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B_A0A841GRG6_9BACT Uncharacterized protein Thermosipho japonicus LPPFLTITIML YIFGKI---FPYDIKIVSKISLWIMASV. TFINDY ------PPKLSYLKSYGLGILFLFVS-LFYILSFAFKKDRTFS ---LILTNSTIY!I TGYL LYSIW EKAMSYGVIYSVINMLVASIVLPFIGS----+- - - - - - - - - -EKINFKNTIKL-=- - - YLYVIIFAYLLSTITFG®GI --L.FPLLETINMLKSSAIPFL I F T LSLRIKIESVNFNTVIFSPTITIRLI - FALIFVFL--DNEFARVFVLESAM T NSV I DAITGDSSKISLTVAITTLLSAFTIPS--1IWITIVLERTIIL
B_AO0A366HTB3_9BACT Uncharacterized protein Roseimicrobium gellanilyticum - -SLSFFDIFLEVCAPTIFTFVVGL WLLDRKFRLS----LETLIKLNTIYLLYV A F I ARVVDTS -ELS--GGEALRIVGFTVGTIATMFVCATVASKALRLPGQ---AMRLATMEFY CGNY LVTLATF HAGAAVQVYVLATMNVATFTVGLFLA------QERGEKPGHKRALAS--KMLRRQ TLYALAA.VITR--GWQVQQINFLWQPLDLLQSALVGIA FT L VQMSQTKPAPFAAPLWSALGTIRLVLA MLALGLTMLFGS--PKSVSAALVLVAGA T VNTATLL HEFGGDTSFATSAVYYSTLFSMVTTTLRMWIGPL - - - -
B_B1ZSU4_OPITP Auxin Efflux Carrier Opitutus terrae - - -MLSYWDLLLLTILPVFATIUVAI VVLRRVHWVEGAAEASMIRIVISLCM C I ESVVGNS-----PAMNVVLPPLVGFGTTVVSI-VAGYHFGILTVGRTS----FALSAGLA YGYLPL I MGSMF D-SRGVLLIHNMGVEAALWTVGVLVL--GGKR - - - - - - - - - - - - - - - - - - LLS I VLALFVSVTVNLLS--G- -H AWFTIETIVHSLAVVATIPLSG VMT VNLRVSLG---------AMVLRLGLIL LFFLAL-ARWLS----ELKRVIVVQGAM S QHYGGRPLTAVQIVLGTTALAIVLTPS--LWLSAGLAW -
B_AOA5C1QSF2_9SPIO AEC family transporter Oceanispirochaeta crateris - --MDILFFSIATIGPTFLVTITII ALLRKWNFMDSDLSENLSKLVFQLTLIL A LK TLSGMEKNSFSIPLVLSLLFFYFFTILTIAA-LISL---AIRIPKGERGFFMAGSSTFG NAII.YAFGAALY EQGIARAAILSAILMPLLLSSGLMLNS--KENRS--------KKALSMS----1KN VMISLLL I ALPIT - - - - -1 AMAAGSLTLLAQASTLTPLA L AV GSLEFEMNLKDRLETITLTTTFLTKTLTI LSALGASLYFNS--PPEATGSLLLMAAC TSISYFVM RNQGHSPSKGAAIVTVTTLVSALSAAS--TTITAKYRGWV -
B_AOA7T0G431_9BACT AEC family transporter Candidatus Nitrohelix vancouverensis - - MIENFYQTLGIVSPAFTIULTIAL FLYNSTIS ---AKSDTQPFVRSSMNLITLYV AFA.YHI IM-RVPVNLMSSI FLAAWIVILGSGLVAFLVFS--RVLKISNSS---GLYLPIMFM TVNLTPTF LMAAY EKAVSLSLMFYLAGLLGAFTIGI LIV --S---- - - - - - - -VKDASTS--GLFZKE VLY VLVL FALKYY--STI1ITETI ELVMAPLIKMLESATVZPLYV I T L MQLSQVKTITELRLPLTI-ATLCRIGGGFLVGLACVY FLQ--EGLPRVVVLFNSIWM S VIGYULI QKYDKDGGLVASTVLVYSTLVSIFLIP--ALIWL-- - - -
B_AO0A6C2USG6_9BACT Uncharacterized protein Pontiella sulfatireligans - - -----MFIINSIAPTIFLTLTIAHL KGLKAMGTFLPEAFFKGLNRFVFWIAL LI SSISTA-KLE--FDTISQIVLLFSVGTLLSL-AFAWVARTFLIKLPGPSTGSTFIOQGSTFRG G A FV VIVYSLDP--RAMLGTVILAPVVVFNILGVSVL--THYSKHKSGGASVLAFFTS--ELTIKN LI LACVI LALNLTGTA- -1L LFLYRPIDALGSSALSTLTI L ST ASLEFEKLRGTASPTLIASLTIKVAVT Al GFLI-AGLFDLGTTEKMIAVFYLATC A GMSYVM EVMGNDGPLAGRIVALSTLLSAVTL®PS--TITITAIGL - - -
B_AOA2D3PVW3_9FUSO AEC family transporter Fusobacterium pseudoperiodonticum - - -MENFLLALNVVLPIFLTMAL FLLKRLKMVDESSLNTMNIKLVFRVFMST LNVYNIGDLIKLSIDNLKLLGYAFTIIIFVIVF-----LAWIIVYMKKLS --SVLIQGVYRSGSG FV LF LAIVDSTIY KEGLATVSLLTIVVIPTFNVLAVIILS--EYYS----GRESKLKLVEKS-=-QVFTKN LI I ATLIL I T FILLETIN- -1 KPIYKTLSDISKTISTPLATFTIUVL AELQFGNMLKNTIKYLTISVNLTLRLTIVN TIGI -GKLIGFRGIELVALLSMSATC T VASYTM KEMKADGDLAGEIVATTSMFSILTIF--CWVLTI- - - - -
B_AOA5DOMLI4_FLESI AEC family transporter Flexistipes sinusarabici - - - - - -MLHLLSIVSPIFTIVLAL KVLSLFNLTIKADTFINSSNRLTIFFVLL L YKIAQAEIYSFSLNIFLVMCVTVFSVFLLSF-1TVGRS---TFHISKKQLGTFAMNNTFR RA Y AY M VSYYATF DEGLMIASLLMAFIVPLVNLLSIISL------LSSSQKFDMWTTFTIKS --NTLTLN LAIGCTIIL I VFSLA-----EFHFIDKSLSLLTGVTLPLA L C I ATMKREMIRGNKTILTIANTLLTIKLTLVM FTAFLTIISTFS--TSLTGQVLIIMLSS A TVNYVL SSMDGDPDVASGGTIILSTVFSLFTYTI--FWLATILYV- - -
B_AOA5C6FTI7_9PLAN Membrane transport protein Crateriforma conspicua - -MIADTYQIFMSVLGVFLVVAL ASCRRAGWLTPNADRSLANLTAKVLL A F DRILSGS-----DRIDTWTPPLFGFTITVIGFS-LLARLLGWMGLKDAS --SAFALGVGTISC Y GY I LAERFYPD--MVDLILHNVGVDLALWSVGVAITI--SGGRS=-------GQQRHWWS--RSLTIS PLVAVVIAMTLKRTDEF - - -V QPI LLATEKLGSCSVPLG M L S LI LADWGGATIAS---- - -CAGFRQLVM VAILAVATFLA--RVQMQQV LMLQAAM A I VLVRLYDRDT --VTSVILSTSIFGIVMVZP--FWLKWWLGV -
B_B5YA42_COPPD Transporter, auxin efflux carrier (AEC) family Coprothermobacter proteolyticus - - - - - - - - --MDSIITFLTILLVL YLLKITIGFLSQADADTLRIKTFVFNVCL CMA QAMYSS-----TFSSFFLIAALVGLLHIVGY -------VSFRLSKKSLKEVVFAGWASG TAFM Y VVEGLF.AEGLSRAVVFDQNTIMV------ILL--------------WLQKGM--KSVFS PLVGAML LLLKFV--K=- -1 TPFMDVISMLAKTTSPLAMIYT Y I LTLEWDYRVIPS----ALLVKTFFTF ALAWGF-SSLMGLPLIDQQSVVILQSSM TMVVSTIYGEQMGLDTSFISKAVVLSTVLYPLSFV--LWTGLTI- - - -
B_AOAOU5IB73_9BACT Auxin efflux carrier Candidatus Protochlamydia naegleriophila - - -MSFFVTLAVKLTIPLYLNTITLL Y I AGKK---LKANQETIAQLMFYMTIS M I NGVLYT=-----ELDRVLSLPLLTFSISCTLC-1I1FYVYRFSRKIWTDASKNIMAFSAGSGATGYF v LAMMI FNPQTEGVYIMALLGVTLYDNSLGYYISAKGSYS ----- - - -PKECLYS=--KTILRL TLYATFTLIL LLLNVFS--HTISM DIYREFIGHIKGVYVVLGMMII LGLAKLDAKTFVGMS=-- - -TFLAKTFLVW LLIIGL-DHVF--GALTHQVLTILLSTIUV L VNTVVM SLIQCHPEKAAATVLLSTLFALFYIP--MMTLFTIKTI - -
B_AOA7W1YWO04_9BACT AEC family transporter Parachlamydiaceae bacterium - -MIVLFYTLLLKTIAPLYMNTIILL FAAGKLS---LGTPRDVLGRLMFYMIN I M NGILYT=-----KIDGVLSLPVLIFVVSCSLC-LLFYFLASYIWKDSTRNLAATFSAGSSG TGYF L LVLMLLDKQGEGVYMMAMMGISLYENSLGFYICAKGTHTS--------PRECALS--KLTFKIL TVYAFLVALTLNVTI--GTPI VVFQDFICHIKGTFVVLGMMII VGLAKLDFKFVGLS----TFLAKTFVVW LGL-DHFL--HRDTIVYDALTITLTLS L VNTVVL SVLHAQPEKAAVTVMLGTLFALLYVP--FMVLFCTL - -
B_AOA3M1NVU1_9BACT AEC family transporter Calditrichaeota bacterium - - - - - - -MHIVDSLLPVFAITIAL AALARTGFFTGETILNSLTRLAYWVGL CF L QKIATA-TYP-1LQIFKVMVLATAGSAVVGEFS-LIAV---FSRLPRRSVGTFVQATTFRG L AF I L VVVYS-TS--LTMAVLAIAPMVPIYNASSVILLS------SQHPLKLDLKALGVS--QILSN LLISSVA.VGASLLGLA--L GPLSRTLDLVGQMSLPLA.LSI GTLALIQTRGRLLHSFAAALVKVGVT LLGFFL-ASLFGLGLTATRVALTIYLATC T ASSFIL DQLKGDSALAASAVLTSTLLSVGSLT--VAMLLZR-- - -
B_AOA7T1AJR2_9BACT Uncharacterized protein Atribacter laminatus - - - - - - - --MYHVLLIMLTILMGHL I VLQI FKIFPPGTASLLNKFVLYTISTF C v RSLQPA-----TIEAYWKTIPPLALSTITITITIFS -LLSYWGYRLKFSPASSASTFAMGAATFSG TAF L Y FVMATLL ENALPPAIFFDQGNFLVVYTVGVAICAYSKDQ--------KFSFTSFKETITLTKIHIL PFLAFIVALLLNGVS--5S- -1 AVFMDSIKRLADTTVPVIMIAI LSLSSRRLVPILY ----ATGIKLVLIL LFLILTFTILFS--EPVTRQVMVIQSAT TLMSSFAL SLYSLDTELCSSIIFTTTIISFATLPS--LWNFTILHYF -
B_Pro_AOAO0S8GGA1_9PROT Transporter Acidithiobacillales bacterium SM23_46 - - - --MLLRIFTIVFPVFATIUVG!I YLYGRFRRIS ----LTAANQINMAVTLL A SVLSGK-NFQ--I1IGQYGALAAGATLVMLGSG -LLAWVARLTGIPAKS---TFVPPMMEFT S GNWM L L AV FATF EAALPAAVVYVYFIVENGLHFTLGTWLMS---- - - - - - - - - - -DRRAHWS--LEVRAQ I VIATLA I AFSLSGLT - -1 APLPATIELLGQASTIZPLIL V S L TRLTAIDLREWRS-----VGLLGATIVC VTGVLM-VLILLLVPGEQQALTLTILTFGAL P.VLNFLV ERYRQEPSRVAAIVMIGNLGAVVSVP--LALAYALTR R - -
B_Pro_AO0A2N3L999_9PROT Transporter Thalassospira lohafexi - - ----MIAILSALLPTFALTITIHL YVLRQRRFLPDTFWPGAEKTLTYTFVTETF A L SNTAKA-----DLGSLPLLGIAGAMLGTIAICTLLTILAIKPVLSPAAFSSLVQGATI LAVAAALIL THGLTVTALCVALVVPTVNVISVLAC--AHWGS ---DNDRGVLSLLRS--DVGEKN LLMACVL SLVNVI--GIGL PVIGPFLEVLGRAALTPTIG L AV AGLDLTAARQAGIPVGISTTIGKTLATI AT AAGLIALGLS--PTTDMAAVVLYAAL CSASAYUVL RLMGGDAPMMASIITVHTLVAIASMPS--1TT1TAILVHAV -
B_Pro_AO0A4R3JEE2_9PROT Uncharacterized protein Varunaivibrio sulfuroxidans - - - - -MYLLLFNIVAPVMLCATLL YRWARSGKTI--YDTAMITNLVVTIGT A v RSLVNIHGDLATLGHVALASALALASFAVVA-MIVL-----RLAGRS---AFLPAMTT FSP®P TGNM L LALLATF AG-LAFAVAYFAICVVFQFTFGIVIS--SGSA--------SPRALMS--RTI - - - TLYAVALALVFLTISGTIRS--P AWLADTANTILGGMT P LM I T L VSLARMGDLKRSAF---LAALRLGMGS--FGLGL-AIMG--LGVARGVVILQSSM v V FNYLF QRYNNQPAAVAGGVVLSTLLSFATL®PS--VLLWYLTI- - -
B_Pro_AO0AOKOY152_9RHOB Putative transporter YfdV Octadecabacter temperatus - - - - - -MIDIFLQTLPFFALTIAL YGAGRTGFFTPEATAYLTKFVFYFALSAML RFSANLS -SLH-EILDWPYVYAYLSGGMFVYL-LATGVALMRGRGAAS---VEAQCAVVG VGY L v MLVTILIL EQAIGPVMLALAVDLIVFGSLIVILITGSRDG--RMSTIS--LKTVGVS--GLLKN MIVSITL LLVSSLGLP- -1 KPANETFLSMLGAAATTPGA F A I ASLATKSAEKLAV----LSFAKLTI SAVAFT-ALVYV--DPYAAGVMITAAAIL Y, GNVYTIHL QHYGVAPTRVSASILISTALSVITIS--AVIAAVT- - -
B_Pro_AO0A1I4RTM2_9HYPH Transporter Pleomorphomonas diazotrophica - - - ---MIAIALDVLPTIFLLTITLYV YLLVRFGVMKAEVGDGLSDFVFTTIAM T L K TVATAHVQG---SSPWMIWVAYFAGVAVTW-AAGHYAITRLFGRDS-GVLAGVSSATFA N L F I L LVQRTIV DDGVVALSILLCAHLPVMMIAGTVLM--EQAESTGGRAAQLKQVGRS--NLLTR RN LVVGLVL SLWQMSGLP--LTGVVGIVVNDIGDTIAGSAA I S L MALLKYGISDGIKPALVTSLFKLTFTLIL ASVYAA-SRL---DATWTAALVLTSSV TGINAWLI NRFGVGHGLASSSITITTAVGVVTTT--FWAWLLG- - -
