Supplementary Figures

0 0156276181 ora st apric Grous] RGP0 G AN 00 1 SEERN A oxc i ey T O AR R BT 8 150
EEC73617.1_[Oryza_sativa_Indica_Group] INATRPGPL TEVIPV-RL GNF KY VWAAPVWAHGARRVIRNG. WGDLDI AFSLI LPSLLLRIM HNGI W SL LFNGLVF} L SPVEF LYY VF HRAL VI HPFAEHVWAYFI LEAIPI LSTI ¥LG 199
XP_006647531.1_[Oryza_brachyantha] INATRPGPLT EVPVICRL GNF KY VWANAPVVVHEAHRVVS KG. WGDI BLAYSLI LPSLLLRM HNOI W SL /Of LFNGLLFYVGYL HRALI TEPI TSVI HPFAEHVWYF | LEAI PI ESTI YVG 199
XP_020161878.1_[Aegilops_tauschii_subsp._tauschii] INATRPGPL T EVPVCRIGNE KY L VNAPVVHGAY RVNKG. WGDI BLAYSLI LPSLALRM HNOI W 5L DRI VFNGLLFS L 'LVRTBGAVATAL L HAGPVE F L Y Y VF HRAL HHHE L YSRYHSHHHAS| VTEPI TSVI HPFGEH WWFTLEAI PALSTWYNG 199
Ntsssss ctam sesiomn TR 1 P L AAPUANIEA RANAG 4B SLAL R e Ve fhvr ? e i orceh Wi TLFA LSTING 195
XP_003575378.1_[Brachypodium_distachyon] IVATRPGPL T EPVICRL GNF KY L VNAPVWVHGAHRVNTKG. WGDI DLAYALI LPSLELRM HNOI W 5L /ORGI | FNGLLF L LHAGPVEFL YY VF HRAL TEPI /I HPFGEHVWE TLFAI PALSTI ¥NG 199
XP_002454185.1_[Sorghum _bicolor] INATRPGPL TEVPVCRL GNF KY L VNGPVWVDGARRVVARG. WGDI DLAFALI LPSL L LRNAHNG | LNGLLFYAGYLAI LHAGPVEF LYY VF HRAL HHHF L YSRYHSHHHS S| VTEPI TSVI HPFAEHMAYVLEAI PALSTWI G 199
Az s ) TR UL G INAPUAVRCAMAE Vet b4 L 1 ma e LG an DS 190
XP_004953128.1_[Setaria_italica] NATRPCPL! LI LPSLLL I LNGLLEYVAYLLI LHAGPVEFL YY VF HRAL VI HPFAEH VYYI LEAI PALTTI ¥NG 200
o ancrasan e o et Tomic e e o iharhn neatiyy oo o LFA PTG 29
ABF51011.1_[Hordeum_vulgare] IVATNPGI LS EPVIKRL GSFKYL VL APVUVHECHLAATKE. WRELBLGYVAI LPSNELRALHOGVI TVSRLYNARCKRO| VDRGI EF DOVDRE RMADDGI | LSAI LLLLBAVYLPGGCNL PVIIRTBGAVL L VI L HAGPVE FL YYVE HRAL HHHE L Y TRYHSHHHAS| VTEPI TSVI HPFAEL LAYCLLESVBM TCALTG 199
o GL64S253 Nesiore o RSB PTG IL U A7V v GES) oL LRSI WSLEIEACAAB I G 03D L G L L URTE 111 1 GG ALY 1AL LISMVGARS| VIEP Fo A e L4F TS Te 20
- anis30547 1 Iapi o 5
XP_015627618.1_[Oryza_sativa_Japonica_Group] H L av s ARWERN KU nkAGTRA TRENF GYGL In 397
EECaE17.1 s ' A e i 2
6 anceurn L o ey # L s AN " b 7
XP_020161878.1_[Aegilops_tauschii_subsp._tauschii] ' NVVAW GSS, N R 397
Aa3sss oo sesour] 9 i, s e i 1 A
oo ssaie 1 oo b # 8 18 & 3
Nirans s o) 2 feen 1 % 5
o cossssi arurs ol # " Afeen N d e
o-ansroeaa 1 i ) it " el
Nrsion1 1 b g ) ; N 8
0 oLcHS851 Nasare sabcur] 1 il i 5

