrichum_simmondsii]_KXH39849.1           dddG KddddddG KdddddddddddddddG                             TLR  WMG  RTF NAVAFYLDIADMLAKEG                                KV   QT   .                 L............................

[Colletotrichum_sojae]_KAF6819546.1              dddG KddddddG KdddddddddddddddG                             TLR  WMG  RTF NAVAFYLDIADMLAKEG                                KV   QT   .                 L............................

[Bacillus_licheniformis]_CAB95850.2_RN2          dddG KddddddG KdddddddddddddddG                              IKE   G   N  N                                             Y   GLN GGQ T. .............................................

[Trichosporon_asahii_var._asahii]_AGN98126.1_TaLi IIIH JIIIIIIH JIIIIIIIIIIIIIIIH                                    G          FFL I                                     .....ID RNGPLPKCKP   A .....................................
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[Trichoderma_harzianum]_ThaL                     ...................................                         

[Trichoderma_harzianum]_KKO99473.1               ...................................                         

[Trichoderma_guizhouense]_OPB43634.1             ...................................                         

[Trichoderma_simmonsii]_QYS94233.1               ...................................                         

[Trichoderma_harzianum_CBS_226.95]_XP_024777038.1 ...................................                         
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