B_Pro_A0A231UT12_9HYPH Malonate transporter Notoacmeibacter marinus - - ----MAEIFALVLPFFGLTIUWVL YGAGKIVRQPVEALGWMNTITFTITIYTIAL A F QLLSKTS-PIE-KLTEWSYIVGSSASTYIIFGFMFAV--SLWRYRAAS--TITGLAAAYG I GYM PGLALTLATF ASAAVPVALIFAFENALHFAIVPLMALSGTVDS -----RSPAFDVVKS--RTILLH FILATTIUV VGAAAL - -EATTP LAVERLLDYLANAAATPTCA F VM VTLALRPLRRVPV----1TVPLKLVVH LLCWVYV -LSAF--DPVWIQSATILLAAIWL T.TNVFVL QQYNVWAERASASVLVTTAASVVTVT--AILWLRTGSYV
B_Pro_AOA3L7JHIO_SHYPH AEC family transporter Notoacmeibacter ruber - -MRTIVLQTFLAILPVFLVYVLYV YASAKTGWLPETAGHVYLNQQYATIRVAYV A RALFQL-DFA---AFAPPVLFAFYSGALISF-VLGFTVSRLFFRDG-AVAVGFAAMTEFS TV LL L I TERAY EPELTVIFGITISIHSLLLYPIGMMETLIS--ARPA--NEGDSRIRDGFRS--RTITIAN LLAGVSA I LADLEF - - - - -V EPVMTGIGMLAESATITPAA V G I MSLSTLKIRSELSETFVVCFLTLTLTI Al AWTL-GRFL--DATQLRGATLLAAM AGVNTYLTF LLYDKGVRLSASVVMVSTILSIFTIT--AWIAFLG - - -
B_Pro_EOTG83_PARBH Uncharacterized protein Parvularcula bermudensis - - - - - --MSLAAILTPLFGATIAI Al AGTFRLFGEAEAKVFARFVFMIAM LAVLAFILTEVRLDS ---PAHRAVIVGYFAGFLPVA-LAAF--LFARAKGYDAGALTTFSAVCG L I ALSV---PGSPYLLLLVC-EGVVAYGLGTILLSWPPGP --------SFAISGLLRALEKN LI GVTTIG FLLAIGAV - - -P PILVAPFGFVGAIAAPLSG I V L LYLIRRRITLPLDAAIVFVSLKLGVEF SASV -VWL---EAALTQATALFTGL P.VSTLIY ATYGAGEEEAAALLAFSTLTGLITLTS--AFLGVVLZPS -
B_Pro_AO0A3M0C122_9PROT Uncharacterized protein Eilatimonas milleporae - - - - - -MAGTISIIAPVFLVTIAL FGLGRTALFRQGDAQVLITFVWYVGI A.I GFIAPR-PLP-GGTELMLAAAFYLSLYSVYFLAMALAKLLFRLSQGS---VFALATCTFA G A F L v I MEAAY PEGVRLLLTILLSFHSLTLLPITTVVVESAGGG ----=----LRRVLGS--AT1AHN IMVALAAALVWSALS--SLPY LWLNRLVSLPAAAAAPVG F A A LALSQVRISGDLPQALTAVF FLKLVLIL AAVYGM-GTYL--PATWVGTATVLASIL TGMVAYSTF SQYGIAPRRAASTVLLSTILSVISLTS--VVLLLLEKSSG -
B_Pro_AOA6I7PDW6_9PROT AEC family transporter Geminicoccaceae bacterium - - - ---MLALLPLTILPLFLLTIAA YAATFTKVFDAAAARALSAFVTFYTFAI I ML RSMASMDPPGSGTSGLLVTFYGAMLAVLALG-AISM--RLVFTTSA--AMLGTFAGAYG TVMI I VVLTVL EAAGLPLFLIISLHSVVMFTTVTLVMETTGGAS ----GASLPLQIAKS--GVFAN I T 1 GLVL LALNHLGWP - - L AVVDGFAALVGQAATIPTCA FAT AALRQFSIGSALPKAALLVVYIKGTIVH ALVFALS-CLYL--PPLWAAVAVVLAAT VGVNPYTLFTF VRYGTAEGATATAIALSTPFSIFSIT--VALWALGAV -
B_Pro_A0A178I0A5_9HYPH Uncharacterized protein Devosia elaeis - - - - - -MLDILAVIAPIFALMAFTF YGAVRFRLFPAEGTIKALTIAFVNNTFAT C YSISTS-DFR-SAFNLGIIGPFYAGAIVCFLVGIAIARKAFHNRSYV---SVGFAGTEFT TV LYV L I MSRAY EGALPVTLSIIGLHGAI LLTLGMVTMEVTRRDS----GQPLLVVAVRS--RVVSN LIWGTIAA I IGSLV--NLQLIEPAEAFFVMMSOQAVVEPAA F G I GALNEFIKLSENWKOQALVAALTIKTLTI ATAYVL-MIWV--PMDIARYGILLSAM AGVNTIYVTF TYYDRGVSVAANTILIATMLSALTIS--GWLFVLSL - -
B_Pro_AO0A285PJF5_SHYPH Uncharacterized protein Cohaesibacter gelatinilyticus - -----MVDVFSLVFPIFGLTIAL YGLLASKLLPEGSGTILSKFTFMVPI L RALASNDPAES---QAPWLTIWISYFFCVAVIW-LAAMS--LAVRWGRKS -LVIAGVSAATFS TV LF I VVSGATF DEGLVPVLILLSIHLPVMMLVTSAMYV --EGFAKENGGGLGIKRVFTFS--SLGEKN I T YGI LA GIWGVFGWP--I.YLAGLVIDRVVPVALPLA I S M MGLRHYGLRGNTIAPGTFVLALLIKVLATF ALCYWV-TFFM--DPLWAAAIVLVSAC TGVNAYLL EQFEVGHGIAANSITLSVLMAFVAFPS--FWLVVVS - - -
B_Pro_AOA1N6N8I1_9RHOO Uncharacterized protein Aromatoleum tolulyticum - - ---MLIRIVSILFPLFALTAL YFVGR----RMRPLSHANKLNMDVFI A AALANKS---EFRIAEFGSLTVATLLLVVGSG-AAGYLARLSGIAPKS---SFVPPLMFN CGN L L LAV LATF DAALAPAVVMFMVSNLLHFSFGAWLLD ---- - - - - - - - - -HRIKVWS=--TVWRYV SVLATLA LAVGIA--GIEVWPPLMLATKMLGDTIATIUPLM F AL VRLTDSRIASLGLGLY -AAVARPVVGMLLAFAVLQVFDS --PAQERALVVYVFGAL P VL.LNYTIFTF ERYHQEPEAVASMVLIGNVAAVVFLP--TALAMVLZP - -
B_Pro_Q5P504_AROAE Uncharacterized protein Aromatoleum aromaticum - ----MLVRIVSILFPLFAITAL YFVGR----RMKPLSHANKLNMDVFI A v AALANKS -EFR--VVEFVPLVVATLVIVIGSGS-LIGWLARSSRIAPKS ---TFVPPIMEFN CGNL L LAV LATF -LAPAVVMFMVSNLLHFSFGAWLLS--D=----+-»+-=+-=--+--HRIKLWS--TVWKYV SVLATTFA LAVGIAGIA--VWPPLMLAIKMLGDVS P LM F AL VRLTDSNISSIGLGFY-GAAARPLVGMMLAYAV -MLFIDS-PPQQEALLLVTFGAL P VL.LNYTITF ERYHQEPQAVASMVLIGNVAAVVFLP--TALALVLTP- -
B_Pro_A0A840BP16_9RHOO Uncharacterized protein Niveibacterium umoris - - - - - - -MDGLRLLAPDFALTIUWVL AALRRAPGFSAGFWAGLTEQLTIYTFVLTF A L NALVRT-----PIDLVSTLPLAGAGLIAMAG -GIALSLLAARSGAPLEAASRAQCGFRTFNTY!I LAAAASARQ PAGVATMGLLCGLMVPLANAASVYVLL--ARHG--------STRLLPS--ELARN LI LATLG I AFNLS--GYAL QVAGAWLGRLAQAAVPMG L AV AALRLRGAQVAPLPAAAVLGVKLVAYV VLAWWATLLGVYV --TGMPRLTILVLWGGL S SSAYIL VRMGGDAASVAWLISVSTLLAMATLPS--VLMFAA - - - -
B_Pro_AO0A898I5D1_9RHOO AEC family transporter Niveibacterium microcysteis - ------MDGIRLLAPDFALTITLL VALRRLAGFPSAFWSGLEQLTIYTFVLTF A L SALVRN-----PIEAGAALPLFGAGLGTMAC-GVGLSVLFARLGTPLEAVSRAQCGFRTFNTYTI LAAAGSA AL QPGLATMGLLCGMTVPFANAASVVLL--ARHA--------QTRLLPS--ELVRN LI LATLA LACNLLGWH- - P AAADAALSRLAQASVPMG L AV AALRFKGTRVSPVPAAAVLAVKLAAL I AWFAQLFGL--SGTPRAVLVLWAGIL S SSAYTIL VRLGGDAAGVAWLISVSTLIAMLSL®PS--LLLLAA--- -
B_Pro_AOA060NIY7_9BURK Predicted permease Serpentinomonas raichei - - - -MTEHPVFLSLTPVFLLTIGYV YLAGQMRWIRSASVQDLSNLVTFLVLG A L TTMSTV---QIDELDLRPVGAYFVAVGLLFGS-----FSVLLRGLSCRSVVLALAGTTFS LVMI I MLVKLAY -GLVTLLTLISVHSLVLLTAATILLEGAQHAS--------SRIVRIAASATIEKS VPLPITIZC LLFAQTS - -GWAL QVVQLPLQLLGSAFGPTLA V LV VSLWQPALGS ----- - - -LALSKNLTLIL LMGASA-WAFGS--I1IGLALVVLVVAAGIL VGANVYTLF QRYRVVQDLTTATMGVSTLLALLTLS--GWMLL - - - - -
B_Pro_AOAO060NWY3_9BURK Predicted permease Serpentinomonas mccroryi - -MSLTDHPVFLSLTPVFLLTIAV YLAGQMRWMRTESVPDLSNLVTFLVLG A L HTMSTV-QIDS--ELDLRPVGAYFLAVGVLFGS-----LSVLLRGLSCRSVVLALAGTTEFS LVMI I TLVKLAY -LVTLLTLTISVHSLVLLTAATIMLS--AQAREREQQRVARIAAMKS--SALTIH VPLPILZC LLFAQTGWV - - L GVVQLPLQLLGSAFGPTLA V LV VS-----LGLSLRGPALLAASKNLITLTL - -MV-GWALGI -GLALVVLVVAAGL TGANVFLF QRYQQD - -LTTAAMGVSTLLALLTLS--GWMLL-- - - -
B_Pro_A0A848NNJ8_S9RALS AEC family transporter Ralstonia insidiosa - - - - -MTAAILLALAPVALTLVAL YGLKHTGFIADAFWPQAERTLCYYVLL A FTHGLASA-----HLQALPVLPLAGTLIVATVY -VAVALVLTRPWMDGAAFTSVFQGGVRTFNNYYV VSLAAGLTF AKGIALAAVCNAAIVPTVNLLCVVFA--RFGS--------VRSLARS--QI VTN LVVACVL I AMQI AGVQ - -V TLIEPAVRSLGVASMEPLG L CV AALNFSGVRSWVQPVAVSSLVKTFLAM VLTLVV-GHAIGLTDVALMVALLTFQAL T.SSSYIM RQLGGDAPLMAGITAAQTVLAAAAMP - -AVMTLL- - - -
B_Pro_AOA5E4YZ85_9BURK Malonate transporter Pandoraea communis - - - ---MQAVISAALPVFGLTITFUV YLCARRAWLGETALDALNRFVVYLAL AV L QSMAQI -TWA-ELVNPGFLGAFGGGMAATFA-LSFMLDRAVRGRASS---1TEGMGAAYF?P AGFM L CLVATF PASVPAVVVAMLLTATVLFAISIAIIETDLQAS-----TPNWAGFVAS--RALRN LVVSPFUV MAFAGAS --GVAL APVVHFTTLLGGAASPTCA V A I MFLAQSSGAVKEPRRS--LVGLKLVTFRQ AVTAFL-AFRLS--PAIWAHSALTLLSAL I GTGPFML QLYGREAAVASRAILISTVLSVVTVS--LLIGWTFSGR -
B_Pro_AOA7CONE51_9BURK AEC family transporter Malikia spinosa - - ----MLSILSITGPTIYLAVLI YACTRLGLFAKADMRLFGKTFVINLAL A.L NSLASR-SLG-EILNPSYMAAYALAGVLVIG-LGLLANRWLRSASMS----FAMGMATCTEP S G FV Y VALLTL SVAGVGLALNMMVENLVLLTIPLLLAFADLEGDIKS -----GQAWLRTLKS --GLARN MITITATIVA LLASLAGWT - - P PLIGRTVNLTFAQASGALS F VI GSLAGQSLRGMGLPVLQITLGKTLVTLH IMLAVLTWVA--DPQLRTAVLLTTAM IMGIYTILSQRHG-HEGISAAALLATTAASFFTLS --GLLWWLR - - -
B_Pro_A0A853SF40_9BURK Putative transporter YfdV Janthinobacterium lividum - - - - - -MLTILAITFPFFALVLSC Y LAVRRKLLPLAAIGGLNSFVLYTFAL CMLYRFGAATS-PIA-QLLDASVFGVYLLCALIMVGVTMAMS-TLSHRIDAAS---FGALVAATFTP TGFM Y, L LLTLL PRSSGPVIVTIVVDMLITSSLCIALSRIGSGGS----AHGSVVNAMKS--GMAGN MPWATIVL ALSSWLS--ELAL KPLMQTVGLLADAASTPVA FTI AVLARSQMSTSDPAPS--VALKKTLTLTLH LLVWGTI - GHAL--DPFALTCMVLVACL S SNVSLLSERFGANTARIARTITILVSTALSFLTFSAVSWL - - - - - - -
B_Pro_AO0A4R6GI85_9BURK Uncharacterized protein Herminiimonas fonticola - --MEIFERILGITITILPVFTITITIAL YGYGE----SVRSMTAVNRVSMDVTLSC TALAAK-DFD--LAHNGMLTILAGALTISLGSG-LLAWIARWLGYDIRS---SFVPPMMYN CGNM L LAILATF TSSLGSAVALFMACNLVYFSVGIKTITI---=----ESGRDKNVHTSPWS--KTFLAN MMIAMTII MAFATIVHVP- - 1L APLFIAMKMLGDACTIUPLM F AL VRMLDVSLKSWHS-----1GLMGATIVC I AGLAV -ALLLLTITAEQRGQMFLTFASIL P VF CFMV EQYKQEPDKVASIVLLGNLAALLFVPVGLWMGLTPEK - - -
B_Pro_AO0A808W6R0O_BURGA Transporter Burkholderia gladioli pv. gladioli - - - ---MSATLPTILLPIFALTITLA FLCRRRGLLGPSAASELNRFVVWLAL A DVMAHA-TWA-QLDQPRFIAAFSIACAAVFG-VLAL-----RLADA--SVDAIAAAYW®P TGY I L ALLVETF -GLMPTTIVTIIVACVLFGFAIVLL--ERAP--------HRLALKS --VLLTR RN LI VSPTIUV ALVSAAS--HVATP ASVETFLKLLGGAASPTCA V S L LFLARPAHGVALS -----LLAIKLVVAQ ALTWWLS-RVFGS--LPVLVAMAVVLAAL TGTGPFML EFYRREPQVTSRTILFSTVASIATLS--MLLTILLPR RA -