XP_015627618.1 [Ona_sativa_Japorica_Group] T T v PeNSHAKL§50. ... e y i
EEC73617.1 [Oryza _sativa_Indica_Group] Ind s AR Borig penRasYIKLSS0. ... wPCLW 1 fl

X0 0066475311 [onya_brachyanthal g o0k g £ pena YIKLSS0. o pL il

XP_020161878 1_inegilops_tauschil_subsp_tauschil 1 q oKL fl

Ay e st (i Lo 3 o i

e v asschoe (A B B e etiondt i R e 1 | i

XP_002454185 1_[sorghum bicolor] Ksilalind 2% A, ' e . i
AK72680.1_1z¢3_mays) Ksilalid 5 s i e o TR i
Xp_004953128.1_[setaria_italica] Ksilalind st PG WL ! i

XP_025794388 1_[panicum halli il e e i
ABF51011.1_[Hordeum vulgare oY L 287 sAaRY: i frerna Lacai NTAKCEHLLKPC PENEADNIVLSTTS. .. TAEVVLI GEGL DA

XP_016454385.1_INicotians_tabacu] ot ecclisn v cnffct i (sl »ﬁ\ i trcaLsfivsi o ccefunt KTk ToEABTNIVLSKSY. - SKTvL VoD SEcKRLARHETLJi il
NP_001320547.1_[Nrabidopsi_thaliana] celfenve ot UEEs MY nsvllkerrsivrent ALDEYEKI R TSEALSSNKWLVGEGT i
XP_015627618.1_[Oryzs_sativa_taponica_Group) oy 619
EEC73617.1 [0ryia_sativa Indica ks 619
X 0066475311 [onza brachyanthal Lska 619
XP_020161878.1_{Aegilops_tauschl_subsp._tauschil L 619
ACAL4353.1 Triicum_sestivur] LTkA 619
XP_003575378.1_[prachypocium_istachyon] L1ka 619
X5.002454185.1 Sorghum bicolor i 619
ACK72660.1 [ze3_mavs] LTka 62
Xp_004953128.1 [staria italica) i 620
XP_025794388.1_[panicum balli kA 619
AGFS1011.1_[Hordeum_wigare] ncy 618
XP_016454385.1 Nicotiana. tabacur] insvresk 626
NP_001320547.1_[Arabidopsis_thalians] LLLpr 386

Figure S1. Amino acid sequence alignment of the 12 types of LTR1 homologs. Amino acids that were
fully or partially conserved are shaded blue and green, respectively.
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Figure S2. Differentially expressed genes in NPB and Itr]1 by RNA-seq. (a) Volcano plot of DEGs between
NPB and Itr1. (b) Bubble diagram for GO enrichment analysis of DEGs in biological processes. (c) Bubble
diagram for GO enrichment analysis of DEGs in molecular function. (d) Bubble diagram for GO
enrichment analysis of DEGs in cell component.
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Figure S3. Differentially expressed genes related to leaf development in NPB and [tr1. (a) Volcano plot of
DEGs related to leaf development between NPB and Itrl. (b) The KEGG pathway analysis of DEGs
related to leaf development between NPB and Itr1. (c and d) Heat map of significantly up-regulated and
down-regulated DEGs related to leaf development between NPB and Itr1.
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Figure S4. The effects of different concentration of salt on NPB and Ifr1. (a) Plant Morphology of NPB
and Itr1 under different concentration of salt treatment, bar=10 cm. (b) The survival rate of NPB and ltr1
under different concentration of salt treatment. Data are given as means * SD. Asterisks indicate
significant difference based on the Student’s f - test:  ** in the figure represents significant difference at
p <0.01 and ns in the figure represents there is no significant difference at p <0.05.
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Figure S5. Plant morphology of NPB and I/tr1 under 100mM NacCl for 8 d, bar=11.5 cm.
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Figure S6. The grain yield per plant in lines of NPB, Itr1, LTR1-KO, and LTRI-OE. Data are given as
means + SD. Significant differences were determined by Duncan’s new multiple range test and

indicated with different lowercase letters (p < 0.05).