B_Pro_AOA0U4D7Q4_BURCE Transporter Burkholderia cepacia JBK9 - - - -MHTELAWTIAVAPAFALTITCI I AVRRIALVDAAFWPSAEKTLTHYVLTF AFLVHSIGLAGPLDASSKSTIVLLTGLTLAVLAAYV -VLGC=-----RWCPHASFTSIVQGSIRFNSYIFLSVASGLLADAAVVVAYMVAISNTLVLLSFEHGQA--GGRG - - - - - - - -LVRIVGS--KVAAN LI VASATF I VLNLTGWR - - L AAVDQTVDVLGGAALTPLS I CV AALRLPLPRKEAALVLVTTAIRLVGTF LLALTA-TKAFAVTPLSGNLTILLYSVL C SNSYVLSTQYGGNHRLMAFVVALSTVLSFVPIF--LVARTM- - - -
B_Pro_A0A495WB97_9RHOO Uncharacterized protein Azonexus fungiphilus - -EQSLSFRLLAILFPIFGTIVAA YFYGR----KHKPMAVANRLNMDVFV A AAMAGK -SFD--LAAYAPLALGGFIVIAVCG-LLAWIARLCGVQPKS---TLAPPMMEFN S G N I .LAVLAW EAALPAAVILFMVENTLHFSFGAKLLS--DPKT=--------RILMLWS--RTI - - - VVFAATIA LTVAVLKTIP--VWQPLVIAIKMLGDVSVEPLIL F S L VRMTDVSFGEWKLSVG-SALLRPLAGMAIAYAV -IQLFG-EGRDAAMLVVYVYFGAIL P VLNFLF.ERYQQEPQRVASIVLVGNLAALVFLP--LALVLVL---
B_Pro_A0A4S4AXZ8_9RHOO AEC family transporter Azoarcus nasutitermitis - EFLQVLAFSFSVTGPTIFVLLAL VLLRRTEMLTDAFVDTGSRLVFNVML A SVAANS-PLE-ETANPGLVIFGLLATLVAYLS -I1ILETF--LAARYVRD-RGVVVQGGTFRGEG L A I LAYCMNAY DVGVVTASLYVGMVTILYNVLAVITLQRSLARS-----EGGWLRMLRS--GIARN LI LSTITLA LAVAGTS--GLZPL KVIEQSLRYLANVTVEPLA L CA ASLDFRSMRSEFGSALFASVAKTLVVYV LFFVLAVAVGF--RGVELGVLLLLSSA T AASYVMVRAMGGNATLAASIIALTTAGSLVATS --VAVTTILRAA-
B_Pro_AOA838IQN4_9DELT AEC family transporter Bradymonadaceae bacterium - - - ---MFQAAESLVPIVFLVLL AALLKTRFISEDVRSGLDRFTYWTIAL S FVHELSST-DFG-AMAAGQLVLVLALTVIAGCF-LAACVAAILGLSRENFGVFVQAGTFRG L AFV -AAADLAAALVALAALVPLANTLSVLVYVY ---- - - - - - - - - - -SRHCLLAMRLYVKN LI ISAAL GLLGLLGWR - -1L VFIDRPLQLLGQTALALA I S L GVLVQLELRGRLGLAFAASLLZKVVATI Al SYGLLAFALS--PADQTFVAMVFAAC T S ASFIL SQLGGDQALAATCVFMSTILSLGALTS --GVVLLTF-=--- -
B_Pro_AOA1I4SDLO_9DELT Uncharacterized protein Thermodesulforhabdus norvegica - - - --MEQIILNATITIPVFSVISL YALRRFGIVTEQWTIEPANTVTYYVAI AVM.RALAKQ-DLSRFALNTVLVILGSLLTALLIG-LL--FAKLFRLDRGLKATYLHASVHG IGYMAYAVAYYAL REAFQDAVFYSSILILAQNTILAVLTIF-------TLNRKESIQKLLHS--GICLN I ITWGV CV TGWSLLRLP - -V SPMGRFIDILASMGLZPMA AGLTFSRTAGYIPLLATIGITKLTITLM LVGMTI -GHWVQFPSSAMKPMVVLLGA T TVTYVM REFKGDASFASVAISAHTVLCALTYS--LWFATIVEP- - -
B_Pro_AOLK24_SYNFM Auxin Efflux Carrier Syntrophobacter fumaroxidans - - ---MINTILVNTILPTIFSTITITFUV Y LLKLKKVIDPAFSRTANQTIVFNVAI AMLLNELAQA-SFR-ENFNLRAVICTLVALVVVMGS-VSFVFCLVLNSRRGS---TFLHSSTFHG LGYMAYAIAYYTHL ESHFARMAILSSFLMIGQNSLAVWALS--TTFSETHPRQGQIRNLTIKS--LMLTR RN I I LTMIV I TWSALGTFUP - -1 KPFQKGLDILSGMAFZPTA SSLSFGAFREMAMETIVGIGFLKLTFGL LTGYLLMVAGYVY --PDILTLPAMITLTLSGS P TVTYTIM TELGGDPELAATSVSLFTLASAFSYTS--LILWMFS- - -
B_Pro_D6SKG6_9DELT Auxin Efflux Carrier Desulfonatronospira thiodismutans ASO3-1 - - - - - - - - -MSYYILPVFFVITIL YVLKNCLFKENNTFWGVYVQKSTYYI A ENISQIQAMHS--YSSLLMMSALLLSVLTITISLFLFATI---KPYINNGHGTFSSAFQGSLRQNVY'TI MMGASTML DEGLMMSSIAMLGLVPLLNFLSVVII--~-=-=---CSNTKFKTRSIYLS--ATILKN LI VASVA LI I PVV- - - - - 1L DI SLQIFSILGQAALZPLSGSG L AV ASLQLRSVNEQFKLTIALSSTVKTLTLVY FLTAMI -CYVLGVSGSELVVAILFASL T AGSFI.L KELGGDHLAMSSIITFQTIFSFITIP--FMLAILT- - -
B_Pro_AO0A6G5QML1_CAMRE Putative membrane protein Campylobacter rectus - - - - - - - - -MFTQLLSIFTITITIAS YGAKKFKVFEQKNASVYFINYALTCTFAL A DKIVYHV-----NIDTLINVIATGFACSMLGAAAI FFACRFLKFNKATTVSAVLLGMEFSG I QGFF ESAMNEVIFYDQATSIPISIFGPFVL--ALGA---PAKVSLVQNVMS--KVVKTF PFVALTIL FLLRGV - -P - -1L NVIFDALNLFAQSVVZPVA F A I I GLGKSCYKSTAV----VIAGKMLVA FIFILTITIIFGDS --FGQIWMIGILQCAM PMVLASAMIMKAELDSQLAVAAVAVGVAFSFISLPS--FLSYIFSFM-
B_Pro_AOA2I1NAZO_9PROT AEC family transporter Campylobacter ureolyticus - -------MVFEPLFAIFMILGSG Y I AKKAKILKQKQTRMFFDFATITIFAT C NRIVYHLS-----QIDTLTISLIFTGFISTSLAAT -LISFIGKICRFSKATLVSVVVLSSTFG TLFV I VEGVI TSAIGEVIFYDALPISLFVPLILSLGSNEKFS--------LINSVKS --KTITFSTF PFYGLTLL I GLKTITI - -D- -1 DFIFKPIIMLGDAATTPVA F A I LSLGKSSYKQTMV - - - -VILCKMITIA LI FIILKSFGES --ITNSLKIAFLETTM T.TIVCAMVMKAKMDSNLAVSSVAFGLIFSIISMP--FWVYIMQNLG
B_Pro_AOA5M9QSK3_9HELI AEC family transporter Helicobacter canis - - ---------MAMYSVFVFMSL Y LAKKMRLLGDRQGNTILLGTFLLNTFAL S I TGVYHS-----SVSELLGLFALALVCNLAAG-ALAFFVKVLRLCFATALTTIAFLVSILH TLFL I VQGAL EQAAHKAIVLDQLPLAILTPLLLSLSSGAKFRS--------LRAVGVS--RLFAN LFLSMLSC FGLKAMS--P - -1 ELLFAPILSLAACATTPVA F A I VQLRRLQWRRVGYV ----VLGFGMVLT MLYLGFS-LYVF--GQEDHQMVLLEVAM PLISAVAVIARAGLDSRLAISCIVAGVPLAAFST®PS--FWLYTISHL - -
B_Pro_AO0A5C2HAS6_9PROT Putative permease Malaciobacter pacificus - - - - - - - - - -MENFTILTILLATLIAI YGLNRLKTIFSKEAPATILNLTFVIYTISL AMILLQIPKLS-----TFSDTIIPIVISWLVMTISV-FIVLVSRFFNFSKETITGSLLLVYVS!I S FM NAYM ESALPYVLVYDQGTFIALATYGTFTIA--SYYS--NKSETISFKITITMS--KVLTFTF PFISLVIALLMGS-------VNVTITKVLESFASTTIVEPVA V AV LQLQKEDVKPFSV - - - -ALITIKLTITIA I TAFGI -CLIFGWNNQQASIVSIMEAAMAPMITAGAII SMAGLAPRLSSAIVGYGILISFLTTA--VVFRILV- - -
B_Pro_AOA1D7TLL1_9PROT Putative permease Sulfurospirillum halorespirans DSM 13726 - - - ---MNYVLGALLPICLTITITFA YAFKHAKFPSTDFWPKMDIKTFTYYVLM S.LVYELAVA-KID-LTYTISLVATSLGGIFAILV-ILILLNLILHFENR-AFTSIVQGGIRFNTYVFLALVNAVY AEGLVLAAIVIAFAIPFINVLCIFAIYLREGKS--------LMVFFKS--TTITIKN LIGACAI.GLINMT--GVEV LFILKSVSILSHAALTPMG L SV VGLELIKYLKEAKKELVVSTVAKLVLETF MIAYGLLLFGLS--SGMSLSTIAILTFASM T.TSSHIL RELGGDVSLMASITTLETLACVGTLFS--LIVPLL--- -
B_Pro_AOA1P8KNY5_9PROT Transporter Poseidonibacter parvus - - - - - - - --MLDPVLPIATIYLLHL YLFKTITI---YHDNSKOQLTIEFVIYFSL AIV.SKIYPL-----TLDKIFGLIIMFIGFILFNLALAYFIGRMMKLNKLLLATFMIMATFG.TSFI.FSYIDAFY QDFIVYGLIYDLGSFLLLVSLGMFTITI--TWGS---GRKNDTKSTIFKS --SVFLFTF PSLMFFITILAKNTFS--E- -V NFMLLTSQTLGATLVPIAMIAI MKLEFVKFHIVSM----AMILKMVTIYV I I LIGFIFYGI--NETWVKVTITIEVAM PMTMATVL I KGGLDEKVAINSLVLGVLLSLFTIT--AYTTYLG - - -
B_Pro_AOA5J6RGU4_9PROT Putative permease Aliarcobacter cibarius - - ----MEQIFSSLIPIFSLTIVM Y LFKKTISFPSNDFWPMADIKTLTYYTITLM A FTLSKA-KLDSNSVDLVLVSIFAIFLTMFFLS-----1TTFNKISPLNNSFTSVVQGGIRFNTYVFLALSSSILTF -LIFSAIIITFAIPILNTIFCITIFS--AIYS---ENSKSFSYTILKS-H-5ST1TTFKN LI I SCTITI AMINTISTTIQ - -1 VSIENLLKILSGAALTPLSG I S 1 YNLVIKEINSGKKDTITILSSFAKTFTLTLIL FFIYFI -GKMFELEEVMISVLVLFAIM T.PTSFIL RQLNGNLSLMTSIITVQTILAVPILTIS--FYIKYLTI- - -
B_Pro_AO0A2P7R4B3_9GAMM AEC family transporter Zobellella taiwanensis - - - - - -MLAVIAITAPTIFTILTIAL YGAVRFRLMPAEAVPGMGRTFVLYTFAM A I HTLSGL-SVG-QVIEPGYMLAYAGGS LLLLTI-LGLTI--LTLKVLNNEGALKSMGMVVEP S AFF .VLLQVF EPPARAFALALLVENLLTITIPLALAVL--EFNAHRGQGGSFLLGLPAS--RVLR RN LVLATIAA I LASALNLA - - L QAMATSLELLGRASAAVA F VI GSLVGSPVRGNLAGMGTVMVGKTLVAH LLVALMVWWPTFS--DPQLQLAVILMAAM MMSIVYPIIGGQYG-QRSFAAGTLLLTTAAAFVSLS--VILLLVR - - -
B_Pro_AOA2A2I7H6_9GAMM Permease Tamilnaduibacter salinus - - - - -HLTFALSAILPTIFLVLVYV WWLRRIGWLDDQFTETGSRLVFNLAL A I TNLIDLS-----ELSHLINLTQVGFALGATVVAFLVLWAGSRFWPADS -RGVFVQGATFRG L G I I AVCASLY QQGLALGSVLLATLTLLYNFLSVFALTAGGAS --------WRDVLLS--TTIARN LI LSTITFA LSVAALS--DLFPTI ALFVTSAEYFARMTLPLA L CV AGLSLDDLRHGSPVAFAAVALKTLVVL VMLMLALPLELS--APVALGTLTFAMEFAA T.TVSYVMVRSLGGNHRLAASIVALSTLLAPFSLA--AGLSL-----
B_Pro_A0A841HKG3_9GAMM Uncharacterized protein Povalibacter uvarum - - -MSAAWHYFVLSAPLTFLTIVEFV Y LIGLWRHWPRRWTSIASKTLVTFAVTIL A L GMMSDLSALP--PVDARLLIAFFGGCFIVFGS=-----VGRLVAARVFDQSVFALGGVTFS N VML .IAKLTL EAAVPSVALVLVFNALTLWTLVSISV - -EWARS---HGSFTFGKTALS--SVATN LVAATIUVI TLVGLSGYR R - -1 GPVRLVLDGIGSLAAPAA L V L LGLAEYGIRRDWRLSLSMTGLKLTLVAQ LAVWALS-----GAPALELQVVVLLASMAVGANVYLM AQFQTLQAPVASSLVISTALAAISSP --LLLLMHATFGS
B_Pro_AOA657AFFO_9GAMM Permease Oleiphilus sp. HIO043 -SFLDLLLYTSNTITLPTIFTITIVEF.L WFLRRTSWLTESFINSGSKTLVFTTIAL A L I KVLES------DLSAVFQVMFALLVTVAGF-LACWLSGTMKLLPENRGVFVQGATFRSG MGTIV LALCMNMY DEGLAVGSTILLAFLTLLYNVLSVFALTLPFHS ----DKRFWLSMAKS --DMATEKN LI IAIVTALVLNLLS--Q--P AT IMKSGEYFANMTLPLA I CV GSIKLNELKDSNHLALKATLLIKTLVGHL LLAALVYV --MGF--KDLALGTLFLMTFAS TASFVM KAMRGNAELAATIIALSTVLSLLTVSTGTI - - - - - - - - -
B_Pro_AOA1E5BGY0_9VIBR Uncharacterized protein Vibrio genomosp - - - - -MFEQVINTILFPVFALATFUV FAVGRWLKPS----FKPINQQINMSVCI A v ASLATM-PLD--TEQLPLIYASLVAILVPGL-LMIPICKYMGLNTFKS ---AWAPPHMEFR SGNLAI.LFTYTF DVALAPAVLLFVMSACVHISIGLALLS--SKGNS=-=---- - - - - - -PFKS--Q1IFS-SM VFLAAALAMFLNLSGIV--VWNPLTIEATSLLGQAAVZPIM L S L SQMVNLRLSGLKTIGLS--LSTLQSIATGAVAFATI -IVYWLS-TIPTLHLQMMVLFTML P VMNYLF ERFEVEPDKVASMVLFGNFLSVATLPS--LLLIFALSL -
B_Pro_AOAOC5W5H5_9GAMM Putative permease Gynuella sunshinyii YC6258 - - - -SLIHALFSAINPTITLTLTITLATL I WFKHSNFVNDQFVIVANRLVFNTISIL S L I STANK-SLT-DSLNPKLVIFGAVMTLTIIVAS-----ALWLTIAPLTINKRGVFAQCATFRSG MG I LALCTINAY DAGLVSASVYVSFMVILYNILSVVLL--NAGDS--------VRSQLRS--ST1TTLKN LIIGAVL.ILWSLSGIQ--V FLISRSAEYFAHLTTIPLA L A I GTLNWHSARSNQQRDVLWITATFKLMI MVTVPI-ALLMGFRGTDLGILFMMMAT S SASYIM RAMTPYGALAAESVALTTALCPFAITS --LGLQTLQLA -
B_Pro_AOAOF4XRJ9_9PSED Malate transporter Pseudomonas kilonensis - -MLAI FLETLNTITAPVFAMLTFL ALLKRINWINDNTFIHIASSLVFNVTM A L LGILHA-DLH-AALQPDLLTIYFSIATLVSFAMAWGWS --AIWREDRGS ---ITYTQGATFRG N GV I LALAASMY DYGISLGAILAALVILFYNTLSTIVL--AVYS---PVIKSPWSICKS --SVISN LI ISVIIAAPFAYWS--G- -1L NWFETSAKYLSQMTLEPLA I C I GTLSLAALRKSGKMALSSSLVKMVGHL LLGAWL - -WGF--RGAELGTILTFLYTFGS T AASY VM RAADGNHELAAAIIVITTLMAAITTNG --LGIQWGGWTI -
B_Pro_Q6LFX7_PHOPR Uncharacterized protein Photobacterium profundum - - ---MLEKVIGILFPVFAIVLYV YAI AKL---LKPDFKPINRTINMDVTEFSC A I SSLVMMKPDTS=----QLWLLVAAACAVLLPGL-LMIPS----TRMNKLSFKAWAPPQMFHR SGNLAI.LFGYTF -MGAAVLLFVVATTLHITLGMALLS--TNKES=---------SLSLKS--QLFKT LLLATLAALAFNLLNTIPS--VWQPLYEATHLLGQQASTIUPVM L S L AQLHKSGIRVGLM----TTLFSLTTGAISAVIY -CFLP--LHQQLQMMVLFTML P VMNFTLF ERFNIEPENVASMVLFGNFFAIITLPS--LLLWILATI- -
B_Pro_AOA1COWA97_9GAMM Membrane transport protein Microbulbifer aggregans - - -METFAFALSVTGPTIFLTLLTI YGLARAGLLSESFVDDASRLVEFLTITL Y, L I K I FNA---ESALADEWPLLLAATLGTLVSL-PLAW-LMARPLTEYGDRSATFIOQGATFRGSG LGI I LAWAAKAY NTGLAQAALLMAVVTMIVYNLAAVSLEF--AAYS---QSQAFWRRLLKS --DIAQN LIIAIVMALLAELV-----F.AMLLQTGDYLASITLPLA L C I ASLDFSLLRRSSLSAFGASAFKTLTLTIVWV VVLLAF-GWLLDLPAQSMGVLFLMAAA T TVSF RAMGGNSQLAANTIVALSTLLSVVTAS--VGLALLNSVYV
B_Pro_A1SZC4_PSYIN Auxin Efflux Carrier Psychromonas ingrahamii - - MFELATALGLKTILPLYTTTIAHL YLFSR---YLRGERDGIASLLTIYLTIG V VI MASYKVY-QLNAVIMLPILLTFILNSFLALGTLS-----RISKNFFSDNTKNILAFSAGTG TGYF LAIMILSELS-ANTIYTIFTVLASLLYESTVGFFVYVY--AKGHS------YTINQSLVS--KVAKIL S I YALVL LI FNVSNTIES--LNTNLLDYLDYFKGAYAILGMMMI MGLKGIDKMFMTTFS----AFTIKTFLTIY LCVLTITI-DYYF--NSDLYKVMFLTFAI GNTVAYV SLLNVHPEKAALAVVISTAISIVTIP--VMILTFLGTF -
B_Pro_A0A4Z0WDU8_9GAMM AEC family transporter Natronospirillum operosum - - - --MEVSLASTVLPIFAVIVL YGAVRGGFFPREAIPHMGRFVVSYCL A.I STVASS-PIG-EVLNPHYVTVYALGSLLWLVS -----YGLFRAVSGAQPLGSGMGVSVS S AFV VLIAVY -ANAFTMNLLVENVLTILPMVLILFS--EFARSRNQGWAGVYVYSGVGRS--NLLR RN MLLALVYV LVCNLLGARS--LAEPVERSIGFLVSAATGVA F VI GSLVGTRWGGRLGTILGVMAGKTLTLTLH LLVAGLS-VWLPS-FDPELQRTIVILSAAM MLSIYPVL GRYHADSAYAA-ITILLVTTLMSMLSLS--VWLLVLY - - -
B_Pro_V5TWV6_9ENTR AEC family transporter Cronobacter malonaticus - - - --MTYVIIHALAPTIFVIMLL FMAGKTHKMVDNQQNVALLNTIFVMDTFAL A AL SATVQT-PWAGIVAQMPLIVVLVLAMWVYTYAAIYFLAVGPFKKSPQDAAVLTLTVATLSFP Y A AL LGS VL EGSLSVAVSIAC-GSVLMTPFCLLTILEREKARS-----ASGENSLMWS--RSVKHEK I VWGP L L VVLSATI - -GITM ELVLAAIKPLGLAATAAA FLT VI LRKLKINSMVITS---ATITKLILTIRQ FIAWGTI -VLAL---GPVAITAILMIALAAGFFGVVFGNRFGVQSPDAEAVLLLSSVLSILSLPS--LFISLTQGL -
B_Pro_A6F4E6_9GAMM Auxin Efflux Carrier Marinobacter algicola DG893 - - - - -MLTQILSTMLPVFLTIAGSZC ALYGRYRT®PS----TKGLNTLNMETLTFV M v AVLADQ---KAPLQEYTSLALAATVVVLGSGIVLYPLARVLNLNLKS---TFLPPMMEFN S GNWM L VFATF DAALPAAVVLFVVEMLLHFTVGIYMLDPHTSI - - =--- - - -TRRLRTI - - - - - - - VIAASTIA LTVNFGS--GVPM QWLLETLNMLGGVCTIPLM F T L VRMLDVDFSDWKS-----LGVLGATISA ASGLIL-AWPMILPGLQVAALWYVTFAAM S VLNYML EQYQQEPHKVASLVLMSNLGSLVVMPS--ITIVLGLVFTA -
B_Pro_AOA1I1E553 9GAMM Uncharacterized protein Marinospirillum celere -MLLDTLTFTLEVTAPVFLLVFL I FFARIGLINDEFNRVASRLVFNVTL L v LNLLKT-DLN-QVFALDLLVYAAVVTLLAFGS-----WLVWRARSLADRGVFVQGATFRG L A I LALAANRQY -VALASILLALLTIVLYNLLSVVAL--SLWR---NTGGIWPRMGLS--DTTLRN LI IAVFLAVPFSLFAWP- -1L EVGLQTANYLASMTLEPLA L C I AALDLRALRATSKAALTSTAYKTLTITLIL LPMVFG-AWLLGYEGMTLGVLTFLVTFSC T AASY VM RAMGGNAVLAANTIVALTTLFGTLSTIS--LGVFILHFTG
B_Pro_AOAOA7RZNO_FRIPE Putative permease Frischella perrara - - - - -MTYIIIKALSPTIFTIIMLL FYAGKRSLVDNKNVTLLNVFVMDTFAL A AL TATVQT-AWQGIIQQWHLVLVIVIAMWITFFVFYYLSTKVFKKTAQDSAVLTLTVATLSTFP Y A AL L I LSSVYV ENSLSVAICIAC-GSVFLTPLCLLTILEREKVRS-----TNGGKHLVWS--RSVTHK I VLCPLL VVLSALS--NTIZKM DIVLLSIKPLGLAATASA F LT LI LRKLTLNRTVIV---ACITKLTFTIAQ FIAWGTI -1ILIL---GTIAVTSILVTAFAAGFFGVVFGNRFGVQSPDAEASLLLTSVLNTITISLPS--LFITLTSHL -
B_Pro_AO0A1L4BS10_9GAMM Uncharacterized protein Francisella uliginis - - - --MLVQIIDSILPTIFTITITITFWV WLTGYLKLVGEGAHQTCAKTIVTTYVETF A L MQTATAKPQQ--1FDLRWMSAFLISIAIIWVICFSASIFIFKESSV---MQAMINTTFTDMGGHM I FFIS SVSLISVAKANFVISLTLTIPLTIFLLS --ELYSGSDQSKKGILYALSS --QSLKZK M FLAVVEF Al I SLFS--NYATI KPI TDSIDHASKACVFMS F TV LALYGIRLHLSKMFIF-NVIMKSLISGFIAWGIVILFGS--TGDSAKETLTIYLVAWM T TIATIF.LQWRAIPDEATSLYLVSTVLSIITLP--MWMFLLG---
B_Pro_AOA2V4E7W0_9GAMM AEC family transporter Gilliamella apis - - - - - - -MQFFLILFPIFCTITFTIWV FIGQKTILNFS----VANLSKMSLYVLS F A K TFYTHS-TLT-SDYLIYIAYLIGLCFSLVLI-VSIW-SMIMKYSRCS---AMILSSCTFM N GNY T VLLVFTF TIGFDLGVIMMVLQQFVMSTVGIVYAA--KGST --------QKDVINS --KVIRM VAYGATFA I LFQLCQIP--LSKSIMTSISMIGDSSIVIIMITIIL MQLKIKIKQLDYPKLSFALVTRMVIS.LVAFAMVYFMP--TPMAKQILIVLAAM S ANTTLMSVQFDTNPALVSSATLVSTLLSLITLP--IVLSL=-----
B_Pro_AOA2N7LHC4_9GAMM Uncharacterized protein Enterovibrio norvegicus - - - --MLEKVISILFPVFAVVVA FIVGKS=----TFKPMGPINRTINTIDVMYV C v STLSVM-PLG--MEQSSLIIAAVIAVLLPGM-IMAVLAQFCNMPFRS---VWGPAQMEFHR S GNLATI L FGYATF QSAEAPAIMLFLVSVVLHTTVGISLL-----=+-=----=----SNQSQRFLSILKT LLIAACLALTANFADIK--VWLPLHEAMVLLGNAAVPVM.LSL VQLTAIRWSGMRIGML-STLLSLVTGAIAFATIYVFIP--PSEHMRMMVLTFTML P VMNFLL.QRYDAGAEEVASMVLFGNFLTIVTLP--AFAWF-----
B_Pro_A0A3Q9JIV3_9GAMM Permease Entomomonas moraniae - - - --MKQVFLNDLLPTIFVLLVTF Y I AGARNRFTEDNALAFNKTLVLNYA AL A AL I SIVKT-----DRAMLFTLTLVSTLILVLTIGFAISFFCLLLFKHSKQEASVAAMITGSPTVGVL FAILDTPVY AGGIVVAIVAII-QHVIIIPFGIVYLFHPADENS ---- - - - -HTNPVIS--AATIKE I VIVPMIAIILVILGIEK K- -F TVLDPSLNLTIAYTKSGVATITFAA I TLYKLQLSKEVVY ---NTFLKLTFVM FLALLLS-GIMFS---NEIIQMLVLISAL SSISGVIVGGRYQTYLKIGTSSLAFSILFFALAAPS--FWIGYTITIDWETF
B_Pro_A0A1Q8TB03_9GAMM Transporter Chromohalobacter japonicus - - ----MSGVTGALGPLFLLTITLL ALLGWRRFPGGDFWPAMERTILTIYTFLTLTF AMLVSTLATA-DVA-------QVPIIRLAVALLGT-MALFWCARHRLALAAAFTSVLQGTLRFNTYV VAGAAALH -ATVAAVAVALMVPLANILCVFIA-------AGTLGPSLGRSLAS--ALLR RN LI LACVL I ALNVTGTIG- - 1L GWLGSAVELTGRAALTPLG I AV VALRPRALTGHGHAFWWSATLKLGAT LVVLSL-AWLTGLDPVSRDIALLTFAAIL T.TSAYIL.RQLGGDAELMAALITGQTLLAMVTLP--AWMALAS---
B_Pro_Q1R0OVO_CHRSD Auxin Efflux Carrier Chromohalobacter salexigens - - - - - -MFDILAITTPTIFLTITIGHL YLAVMLRLFSKEQVKGLGGTFVTINTFAL A.I RALVQR-PLD-EIFNPVYLIAYGGGSALLTFLS--GAWS--LFARQRGKPSSILALGLSTS S G F 1 I AVMVYV SSAAVALALSMVVENLLMIPAALAIAEAGRQQ ----GASFLRKTMS--QLARN I LI GI SC I LVAFS - -G1IKI LPLFKAIDMLASASATPAA F VI GTLYGLRIGGMLHDVSPVVLGKTLVTLH LLILVMLWWPTIS--DAALATAAVVLASA MLSVYPILGQRYGHGES-CTASLMLATLLSFVTISGLLWIEAYZPAAL
B_Pro_A0A2C6DI99_9GAMM AEC family transporter Budvicia aquatica - - - - -FLLPLWHQIVPLFMLATIHL YGLIRWGKWNIKSVADGLTIKTFVFSVAL AM L RMMCNFSKQP--PVDARLLVAFFGSCLIVFVVGRVLGSKVFKLDGSS=---VFALGGI N VML VATVAL EAALPSVALVLVFNGLTILWTLVTVSVEWSRNGS-----SLTFAQTARS--NVLTN LI IGTITIS TLFSLTS--GYDL AFIDQPVSMLGQIAAPMS V AL MGLAEYRIRDGWQISSAICVLKLTILDQ MVVWALS--AILS--PPMETQVVVLLGSMAVGVNVYLMSRQFNVIVGPAASSMVISTVLSAITT®PS--LILTLTIGVR R -
B_Pro_G9ZF44_9GAMM Transporter, AEC Cardiobacterium valvarum F0432 - QFWHGIAFSADTTIIPILAITIVM WVMKRRGELSTELVAGMNHTIVYRYA AL M VSVVNSDTSP---LAAWRLTIGAGWLAIF FALY-AIGA-RLGRYLPAADRGVF FIQGVTFRGSG I G I LSLTAGVY SSDFAASAVLVGALALQMNILAVICLTQDENS - - - - - - - -PWPLVKS --KVLHN LI ITALLLAIMVKALHTIP - -V K I I TNFAGYYKNLTLPLA L AT ASFDLRGIFGAGQMALWASAGRTLTLTLS LVFLAF-GLVFGLRGEALGILYLTIGAT A.SASYIM KAMGGNATAAANTIIAITTALSLMLTIAS--PVIALTFPLL -
B_Pro_AOA1H3HCW2_ALLWA Uncharacterized protein Allochromatium warmingii - - - ---MLAILAITAPTIFLLTIAL FVAVRQAWMPREGAVAMSRYVLLTFAL A DTLSKR-SLD-SIVVPDFLLVYVSASLLTYGIGVAV--ASLVTSNAS---FFGMGLSMS S S VY I LVAQLIL DAALIAVVMAILTEVLLTILPLTLMLTEFHRERS----GRDNILGRVLS--RTVTN I LLAIGA LLFAALS--DWRL LALDRTTIALLAGSAAVVA F A I GSLAGQRMRGALGAATAIAAGKTLVILH LVMFGLLLLTLS--DPTLGQAATLTILAGIL MV TTIFPLI QRYGQG-EIPATALVLTTLLAFVTLNLGLWLWGTIGVYV -
B_Pro_D3RMT9_ALLVD Auxin Efflux Carrier Allochromatium vinosum - - - - - -MLAILAVTAPTIFLLTIATL FAAVRRAWMPREGAVAMSRYALLTFAL A DTLSKR-SLD-SILVPDFLLVYVSASLITYG-I1IGVLVASIARRTSNS --AFFGMGLSMS S S VY I Y LVAQLL DSALIAVVMAILTEVLTIILPLTLILTEFHRERS----GRGSMLGRVLS--RTVTN I LLAIAA LAFSALGWH - - L VAIGRTIELLAGSAAVVA F A I GSLAGQRVRGALGPATAIATGIKTLVVH LVAFGMLMLTLS--DPTLGQAATLTILAGIL MV TTIFPLI QRYDQG-EIPATALVITTLLAFVTLNLGLWLWGTIGVTP -
B_Pro_A0A1V2VON4_9GAMM Transporter Acinetobacter genomosp. 33YU - - - - - - - -MVFQVILPILTILLTLHM Y CSVLIKLVTPEQIRALSAFVIKTIAL AFLIQSLANKS -NLQ-EIWHPFYFIAYGGGSLTILFFLAFITIVYRKLFKNSSAS---VISMGASMS TGFM TAILTMLM SHAAITIYISLTLTIIENLLTIVALMLTILAS--EAGL--QQQQQLLKKTFTIS--NLTLTKN VIIATILYV MSCILLGTIH- -1 SKLGQALELLGKTASEPLA F A I GSLVGIGITAVNLQSILLAGFNVILM AVIFGLFLLNVS--SREMLYAGTLTIAAL MPIAFGIFGQAYGLNEKALTP-LMISTIIGFIGVS--TALWW- - - - -
B_Pro_A0A1B4V0C3_9GAMM Transporter Sulfurifustis variabilis - - --MLLIRILGIVFPVFAIVAA YVYGRL---KRPDLTTVNQLNMDVTL L A SVLSSE-SFD--VAAYGGLALGATLVILGSG -LLAL--PVARLAGVQAKTLVPPMMEFN S GNWM L LAV FATF PQALPAAVMLLIVENGLHFTLGTWLMD ---+-+-- - - - - - - -HRAHWLS --DVLKAQ I VVATTIA LLFSIS--GFAL EPVEITIDMIGQASTIUPLIL F AL TRIDLRQWRS - - - - - - - -LGLLGAVLSC VTLLVVLPFLDS--LPLQDSLLLLFGAL P VLNYLV ERYRQEPGKVASIVLIGNLAAFVSIPS--LVLPF--- - -
B_Pro_AO0A1B4XGA1_9GAMM Transporter Sulfuricaulis limicola - ---MLILRLFGITITIFPVFAIVAYV YLYSRWRQP ----MTAANHTINMTVLL A HVLSGK-DFQ-LAEYGWLALGGIVVVLGSGL-LALLAAKVARLSLKS ---TFVPPMMEFS S G N I L L AV FATF EAALPAAVVLFLVENGLHFTLGTWLMS--D=----- - - - - - -HRAPLHS--KVLLAQ I VAATLI I AFSLFHWN- -V TPIRETVNLLGQASTIUPLIL F AL TRLTRIDFSEWRS-----1GVLGAVLSC LTGVLM-VLLVFLTPLQTSLLLVFGAIL P VL_LNYLYV EQYRQEPGKVASIVLIGNLAGFISLPS--TALAFAL - - -
B_Pro_AOAOK6INK4_9PROT Predicted permease Tepidiphilus thermophilus - ---MLAQRLVETILFPLFALVAL YVIGKS=----RHRPLSGANRLNMDVEFT A AALAGR-QVD--VLAYLPLVLAALVLVLGSG-ALGW--WLAHRLQEDPRTLAPPMMEFN CGN L L LALLTTF EQALAPMVVLFIVSNLLHFSLGVWLL--DRRA----=----RLSHLWS--RV - - - SVLAAVA LAVGAAGWT - -VWPPLLTTLKMLGDTISTIPLM F G L VRLAETPIRAWRLGVIVALARPLSGMALAAAMIGLYQL --EPLQAALLLTLTFGAL P VLNYLF ERYGQEPDKVASIVLVGNLASVAFLPS--LALAAVLAS -
B_Pro_AOA1F6TIV5_9PROT Uncharacterized protein Candidatus Muproteobacteria bacterium RBG_16_65_34 ----MPLRMIVEVMLPIVALVAA LWAVARGESTEALRVQLNRMVLYVEFA A I ASAT-AITAALLTVPLLLALGVAFTGLLLYLLLLS----RNLSNPARAALMLSGMEFSG V FYL F VTSFLY -GGLYAAFADMAATPLLWSLGVWIAS--TRLDS ---RAAHAAHVPVWS--RVMRAQ PVWAFLI VAAQQSGI - - -ELAPLVRAAALVGQATIPVMMEFVL LSIPWTRLRPILGS ----VVAVKLATIM I VWAFAWWFA--PSEAPRAAVIEAAM TMLMAVLM DRFALDTGAAALMIGWSTLTIFWFTL®P--LWLALVA- - -
B_Pro_AO0A7Z9UXB1_9PROT AEC family transporter Candidatus Lambdaproteobacteria bacterium - - - --MFGPVIDIILPIFGLLMYV Y I AAGAGWFDQSAIRGLTRYVFDTFAYV M LLRTLAST -NLP-DVIPWDYLASYYFGTFIVLLSGFVI--TRILWQRT-QVISAFSCSTFS TV LL I VLLATF EEAVLPLFIIIGTHGLIMVPLFTIMLEMAKNGS ----RGQFIARTSY--GLTITN LI I GLLA LVCNLTF--KITLWMPFDEMAKLLGNSVTEPCA F AL ATLASFRKNTIPWQQEVPLTIVIIKTLVH I VWSLATMINGS--DAIWIQVLVILAARQ TGVNPTFLF NRYNVGQSVSSGAVFISTVFSIFTLS--VLLAFFR- - -
B_FCB_AO0A401XLD1_9FLAO Transporter Thermaurantimonas aggregans - - - - - - - - - -MANFILTILTICLTLA QLLRKVSSFPKDGHKALNTITFTITIYTIATL AVA.RYVPLI-----EWSSIVWPFLSQFLVFGIAL-IAVWFSKIKPIDTTTRGALLLTMGLS TS FV LVETWY SDAIKIALLSDQGAFFVLSILGIGYA--TWYA---EGYVSVRYLMKS --HTITITETF PFIAFLTIAISISHMS--P - - L AWWNTLMEKLSAPLVPLA VSVSLQI SFDRWSELGY ----ALMVKLTLTLA AVVMVL-LLLTNLTSLYYKITVFEAAMAPMVTSYVYV SQFRLNSGLAGYIVGIGILLSLLTTA--GWYWVLENTI -
B_FCB_AOA4R7F5S0_9FLAO Uncharacterized protein Myroides indicus - - - - - - - - - -MSSILLLFLCLFTI VI IQRVPNFPRNTAVVLNQYVLTFTITL AMALYYLPKTIS-----ELSDLLLPTSVAWIAFGFSYLLFAFLGKIVYNWSKKLTGCLTITITAGLSEG TS FV VIQALY EEALTTLIIVDLGTFVVLSTVGIITIA--TMYS---NQKNNNDSTITIRS --KTITFGTF PLIAFFI.FLMAVF--K--F EI FSNALKSLAATLSPTIA I SV FQLKSKHFRFLALS----GLSFQLTI I L-FVVLGHTDEVSKVCIIEAAMAPMITGTTIL SNYGLKPELSNMMVGFGIPISFITIA--GWYTILVEYTL -
B_FCB_AOA7W7IWD2_9FLAO Putative permease Flavobacterium nitrogenifigens - - - - - - - - --MNNFLLTIFLTFLAL LVLQRVKQFPTHTIYKTLNKTIUVIYTFCL Al TLYHIPKTIS-----KWSELVLFPIGAGWITYILAFLFFHFLGRKKGWSNIKLTIGCLTILTAGLS S S F L Y EALF KKGLETAVLVDQGTFVVVSTLGVFTA--AFYS---KGSPNFLGIFKS --KTITITETF PFLMFVLACIFNVM--NYDLNENIQNVLLKIGSLVTEPLA L SV LQLTSQHWKTFLRLS ----GLFFKLTLTLYV FVIFVLS-YFIF-NRSEAIKITLMETAMAPMITGATIIL STYGLKPKLSSMMIGFGIPISFLTLAS--IWYFTILSFTI -
B_FCB_U7D8Q1_9BACT Uncharacterized protein Chitinivibrio alkaliphilus ACht1 -MFIQRVYEIAQITVPVFSTIALYV Y ALFRKEFISSTAKAGMGIKTLTYYTIAL A.I SSFMKTDSSDS--LFSWELTFFLATLPILTILGP-MIVYICGRIIRATPTKQAALTYSSYWG NGYM F LAINAYV ASTLATAAVINGFTVPFYILSAMLLTIVYRSQHT - -HTEESAEMKAAV--KTTFTFN VIITLVISSFLSLT--ALTI.AILIASADLLGSLGLPLA I LV SNLKTIEETITSEKGLLALAVGAKLVGA LVLFLT-AFFPDLSHDTYVTILTILLNAYV G.VANYIISDRLGVERDFIASYLVLSTALSIFTIP--FWLYLVL---
B_FCB_A0A3D9CWD4_SFLAO AEC family transporter Epilithonimonas hispanica - - - - - - - - - -MINFVLIIVCVVA MIFKSTKTIHPDAHKGINTWLLYTIAL AV S KYLPKV-----VWSEMLFPILSTVLAAIGGWVFMLFYSRMKNYSRRSRSTMELASGYS TS F1I F I TAFY EKYLSIAIICDQTMFLMLSTMGIALKGGSKSGS -----KVDPKTFTILKS--RLVTFTF PFIGCVSALLSQFTI -----DLDFAEPMFDIKLASTVAPLA F SV LQLKRKLIPQIST - - --SMLYKTL!I LMVLTILLAFRTIS--KGDIAKTISTIFEHAAM TVITSSTII EQYRLNTKLTINLTITIGIOSIIVGFVTTGS--1IWYTETITITETFTLTF
B_FCB_AOAOWSEXKO_ELIMR Transporter Elizabethkingia miricola - - - - - - - - - -MINFVLIVVCIVA MIFKATKSIHPDAHKGINTWTILYTIATL AV S KYLPKV--------QWSEMLTFPITISTTFLTIAI-GSWFYSKKKGYSARSRSTLELASGYS TS F I F I SALY -LSIAIICDQTMFLALSTLGITIAA--LRGG:---NSSGTISAILKS--RLFTTF PFLGCISALVLSQV--V--DLAPVEPFFDKLAATVGEPILA F SV LQLKRKLIPQIST ----SMFYKTLTVLTLA AVVLGL-ALLFGIKGNVAKVSILESAM TLISSSTII EQFKLNTKLTNLTITIGISIVVGFFSTILS--LWFGVVETYTLTF
B_FCB_AOAOH4PCE9_9BACT Malate permease Cyclobacterium amurskyense - - - - - - - - - -MANTILTIVITSTIILI I VLQKVRNFPIEAPKALNAYLTIYVVL AVSLLHISKLS-----DLGALLLPISVGWITITIFTITWLLFGYLGKRFSWDIKIKTIGCLTITICGGLS TG F I Y EATIY AEGLKIAVLIDQGSFLVVSSLAIIVAS--SLYGS---SEKLRKRDISKS --QMLTFFTF PFMFFTILALLLNTITFKTIES--TSGVAEKVLESFSGTLTZPIA I AV LQI KDIKDNYLWY - - - -GLAHKILITLHL LLIVYAI-YWIPADQNLTIFKVSVMEAAMAPMITSSTII TNYNLRPKLASLLVGVGIPLSVITLTS--GWYYLLTEYTFR
B_FCB_AOA4ROPXP9_9SPHI AEC family transporter Pedobacter psychrodurus - - - - - - - - - -MANFILIGLCTILA I LFRKSKSLPKDAHKGINAWTITIYTIAL AVS.KYLPHI-----TWTDLLFPALAPICIWLFGWLFITLYSHIRNMSKATSGGLKLTSSLS TS FV F I VAYFSEKELAIAIICDQVTFTLLSTIGIIVAIRSSQNS ----QKLSPKLVLKS-=-KVLTFTF PLIGCTILALLPRFIS--=---DLSLLDPLFEKLAGTVGEPLA F S I LQLKFSELKHISFS----ALLYKTL:I LVVLVMIVLGM--NGMITIKTITTIFEMAM TLLTAGVYV DQYNLNPKLSNLVVGIGILLSFITTG --LWWLTYSGLYV
B_FCB_A0A117MQG8_CHLLI Transporter Chlorobium limicola - - - - - - - - --MQNLTILLFVCFTFA I LLRRLNRLPKETPSVLNGFTITIHTISL A.TLLYFHDI-DLS-GVFAMAAMPWLHFGLAAGFF-LLAG--KVLKLPRMTVGALILTGGLG TS FV L EAYY KEGLVHGIIVDQGSFMVLSTLGILTA--GIVYS---DGKLSAEAILRS --RVTATF PFIALTAAVLMPFD-----Y.EWFTLLLGRLGDTLAPLA F SV YQLSSGNTRNLALS ----GLTFKLIL LSLL-YGLFGMQGLPVRITLTFEAAM PMITAGTIII AEHHINPPLASLMVAVGIMASFFTLAS--LWWFLLGVRAQ -
B_FCB_AOA3E1NU95_9BACT AEC family transporter Chitinophaga silvisoli - - - - - - - - - -MDNFILTIAVCTITLA MLMQRAKLLPADAHKGINTWLLYTLAL AVSLKYTIPTI -=-=------NWSTMLFPLASTVIVWA-GSALYVKKKRYGQRSRSTLELASGYS TS F I I AY F -LSIAIICDQVLTFILLSTAGITITAS--1KGDRKSGAEVEVKMITLKS --KLTFTTF PFLGCITALLPHFTIS-- - - -NLSPIEPLFGKLAATVAPLA F S I MQLKEKQRGQLSMS-- - -VLLYKTLTI MLVLGA-AIITGVWGDVAKTISTITFEAAM TFITASVYV EQFNLNFRLVNLTIIGIGIILSLMSTEFS--LWAQYLYG- -
B_FCB_AOA521FC55_9BACT Predicted permease Saccharicrinis carchari - ----MFSALFINVLSVFLMMVEP YVIIRRNITISEKALKDTFSHTITITIKVLY SSVTTNFTLT-KVLESWQLPVSIFMFCVLGYAIGLLYAGFFKSSPKRRKSTILFQMTTIN YSFLPLATI S KLY EQHMAALTILSTLGAELAVWTLGMSILNLNKGGS--------FTLRNLS --KHLLS PLIIYFS.LLLALH----VN SLIIKTIVYELGQATTIPMS I MV GRMGLGDLKRDLWAS---VALTFRTLTI VAGVLMLFLFP--HHLYLNVMLTIVAVM S.MASLVLGELYGADQKLISGTILITHALSLITIP--LWLLLLL---
B_FCB_W?7YIY8_9BACT Auxin efflux carrier Saccharicrinis fermentans - - - --MFQALFINVLSVFLMMIFP Y LI IRKNTITISESALKALSHTITITIKVLY C SSITKNFTIT-KVLESWQLPVSIFVFCIIGY -LAGLYLGFFKCDLQRRRSILFQMTTN YSFLPLAITIAKLY EQQMGALILSTLGAELAVWTLGISILNTNGGGS --------FKTKDLS--KHLLSAPMVSIVYFSLTILTIHEFS-=-- - -N SLFLKTIFQMGQATIPISMIMYV GRMGFSDLKLDLWGS ---VALFRTLTI I GVILLQFFP--DHPFLNVMLTIVVVM NSMASQVLGEIVYGADTKLFSGTILITHLLSLISIPS--LWLLLLTL=-- -
B_FCB_AOA7V2ZM04_9BACT AEC family transporter Ignavibacterium album MLDNTILS--FTANIVAPVEFLTITIAL Y I SKKMKTIINENFVDVTSKTFVFSVSL T MQISEM-DLS--TINFPQITITFIYTGTIV-TFS-1TLTIWISIPFIKDGKDRSVYFIQGATFR RS FAIV F A I S NLF QSALGKAAIILAFILPLYNTILAVIVLS--TVPLR--HTNQSFYPITIKS-=-ETTLTLN LI VAVTII I PFSYFTTIE- - L DIVLTTGSYLSDLALZPLA I G I GSLNIEQIRKASTLAFTSSTITIKTLVVI IMTII-AYLTGYRGTDLGIMFTILTFATC T I VS FIM EAMGANSKLAGNTITILTISTLGSVFTIAS---GILILKTTG
B_FCB_IOANR9_IGNAJ Putative permease Ignavibacterium album - -MIDNTILFTANTIVAPVFLTITIAL YFSKKMKTIINENTFVDVTSKTFVFSVSL A MQIAEM-DLS-KAIQITIFIYIGTVSTFILIWS-LTISTIS--PFIKDGKDS-RSVFIHGATFRS FAIV FAIISNTLF TNALGKAATITITILAFILPLYNVLAVIVLTVPLRHS----TNQSFYPITITIKS -=-ETITLTLN LI VAVIA LPFSYF--ATITL SI1I1IITTGNFLSDLALZPLA I G I GSLNIEQIKKASTLAFTSSTFTIKTLTI LLLTSA-AYLTI-GRGIDLGIMFTILTFATC T I VS FIM EAMGANSKLAGNTITILTISTLGSVF FTIAGILTILKTAGLTI -
B_FCB_WOENN4_9BACT Autotransporter Barnesiella viscericola DSM 18177 - - ----MDAIVSQMITILFTILVTIUV Y YMSKRGVMDAETFDRKLSELVINVTLC C LSSVMGD -TLPDKNLTILPLLVVGFATYALLIG-VAMLLPRYLHIAPTERGVYSFMLATFG VGF I I VAS PSAVFYASILNFPSTLLIFVFGTLFI ---------SGDQTKMRFDWS--STLYS AMIASYLSILIVVAGWMS--PTRVVSTPFFLLGNVTVEPAA L I I SSIAFGNPTIVYL-----MSALRLTLTL LLILYLSLCQV--DESIANTINVVLAAM v SYGTLFCIKYKRGEVVMAEGTFITTLLSVLSIP--LLTAFL - - - -
B_Ter_A0A402CUS7_9BACT Malate permease Capsulimonas corticalis - - -MTVFAATLTALAPLFALTITLL Y ALKRARVLHSAHAPVLNGLVVNATL A VVHGLATAPAIPRAFCAPLAI FLTELALFALTILS-----FGRILRLSRPRLGALLLVGTTFSG TGF L Y TLALL--PHQFPTAILIDQGMTVPLTIAAALIGSLYGS --AQTQEGASAALLST--RLLTR RS LPALAL.LLAHFL--P--AAHALDKTLGYLAQGTTPLV L AV LALRGKNVLPLLLS ----SCTLKTL.L IMLPL-SRLFGLRGDLLTISILLAAM TSVMSSVYSAHHDMDGDYAVATVFVSTLLSALTTIPS---WMLSLAR - -
B_Ter_AOA2E0ZFG6_9CHLR Transporter Anaerolineaceae bacterium - - T1TAQLVETIFFNVITPVFALVLI YVAGPRLGLS----ARTLSRFAYFTITLI CFV.NIIATA------EFDVATMVIFIWVVELACA-ALGFVAKILRRSTA---AYVLIATFG VGNF L EFRL PEGLLPATIYFLAIMMIAFVIGV -----GAAS--------WTNAVTS--AVLKT I AI VPAVLVNGLGLTS--P LLVSRTTGLLAAAMVZPTM V AL VQLSEVKQIRLSRDVWIASSIRLLGGAVLGLLIVIPFG--SGVERGAGVFQAAM T VLAS LEHNLLPDFVTTAVLFSTIASVLTLTS --LLLAFV- - - -
B_Ter_AOA3D2ATP4_9CHLR Uncharacterized protein Dehalococcoidia bacterium - - - - - -MLNVFFTVVPIFLVASS ALLQRL---RPGVLGMLGPAALYTLTLS A.VLDGLLET-NLS---ADVSLKIIAATVSAVISMAAVSWLVKLLKPTQS---AFLLTGTFA A GNM L I AYLATF - LAVAILIFVAQGSLSWPLGIVYLA--RTKG=---=-----WQPLTIKATIEKWV - TLYAVPLALTITIRAFGWD - - L QTFDTTISLMADATTIPAWM L V L YQLIQLDKALSLGS =---ALFTRLVLGATI I GLAELFGS--LGTARNTVVVVSAM T VFTT TEFQAMPRFVASAVVTSTLASLITLTS --VLIDLLQKYSG
B_Ter_AOA2S8SRI5_9BACT Uncharacterized protein Abditibacterium utsteinense - - ---MFDILWKVTIAPTIFVLTIGI I VQKRVGLLS-----KTLTRLNFWTIFUV A F L VRIYES-QLS--GAQLGKTIFLHFCVFFPLLGS-TLTWFAGLCGFQRRS---ALTASVMEFY S GNY VAQLAFPGMPLQVQAAIVMMQNVSNFTIGLALIAGGRGK --------WSETLLS --ETITFIKIL MVYVLVAAWAMRYTF--HLATFP QPLSVALHWLDSGLVPIAVVTL AQMASLKAPPLSRALVVSLFLRLTI LGFVTVYLLGS--RGELGQALVISTATF T VNSALIL LEYDNEPQFAAAAVFYSTLISSVTVS--GVIAASHWMN
B_Ter_F_A0A1G6HKY4_9FIRM Uncharacterized protein Succiniclasticum ruminis - - MEQHLIVAIKATIIPLFLLTIGYV I YITRWQKMLTDTELQHVNSMIFRTITFFFCMM YNMYTT-TLA-TALRPRLIVFTVVSLFVMLLS -ISAV--VVCTVERS-RGAMLQALTFRS FV LL L VEN SEALAVPTMMIAFISPIVYNTVSIFFL--EHFR---GNGKFLPETLRS --VVLEK KN I GG 1L AAFMLLGIT - -V EPVLKPIRQISSCTSPVA L I L ASFRFGETISKEKRNLVIVVLGRLVVI AVVLGT-AYIMGFRGVDFVTLTICTIFAT C VASFAM QQLGSNAVLAGNSVVLSSAFSGITLFS--GWILLFQMA -
B _Ter_F_AO0A6A8SIX4_9FIRM AEC family transporter Turicibacter sanguinis ---MENLTILSLNVVLPLFLMIVWVL YGLRVLKIWDTHTINGMNTVVFKVEFIL NVYQT-DIA-GVFNLK-LMLFAIFSVILTIFS-LITWS--GIICLTIEPKRGVLIQATITFRS F VI I ATSLC AESTGAAALLVAVIVPLFNVLAVITLS--ETFR----GSRHVRKILRS--GIVTN I GS L L LLFLAIGTIEK- -1 SAIEKTISDLSKVTTZPLA V I L ASFTFSSVRCNLRNLCIGLLGKLVLA FLPL-AIMFDLKGTSLAILLATITFGS P VSSFSM KQMDGDADLAGQLVVFGSMFSVITMFS--1IWTIFTI- - - - -
B_Ter_F_AOA828RX15_9FIRM Transporter, AEC Turicibacter sp. HGF1 - --MENLTILSLNVVLPLFLMIVWVL YGLKVLKIWDTHTINGMNTVVTFKVEF.L NVYQT-DIA-GVFNLKLMLFAIFSVILILLS--ITITW-GITICLIPKRS--GVLIQATITFRS F VI I ATSLC AESTGAAALLVAVIVPLFNVLAVITLS--ETFR=----GSRHVRKILRS--GIVTN I GS L L LLFLATI--GTIKIL SAIEKTISDLSKVTTEPLA vV I L ASFTFSSVRGNLRNLC CIGLLGKLVLA FLPLIMFDLS --KGTSLAILLATITFGS P VSSFSM KQMDGDADLAGQLVVFGSMFSVLTMEFS--IWIFTI- - - - -
B _Ter_F_W1TZ78 9FIRM Uncharacterized protein Negativicoccus succinicivorans DORA_17_25 - --MEIIHILVYNMLPLTIGTIAAHL YWLDSMFPI - - - -VKSLTKLTFYI RSIFLM------PFDTGMMVLFAAGALTLTFLL-HSLFATGVAKLRGYDREAFRIGTMTFS CGNYV VSMITLIYSNPAMAAITVLLILMNSSVNTIGLYLA--GKGR=--------MTAATLS--MVLHM TLYVTIF - VFCKWLALP--VDTWFVWPMLSMAAKSLPIAMVTL I QLHRTTLTWFNPDVWLATLITFTRLI LFALAIIVYAYGS--DPLTSQVFLTITFSAYV VNSVMEF VDFDNYPGYATQVVMLGFVMSCFTLTTVIYLRFLFPTITP
B_Ter_F_A0A3G9J9V4_9FIRM Permease Intestinibaculum porci - - --MNMQVVLNQMIELTFLLLGYV Y FLYKIHITIDNVFNGKLNQQFVLCVAI CMILNSALTITHKYQ-PIHRVLAILLTIALFIFLTLP-ITAGFIAKICRVPKQDLGLYTIFMTTTFS I G F I VMMSTIF NESVFYTTIFNLVYNTLVYTLGYVLINIGTGQ --------KADIHLS--KDTI ATISCIVAFIIYLA--HFHL.EVITKTIGTLGSMTSPLAMI I VTLAFSEVKTIY®PS-----YTLLKQQIUVL VLAYHLLLFVHS--DALTLGVSVICTIAM VGTMAVLLTNRNGGNSELAAKNVFITTLVSIASIPS--VLVGLTFLA- -
B_Ter_F_H3NQB6_9FIRM Uncharacterized protein Helcococcus kunzii ATCC 51366 - ------MDALNTLMPVFFMLTIL Y I SKRKGWISEEQKNGANATLVTFNTITLTF I M I NLMAGAKFDASKIGITILYVLIVFIVEFAIGI -------VTPKLTPKYSHFASYLTITVVEGGNVSHIL LYLSTIVWV S ---SNTVIYDIAGVTMCFIIFPFIV--SDKG=----------EMLKS -=-KTIFSN FVIAVLL.LLLNITGI---YEKLL---LSSFGQPI PTI.F YNLDKTSLQPILKS ----LIGLKTILSTLVILGFFIFFP--TMTYMIAPTITIYFMS TGFGLIPIIEPYKSDESFTSGFVSMFMIVTLIVYTS--VVLFV- - - - -
B_Ter_F_A0A8D4UV36_9FIRM Transporter Dialister hominis - - -MILLQILWDDTILPLFAFIGA FLDSKFKTIDS-=---1STYSRLTIWVVL C F I YTMYRY-HFE--SDDLLMIPAVLILLAVMYFLSMGM-AHMFHLTEKGS ---AFEAVSSTFES A GHI AALAVMIFTPPAMGTMVYIIMIVMNIVVNTFGALIRS--SRGS--------VKEVLSS--FMVKM ALYAAILAILVRSAGIHS--LEHTFLWPLTHFNGATFIVLVTVTI LQLHRSKILRKPDRTFILATSTFNKILI Al AWGY - LTLFGGSPIASQVFTFTICAAYV SSMALIIVYGVEYGEDAGLVTQSVLFSTVAGALTLT--CMIYL-- - - -
B_Ter_F_AO0A323TIW5_9BACI Uncharacterized protein Salipaludibacillus keginensis - - -----MEFLLTILLPTIFSVFILI Y I GQK----RIGFTKQLSTMALYLMS F.V RTFYVNS-----TI1ISDYVYLTILYTLGLSTALLS-FTAWVGKVKKWDRSS---GVMLASSTFM N GNY LALFVF.AVGLDIAIILMVLQQLLMCTVGIFIA--ASGN--------KSSALK--SVFRM LYAATLHL LALQVMNISS--LSSLIFQTVDFVADAATIPTIMITIIL MQLKTKIKTVKIEPTVMTVLTIRLVAS VIAFLIVKAMPS--DETWKETIMILMAAT TSANTITLY LQFDTEPEFVSTATLITTVLSLATLPVVMWIMFL - - - -
B_Ter_F_AOAOF7D4U2_9STAP Permease Salinicoccus halodurans - -MSGFIFIFMNVILPIGITIVSYV YVVQLKYRLS----RGTLAKLAIHYVM A F I MSLYES-DIDS -FSLLFKITILFLGLYAFVTFV-ITITRFIAKFIGLDSTIS---LFTNSNLTFY A GNY VNDLVFSDA-MSVQVIMVVFQNMLAYSYGIFSL--SAENS--------SRAAMLS--GYFRM FYGLAL LI FNYFS--ETIGYV APVGSALDYMRNAMIGTLV F I L AQIAGIKFRRLRFSAFTASLTRLVIG AVAFMMLLLFGS--EGITAQAILTITSAM A.VNSSII QQYSDDPEYAAEIVMMSTLLSTVTVS--LVIYVALHMEF
B _Ter_F_AOA7D3XHG6_9BACL AEC family transporter Kroppenstedtia pulmonis - - ----MQALIDVMLPVFGTITIUVYV Y I AGRIRLVEKASSKSLNNYVYYVAL A L I SLANA-PIE-ELLNWGFIGSNLAGILTISFALCIILARLFFGRKSS ---THGMAASYGTTGYWM LMIAATF KGAALPAAIATLTIHNIPVIALVYILLFESMKNSS----ERKQLKNTISKS--ATTFLN LTI SVLA I CFSIF--RTIEIL VSLDIFSQLLADAAGPTA F AL VGLVGQKNTFFSSTSTAKTTTFTIKTIFTF LLTITIF-VLYL--EGLWATVAITIMSAIL VGAGVYVF QQYDSFKDETSQAIIVSMLISIPTLTS--LLIWEF- - - - -
B_Ter_F_A0A4Y3T470_9BACL Membrane protein Sporolactobacillus inulinus - -----MLIFVDVILPVFTFTITFTFS YLLQKIFKLS -=---LLPISTLAVYWLTLI F v DTFYTT-----PMDSFYYIVVTSVIIMVALTI-AAGLLCRFFRYDRNS ---AFLLSTI S GNY v L FAF KQGVLYAMPLMIFHAILMGIVGIVYIA--NGKGS=--------AKMALQ--TVLKRQ M NY AT PALLLQSFHTIE - -1 AHFLQSIELVSDASIPVIMVTIL MQLNVDVHRISWGRTISLATVVRLVLS I AYWVCLMFP--DPLLQNVIIVMAAM S ANTTLY I QFNAKPQFVSSCTLITTVASAVTLDS --VLLSLTF-- - -
B_Ter_F_A0A010Z7J]1_9BACL Putative permease Saccharibacillus sacchari DSM 19268 - -MSSSFASILVQVFPLAFPVVA I LLKRIKGLS---DTKPLSVVALYLLS S 11 TTLLDA---QVSAEDIGITVSFSFINLLTMWS-----VGRLLKLGDSEKSGLTLVASFT CVNY L LVLLATF A -GLHKAAVYIVLQIITIVNTIGVFFAARSHFS--------VKKAGLS --AVLEKIL ALVAALA - LRLS--GTTL ESFATGVDLLAAAYSZPVYV vV I L AQMWEPRLQKAFQA---GLALRLATIA LLSWLTLTLLGS--ARLLLGVLLVLASM T VNAVTIL EQFNASPKFVSRCILWTTVASFVVLPS--VLILFAGTN -
B_Ter_F_A0A143HGI3_9BACL Transporter Rummeliibacillus stabekisii - -MAIFFEILVNVILPTIFTILTIGHL YLHRKFLFM=-----NTLSKLNTYLLM AV S TNIVYENS-KIG-GETLLHILGFLTIIQSLTILTIV-LSGGIARVAKFDSS---VFKNSVVLYV S GNF L VSQLVFQHNGASIQIVVMIYQNLLTYTYGLNSYV --SIDKS=-=-------KGKALNS--GFLKN VIVYAFLIL LLLHTLHTIK- -1 S FLWEPIKNSSNATFLAVA I T L AQSAFLQLKQFSLPLLMSLLGRLTI AVALLTITIFVLKS--DGVTAQALTFTIASSTF TSRNSALTF LEYDNHPEYAAQVVLMSTIFSMVTVTTVIYLSTTIL- - -
B_Ter_F_AOA6B8RN24_9BACL AEC family transporter Paenibacillus psychroresistens - -MSYFSQILLNNVIPLCIMITCI Al LQKIFRLS ----1TKTLSKLNTFYLTFS vV IV KMLYES-TISGSILLQVLLFVFISLLLLAGIO -=-=---AEIIMLFRRYKRTAMRNSVUVI S ANYA ATI LNQLVF D--MSIQIIVMMVQNLLPSTYGVYSV--NSHKS=-------NLKATLRS--TVFSM SIYTIPLAFLMKGTFSVP - -1 NTIVYTIPINYTISQATFTIATIA V T L VQLGTMKWQIKFSDVMISNTFLRLTIMG Al GFLV-VYLLD-HGVMAKALTILSSAYV TSLNSVLL VEFDNEPEFASQAIFSSTIFSIFTVTS--LVIYLLQFTI -
B_Ter_F_AOA7XOXOL9_LISSE AEC family transporter Listeria seeligeri - - - ----MQFLLILLPVFGTITFAI FIGQKS=----TLKFIPNLSKLTLYLMS F A NTFYTNS-----PLTDYLYLAIYIFALCLSLTILLVSLISFLLGYNRCS---ALILASATFM N GNY T VVLLVEF AVGLDIAVVLMVLQQLAMSTIGIVYFA--KGSK=----=-=---MKTVVKS--RVVRM I AYGALL LSFQLLS--HTISL SALMTCIKLVGDAAIPTIMIUVL MQLVISFRRIELAKVGIALVLKTL.L I AVGLTLTILP--DEMTKQIMILLAAM T.ANTTLM VQFDTKPDLVSSATFISTVLSIITLPS--ITIVLYFLHPTITF
B_Ter_F_AO0A2V3WBK4_9BACI Uncharacterized protein Pseudogracilibacillus auburnensis - - - ---MQIFIDITLPTIFATITILSPC Y I AGRTGVISASGSKTLNSYVFTFVAL A L YAVANA-PIS-QLTNWNFLFANLVLGILSSFFS-LTILFIRLFLKKLS---TYGMNASYGTTGYM L L LI AATF DKAALPAALATLTIHNIPVIATVIVTFEWVRAKS ----ENRHLQDVIKS--PVLFH I TLSVLL I TFSLF--NTITL KSLDIFASFLSDAAGPTA.FAI LGLTNQKELLKWSSLVNLLFMKLGTFRQ TITLLLS-VFCLS--EPLWALTTILMSAL I GAGV FVF QKYDNLTQETSTGIVLSLLLSVLTIS--TLFIYLTIE- -
B _Ter_F_AO0A841YCA1_OLIST AEC family transporter Listeria fleischmannii - - - - - - -MSFILTILLPVFGTITFAI FVGQKLLHFS----TPNLSKLTLYLMS F ALGTFYKNS-----PITDYVYLAVYIFVLCLALTIG -LIITVAKIMGYSRCS---ALILASATFM N GNY T VVLLVEF SG-LNIAVILMVLQQLAMSTIGIVYAA--KGSS----->-=--YKVVLKS --RVVRM I AYGALL LTLQLLHVS - -1 APLLTCINLVGNAAIPTIMIUVL MQLVISFRRIELLKVGFALTITIRLTLTFS I AFGI -AFFLP-DTMTKQIMILLAAM T.ANTTLM VQFDTKPDLVSSATFISTVLSIITLPS--ITIVLALVHTFVYV
B _Ter_F_AO0A1I3QU23_9BACL Predicted permease Brevibacillus centrosporus - - -------MLQAMVVVFGFMAL YFAQR - ---KEEQNRSLAKLCLYYTLTI I I.QSFVHT---GVSVQSLAMIVLHFFVTTLIVYVLLLYVGRLFGWKLK---WNVLAATLA VGYF LAVIRYAYV EHAVPYAVAVSLAFNLYMAIFGFSQV --GDEQ--------WQARTIKS--RTITFAQN YLYAVGA I WRWM- -DLRM ESLDAFLNLAASATLPLT.LLT AEMKNRYERSELWDAAKVSVLKLVLPVLIAWPLALWMTS --DPVEQGVMILMTFGM TSLNLTLTLL KDQERDTSALAMVYILLTTLLSPFTLM--LVMNHLZP- - -
B_Ter_F_M7NCR3_9BACL Auxin efflux carrier Bhargavaea cecembensis DSE10 -GRPLSVSAFILTMVPLYLMATLTI FTARKMNTILSSNANPVITQLMLYMTL A LFSLNTTFSIELLVDLTWLVAMSVYFVMTLSIA-VGAWLRKRAELPDGQKSVYESLTIVTFSG Q G F I FAVCFMLM QQGVVYVTLFNIFYLTILIWSYGIVYLF--TRHES--------TTVDCRS--RLTFLN LATLYV LMLFLS-- - - -W DMLLRTFEDVGKMTVPLSMITLTI SLLASRNLYIWTS -----ASLMKL.L LSLLVFLFLQVS--PEHLLLTIAMLTAGM S TTTTVY HRFGADAVFASYGVIHSTILCMLTIPS--LLYQWVIT - -
B _Ter_F_AOAIN7N1X7_9BACL Uncharacterized protein licyclobacillus vulcanalis - - --MAFLELLWNVSPILVTCLA ALFARYQKV---DTSSLAAVALYTLTLA A LSALPTA-----NLHGSHALQIVLFTASITAF---CWAARIFRRASS--RSLMLTTI S K NY VLLLAY Q- -FSLGTLYVILQIILVNTLGVSIA------GDRQGGWR - --- - - - -TLFRT LLYASAL LVLCAFHQP - - 1L GGLATAAKLLGDAYAAVV.LVL I QLWTAARRKDVWTIS---GVALRVVVT I ASKLL-LWALGTI-GLLASVLFVEASM A VNTVAL SRFHTAEEQTSMVVTITTALSFVYLP--LIITAMGAR - -
B_Ter_F_AOA6F9E2L3 9BACL AEC family transporter Kyrpidia spormannii - -PGREESLFIHVTVPVILITIGI YLFGRYGAT ----LTAISKTFSISVLS A I.SFLARN-PLT--LGQMAEMTAAVLLFTAAMA-GITWVIRVLGMLMP----ALMTTVFP TGNY L L LFAY QEAFSLGVIIVVLNFVLMYTLGVFAS--LEQS --------WRRAAA--DVFRIL TTYAAVYV LAVNVLHTIP - -1 DFIYDPIKMIGDAMIPVVMLTIIL MQLVHVKPRGDVVPATVSSLVRLVAS AVMVGI -CYLLG-GGLTAKTILVVQNSHM T VIMTMI AQYRTRPDFVAGTTFLSTVMSFATVT--GLLYG - - - - -
B_Ter_F_A0A140L9M3_9FIRM Uncharacterized protein Fervidicola ferrireducens - - -MQTFLSSLQGVLMVFLVLAL Y Y LAKIKWFDEKTADLTFVKTIVLNVSTF LNLVVNITSTLTIKEST -ELLNYGKGIFIPFFSILLSY-VIAYFAWVFKVDRNKRGTFAATTFSTFS L M CQATLF DGAIPYSLMYYIASTFLWWTLGVYGI--DASEKMEEAFFSLTTLKR R - - - L GF LT LMLLFLS--NTIKIL EFIFRSFKMVGDITTPLS.FYV TVMYEFKKETLMS-----VFLGRTFTFTFA VLVLVLSSFIK--PDLMRNVFIIMSAM VMV NTSTIIL RVYGADYEFAVNMISYTTLFSVVVIP--FLMMMMETZKTI -
B_Ter_F_AOA5S5AXX0_9FIRM Uncharacterized protein Thermosediminibacter litoriperuensis -MGNSK---LYQAFAKTITFTITFAS SI Y FLSRKKIFEERDTEAIAKLLLYTITS A.IVFNMTQYFTRD-VLLQTFVVPFFSILMVVVSI-AGARAGKFLRIDPAKLDVFYLTIAFC TV YL Y DS LY EA-AGYVFFYEFGSAVILWSFGVWLAS--E---NDLSTGTVSLKENLS--KNLTLN PLTALAFSTIULLIVLGVKS--LSGFSGGVIKTLGDITVPLSMLFI MSVGVLKPEYTIAS-----ASLTIRLTI I GGV - AHFVDIPVAIKKVYITVEAAM SMMFTATIL ARYGKHPDFAAKIVVITTIFSMVTLPS--LQLVY - - - - -
B_Ter_F_A0A1G9KRB5_9FIRM Uncharacterized protein Romboutsia lituseburensis DSM 797 - - --MNFSNVFSQIFILFTILTITITI Y FARKKKLLDEYTTSKLSSLTMSTITFIL SMIINSMQIDYSPD-MIDKTITIKLLTITISLVMYTISY -LASYLLKFIFKSCNDLGIVYQYVIMEFS VG FM Y VVEAVL KEAVFYTAIFNLPFSLLTITLGTYFL--SKGKS=--------NYSFCIS--KNF VIVSI I VFILNTIK--1L AFISKPMDMLGNTITTPMSMLTITI SMLCFYNKKLYFS=-----VTTITIRLI VAIYFV--LIK-=--DSLLVSIPIVISAM A ANTATIM SEYEANTHLASQAVFFTTLFSVVTIP--LVSAVLTIEK- -
B_Ter_F_AOA1H7ZFE4_9FIRM Uncharacterized protein Candidatus Frackibacter sp. WG12 - - --MQFTIIMNQILVLFSMITFUV Y I ITRKKDTIINKETINQGLSSTILLEVTL A I I SSMMIKINTES-LINNTIKTITISLLSFILYSVIVLLTIFITNFLSLSHRRKTVFKTFLTLTI VGYM Y NAIYPNYGIFVYAIIANVFYNFLMFTYGVYIFIQNEDNS -=-------SNQISL--KNLLNNGLTIAVAI FLLLITGWQ - -1 KPIAGALKSLGSMTTF FPLSMLTII SSLTIKNFHFYL-----LSGLRLIL I YVALQFELS--PSIVENTISTITILTFSM A ANAVITF EKFEGDYNFASEGVFFTTLLSLFTIPS--ITFVYLTITL - -
B_Ter_F_AOA6N3FM45_9FIRM Putative transporter YfdV Intestinibacter bartlettii - - --MDIQVIVNQMITIULFLVMII Y I ANKSGILDQTOQNQKMSSLVLNTITS G I LSSVRA--PTNGSLSSVIQIFLISIAIYMVLP-IMGILSRILKVPKEDRNLYQFMTI I GFM Y VIQSTITF DEALFFASICNLVFNLVCYSYGVYLTI--SGSG--------KLSFDFS--KQlLlL I AVIIYLTS-----M QI IGETSDLIGSITTPLAMMII SSLALNDTIRTIY®P-----YTITIKAQI LFWWVLFIIQ--DPVILGVLVILTIAM VGSIAIMFCNQFEGNTTLASKSIF FITTLASVFTIPS--T1TLVYLLFTI- -
B_Ter_A_AOA2D6PE75_9ACTN Transporter Acidimicrobiaceae bacterium - --MSVANVILDVLAPVATILVVL ALGPRLHIV -----GGLSRLAYNVTEFSG A F AVLAGA-DLERGVVARLVLAGLAGMASAVAL-AVLWS----SRITGAGTAATAITSSYG V GNA LAIVATFSIL DQALPVAGVLMLTINLTGLVLSYVY -----AEAR--------FRPLPALGKALAA MAIAGATISLLVNLSGVD- - 1L VVVDRSIGLLADALIPVM.LTL MQLSGRPTWSNDLGV--VLVAKLALA LVAGLAASALSS --GGDFLDAVVIQSAM P VFTAVI VESDLAPDRATAAVVLTTLLSALTL®PS--VVLLVL--- -
B_Ter_A_A0A2W6BB44_9ACTN Uncharacterized protein Acidimicrobiales bacterium ---MTA---1VAQLFPVFAGLILYV YVLYLQGVAGRADGDTFLFKVCYYVCT A. STLATV -KTIT=---EHLLVFPLAAFGIFTALY -VAGWAGKRFGLRRPS---TFLLACMI SGFV - L FAQATIY DG-VARIVMFQLVNQFLTFGVGYAVA--AHSNS ----PNHHSLGLAKS --KVLTFS PLFGVI LLVNACGWT - -V SALMNGANLFGGATVFVLTIAT - - I LFNPTRNDFFLTVKVYIVIRLICGLMVGALV-IVGFDLCGIDRVLVLMLSLS v FNAVTTF SMEELDAPFAAGALSTISLLFSLVLTTI--AVLFA---- -
B _Ter_A_AOA1H7TQZ2_STRII Uncharacterized protein Streptacidiphilus jiangxiensis - - - - - - -MNLVDAFIPIWALTAWYV YLARRRGLLGEGAAMVLGRYVFHLAM A AL L TLSVT-PLG--SFDLRGLGVFGVSTAVVVG--VGWFGAARLFRKA--PVWGMAAGYV S ANL I I AQQVLHS - -VSFLVEVVLVQVLVVTPVILTALS------RHTDAAGRLRRLAGS -:-1LPTFRN LGS ATF VVWSAGHTLZP - -V HVVSGTFGLLGASAVPVA I AL ASLHSEDARPAVS-----1TAGLKLVARQ VVALLVS-----GLTHAQLFAVVVCAGL T QNTTFTIF QEYGVGEALANRAVIVSTTFSLGTLA--VVAALLGTPR -
B _Ter_A_A0A385ZIU6_9ACTN Uncharacterized protein Streptomyces griseorubiginosus - - - ---MQGVLTGFAVIAVVIGV YLIGLRGYLGDOQGREVLTIKLAFHVAS A L TTLARA-DLS-VIFSSRLLVTALSTAAAVFV-AVGA----VGWGVGRTTIGALTCSSYV S GN L I IAVYVL.D--ASLVAPVLLFQLVGVTPVALTVL------SGEKGP--LWRRLL--TPLRN I AVGS LA VMVSAAGLEK K- -V APVMDPLTLIGGMSVPAV L AF I SLRGPDRHLVLLS----SVALKSVGAQ AAAWALGVFGL---GAQLLDVVVTSAL A QNLYTY STYGVGERLARDSILVSTVLSVPVLYV--VVAALLG - - -
B_Ter_A_AOA7W4TNN3_KINRA Uncharacterized protein Kineococcus radiotolerans - - - - - -MSGVLTGFTVVACLVLYV YVVGRTGVLGPSGQVVLSRLVTFTFVGS A LVQTLAGA - - - - - - - -DVHVLLSAQLLVTGGGY -VLVWLARYRRMPRYV ---1TGALASSTFWV A AN L VAAYVLQD - -LTAVLPAMLLQMVVLSPVALGIL--DVGRDGSRRAAAKRLLT®PS----1LVN VLLASAYV VLLSATGWD - - 1L AALAQPLDLLAGFATIUPGA V A F MSLHGRAGWRDPRVLS--TAALKSVVAQ CVSYLV-ARLLGL-DAAVFAATVVAAL T QNV FTY VRYGVGRDLARDTVLVTTVLVAPVLYV --LISVLLPH- -
B _Ter_A_AO0A7W1D006_9ACTN AEC family transporter Rubrobacteraceae bacterium - - - - --MQSILNTALPFFALTITFSZC YGAGRLKLLDETAAAGVNTFVFYFAL A F GLMSSS-PIG-EVVNGPFLGAYVTASLAVFT-LAALVGRWLIGAAV ----QGLAAVLA TGYM I L I SAVTF GEAAVPIVVGLTLDGILMIPLGIMITIESSKGRS----AEGLVLTTFS--ALARN LALSATS--GLNFP GPVTNFLDLLGGTAGPTCA F AL ATLAGRQVAGGAA ----MTIMKTLATLH AVLFLT-TTLV--DPLWATASLLGAAL ANV F IV RQYDVYVARTSSAILVSTAVSMISVS--ALLLVLH-- -
B_Ter_A_A0A261EZD7_9BIFI Transporter AEC Pseudoscardovia radai - - -MSGLLNAMEGFAVIGIVILT YVAARMRIGGPQAQKVLNHTFSTFFI C ATLSKQ-ELD-VIFHPSIIVAFTSALAVAVI-FFVLNRIFFHMDATS ---VGCLNSMYH.L S NN I L VAKYTIHL N--PGLVAPILVMQQALFTPIALLDTI--STSG=--------=-AKKILTS--QPLHRQ I GS L G LI TFV - - - - -V NWLFDPIEMIGESAVPMI M A F MSLRGSSPVAERKQTS--VVFLKNVIM VIAFLI-AYFF--RGTVLYGCVVLAAL CGQNVYNY ARYNVGMQFARNGILFSTLSSPIIIA--IVAVLLG- - -
B Ter_A_AO0A838GVI3_9ACTN AEC family transporter Euzebyales bacterium - - - ---MATITFLTVVVPVMVILTA ALFARS----VTQTVGPISKLSLYLLS v SYI ADS -SLT-RQEASGFVVLYMVAMTAVGAS-LVVYV---LLRWPLGS ---PALLTTVEFETP S GNY L VL.LLFATF EAGFERGVAVVVLQFVLMYSVGVYFA--SMQG - -------FRRALLS--NTIAKDQ G TVYAGLA YVFTFT--GTI1EIWL VAVAEPIRLVAAAGVZPVL L V L MQLADTRLERIAGFVGVTSLVRLLLSG LVALGVVAVMGS--TGLLADVLVVQAAM P I LMS L L I EFDSRPDLVSGGIMLGTLLSFVTLV--PLL------ -
B _Ter_A_AOA806H8I4_CORPS AEC family transporter Corynebacterium pseudotuberculosis 258 - - ----MESIFRGFFVIFLVIGL AVLGKKNALGKGAANSLGNFVYVVAT A LLDKIMHTELSAIFSANFMVVCTSAMGVAFLSF=-----1SRVFLRRRSS=--TIGALSASYA G GN L I I ATYVLDD--ATIIIPLMLFQIAFYAPLAMLDFLHNIKNRS---=-=---=-ALNLVQ--TPLRNTMFLASI L TIVACGTLTZ R - -V VVLTEPVRLIGDSSVPLA I L F MSLTTTFPRGETVS----ACGLIKNTFAH ALAWGTI -ASMV --TGRELLVATFLGAL T QNVYAY LRHGTSESLARNSGIVSTLVSLPTLI--AIMYLLG-=- - -
B _Ter_A_AOA6N7EHH4_9MICO AEC family transporter Georgenia subflava - - ----MGGVLTGFASLAAVVLL YVLGRYKVLGEGADVALSKLTTFYAAT A MYLTLARA-----DVLTVALVTVITATVLALVY - -AALAALVLRRRGADLTLGALSASYV A GN L I ILIFAV.D--AAAIAPVLLFQLLVMVPVGFTLL------DAQRGGVSLAQTVT--MPLRN LVIGVGIL LVTALTGLR R - -1L EPVLLPVEMVADMAVZPVM V A F I SLPGEVRAPMWS - - - -AVALKTLAG AT AYVLHVFGLS---GPALAGPVIVAAL T QNI FVY MRYGRAVPLARDAILVSTLVCIPVIV--ALSAVLG- - -
B _Ter_A_C5C296_BEUC1 Auxin Efflux Carrier Beutenbergia cavernae - - --MGVSGVLSGFSLTIAATIVAI YVLGRFRVLGDAAPLVLSRLAFFVAT A .STLAASRASE-VFSAQSVTGWVSASAMLVVYAVAAW---WLRRPGAESVIGALCSGYV A GN L I I AVYAL--GGAAAVVPAMMFQMVVLAPAAFVYVL--TGRG--------DRSGLRSAVVLLN M LLAATLA I GVSLA--RVEHL EVVMGPIDMLGATAVPVM I AF I SLPTELRRPLV-----LAALKNAGR Q ALAWVL-FAFGS--LGPALLAAVVVAAL T QNV FTF MRYGSGVALAREAILVSTIASVPVIL--AAVLT--- - -
B _Ter_C_A0A2G7GNJ9_9CHRO Transporter Chroococcales cyanobacterium - - -----MNLTIAIVYAPLTIGLVLL LI LGR--YLSKVVATRLGQFLTFWVGYV I VAFLRQA-----DLSQIWIAPAVAWIAIILGV-AFAGS----AGIRQPTQGSFILAAMVG TGY L Y ITLAIA.TQYFGFALFYDLGTTLGAYGVGVALA--ARGG----SVHNYRELAQ--AILIN S LWSF - FAFRRV--P--LQASAAAILQGLAWTMVATLS V L I MRLSQLHPRASYVY - - - - -SLAIKMLTLYV LI LGSL------LNGATRLVLVLQTAM P FATLVI EAYDLDRDLAVTALAVGTIGILFLLPS--IWIYLFGN- -
B_Ter_C_AO0A3G6WXL6_SYNEL AEC family transporter Synechococcus elongatus T R AGLALCRWLPKLLPQLLGRTFLTFWVGI LQV.ALCRNT--------DFSALSIVTLAVLLTGLGLATLFPILRRWQAARQGSFTLAAMLG VG F I LAVAPSLVSAPYLGWLVLYSVHNIAGTYGAGVLVA--SHFS-PNEITHSLRSRFFS--SLLRL SIWATIAL ALMQ-------L.GGLETTVQTAAHAVVPAA V L G LRLRQSLQLALPS--- - -PVCVRMLVUVI LLAGLVYVY -LTLAGLQGDSRLAMVLQAGM SGFAGLTIL EEYNLDRELLASSILLSTLALFLTLPS--LWVWLTFGTS -
B _Ter_C_A9BBC2_PROM4 Predicted permease Prochlorococcus marinus - - - - - - -MNVISLLTELTIPCLILTI Y LLGKF---NENLSVVIARPLTINTFGI I SLMGLLLKV-GLK-DLIESALMALVAIGILMTIL-VVIP-----QLRSISCKTLQLGSGTFG TGYF I VALTLLPSQALGYSIGFDL-ATLFIWSLGPLLLS------GGDAGSRNCNGVLKS --ALTIKS ASKGLIGALLVQVS--P--WHIQLTSFLWGPSKTIVTITITLA V V V MRLGTSSSITKLRVIKLSLTIMKLTLGL SLMFCL-CLLLKLPNLMRNALVLQSAA T I ST LLISQANSHEEEKASSLVVFSTIFALITIPS--LWSLTILKTI- -
B_Ter_C_A2C2P6_PROM1 Uncharacterized protein Prochlorococcus marinus - - - - - - -MAIILLLSELTIPCLILTI Y LLGRF---KENLSLTISRPLTISYGI I SLMGILLKS=------GLELPLIESAALALVAIGF-LMTIS ---LYRLPNLQNRTLQLGSATFSG TGYF I VSLALLPDHALTIYSIGFDLGATLVIWSLGPILLTDSKVS -----NRVYWKNTFIKST --GIFSS AVKGLIGALTIIHSS - -P--WDEQITDLLWIPSRVVIVLA vV IV MRLRKANLSNSIKNS---ALIMKLVGL VIMLTITI-AIRLS--PSVMREALVLQAAA T I ST LLISQAAARDEKEATSLVVFSTITALISIP--AWLLTILZ R - - -
B_Ter_C_AO0A7G7KFA2_9SYNE AEC family transporter Synechococcus sp. HKO1-R - - - - - - - - - -MLRLFELVPTLGL Y LIGRRS---RPSWTRPLALPLVRTFGYV I sLMGLLLRS------GLNWAVLGYAAIAVFGILL-MLTI-TQQLGLGT®P---TLQLGSCVG TAYF I VALALLPES--LPVSIGYDFGATLLAWGLGPWLAS-----R=-=-=---=---QAGTLTIS -=-SLLRH ASRGLLGALMVQLTS--P--WRADIAALLWFPSRVVIVLA AV V MRLGAIETAGLGAS----SLIAKLATFY LLMLLVTRLLPS--LSSSRDALVLQAAA T ISVLLM.EAVQREHDTAALLVLRSTLLALISVP--LWWWL-----
B _Ter_C_A0A846BZN1_9CYAN AEC family transporter Okeania sp. SIO2F4 - -MIELFFSVVSAVFPVGCTIUVLI FIFGKNFSTI---DEPTLSKLALYVLTF A LTDIMYRTS -TIS-TESAIGIFIAFGLTYLLLCS--LISWGIKRLGFSESLQKSLLATTALSTFP S GNWM L VTLFAL EAGLERAVIYLISWNIIVMSTMPAILS--KGGG---+-----FRSIIFTFKV- - - I ITWGMI LNSFNTIE- - L LKLDDGLHLLREAATITPTIS L LM I QI NRFGTYDLGS -----ASLIRLLGGAFVAYLVGKTILNS--LMLDLQVLVLQSAM S LASFLMVSEFGGDVTRTSKVVVVSTLFSFLTLPS--IVLWVIGATS
B_Ter_C_AOA846EZK2_9CYAN AEC family transporter Okeania sp. SIO1H5 --MIELFFSVVSAVFPVGCTIUVLI FIFGKNFSTI---DEPTLSKLALYVLTF A LTDIMYRTS-TLS-TESATGIF FIAFGLTYLLLCLS --1I1SW=--GIRRLGESLQKSLLATTALSFP S GNWM L VTLFAL EAGLERAVIYLISWNIIVMSTMPAILS--KGGG--------FRSIIFTFKL- - - I TWGMI LNSF - -NTIEHIL LKLDDGLHLLREATTIZPVA L LM I QI NRFGTYDLGS -----ASLIRLLGGAFVAYLVKILNLS---MLDLQVLVLQSSM S L TSFLIVNEFGGDATRTSKIVVVSTLLSFLTLPS--ITVLWAIGATS
B_Ter_C_AO0A401IERO_APHSA Transporter Aphanothece sacrum FPU1 - - - - - -MSVLLPAIIPVAFTITITII FIAGRS----TLNLSQTLSQLTVYTITLA A VADSLYRTS ---NISIKSATGLLTIGVFLIALVLY -LLVWFSRCFNLSSKS ---SLIATTLHTP NGNM L LI NFAL AAGLERAIIYMIGSSIILFGIAPALLSGNSFD --------SLKLTIFS --KL=- - - LIWAMLA LLLRFY--NTIEIWL FKLGDSLQMLGQAATIUPVA I I L MELANTSLSLAKYELI-STFLRLLIG.LVALTIGQFLH--QGLDLQVLIIQSAM T VNTLVLVAEFGGDTPRVARTILVTTLLSFLTLP--MILAQLTTINH
B _Ter_C_AOA7CO9PWP8_9CYAN AEC family transporter Oscillatoria sp. SIO1A7 - - - ---MNAILSSIIPVASTIUVLL VVAGKTLKLS ----LATLSRLVLYVLS A I ADSLYRTS-EVS--AENAAGMVIGCIATFFMLGS-LIAWLGKIKKGLPQKS---SFVTTTVEFP AGFM L I TLFALEELGLQRAVIVYMLAHSIISFTTLPAFL--KGGG--------FNRVAFTLKL - - - I TWGMF L FLLPGS - - - - -1 FKLDTSLHMLAQANTICTIG L I L MQISNSRFELKAFEGG-SSLMRLAAGGIVAYWI -GRALG-QTLDLQVLTILQSSM AGISSFLMVNEFGGDGARTAGVVVISTLLSFLTLPS--VVLWAISMV -
B _Ter_C_A0A845YB74_9CYAN Uncharacterized protein Symploca sp. SIO2G7 - - - - - - - - -MFEKTILPLTITITIFILI LLLRKLKVLELKDSQVIGKTLLANLVL AIV.KSLYTA-QIE---DLIYLPVAGLFVVLSLTL-IIAF---RFKLERIRKGALLITFPSWEAGAI Y TFMLLATF EG-LSRIVLFDLAQVIFLFTVIYFIA--CFGQ=----TQFKLKDGTIULS--AFLKT V IWAI LALVLKLFKFNS---DSLLLSSLAPLENSTFTFTFTLTI I LLSLKFNFSSLKLCLTI --=--VTLAKTFCGLGLGWLA-AMMF-GFGLERTAITIVGSSHIL PSMLTLIFSEKNNLDTKLVANLLSISLPFSCVFMTS--VFLRLTFLTN -
B _Ter_C_A0A1Z4LQY9_9CYAN Auxin efflux carrier Calothrix parasitica NIES-267 - - - ---MITLLELYLKLFGTUVSI FFLGRWL--PSTVPNRLGKTFLTFWIGYV IGIVAFLRKA-----DLSAIWIAPAVAYAAMLLGA-----FFALVGIKSSIQGSLILSAMIG.TGFL Y I TLAVH TQYFAWALFYDLGSLFGAWGLGALTIA--ARFG---GSATNFWQSTKS--VILTIN A LWSFGFTF LLFRQV--E- -1 PSAETFTILEKLAWGSVALS L LM MRLSQNLPQSATI - - - - -S1T1TTI1IKMVLI LI FGITRFLGLS--TGTSAKVILLQTAM P FSTLII.EIFNLDSDSAVTTVAAGTAMLLITLP--MWLWIF----
A_AOAOMOBIJO_9ARCH Uncharacterized protein miscellaneous Crenarchaeota group archaeon - - - - -MNDTITITFRTLIPITIILTIGT TLSRKIGVLKAGDERVLSAYVYTFTFAL A F.VNMSEINLVESCGFILSAIFPVFFASFLIYI-----ISKILRLKRDSLYLLIFSTIFGSVAFF I FVMFAFPTQSENLATLAAASISLIAVPISIIVL--EIVYKGESSIWKGIKEVTFS--RLSKN I I FS I LLSIF--NLDIL DPISTALHMLGGTTSAVATIFML VFLYYGNTILKAAES ----LSLLRTITITFIL LI ALFAELLNLS --EYLEKSIVILMHSS I VSTIVLSERYNFYKEVIASLVLISTIGAGLYLNS--LWLLTILGTIY -
A_AOA369T0F6_9ARCH Uncharacterized protein Candidatus Korarchaeota archaeon - - -------MLMGTLHLAAMLGL YALRRISINS----CDALSRYVMYVAWM A ALESLSVV-ALS---GLLRAVLVYLLSMFITISS-AITIYLIGRAFRLQRSMIHLTLTILASNTES TG FF I FIGSTFQDRALQLSVMLWMTTFVLSSLLCVYLL------EGLRGDERLLGTTIPS--RTILRN I VISVI MSLNLMSLE K- -1 EELLYTLDSLGTTASEPLA V SV ASLRRSISARTQGV - - -LISLRALTLS LLSLVL-GSLAGLDRVKLEVLVLMSAM A VLLGVFSEEYDFRKEDVLPFITISSLSAPLYLNS--GWLKHLLP- -
A_AO0A7J4B0Q9_9ARCH Uncharacterized protein Candidatus Bathyarchaeota archaeon -MLQERLAGLVETVLETIVVFTTCL MVLKRLHVLNESIGRKLLSLSTINTITLIL LV V RSFATV-----KISGEFILPVVGLLINLSLLS-TIAHVSRSIEMSNARKGAFLLACSTL I G 11 L FISLFFNTG-VAIASLTIDIGNSTIYVFAIAFLTIAS--SRFN-PSKSKRSLKSNVKS --SLLTRAQ Y I LSTIVA LVANLLRLD - - 1L PQADETLTITIFISLFNATITIUV L AA VFIRSIRWKVFS-----SVFVKVFIGSLIGFAF-AVLLQLAPQALKVMITIVASIL P FMTLVH.STENLDLEFASILLGSILAIGIPVIV--FYGLFFSL--
A_AOA0Q2XPD4_9EURY Transporter Thermococcus thioreducens - - - - - - - - - - -MDVYQMLALTIAL YVLKRS--LIDERPFHWLNLTFSTRTILLTTLTFWV GNVASK-DLG------YLLSVFLYVLLVIGLS-SLGLSYIVYARFVENWAGALMITLSAY@®P TAAM F I ASLFLSD=--1TTPAILYSTTNSLTIVLPLATFIA--AHYS----SGKASVKNLTIS--KALEKTF PTAANLLAIALVLLGTIR- -1 EWILEPAKAVGWWSTIUPLIL I Y F STINLREFRWS-------SHLLEVLFRSLIPFIVS-FLTLRGTGDVYYAVLVEASM P IMANVILAHYGLKAEEAIGVTVVLTLLVLAFFLS--AFSALAGTP - -
A_AOA160VRS9_9EURY Malate permease Thermococcus chitonophagus - - - - - - - - - - -MNTIPEMLSLTITLL Y LLRRAIKS -SERFFYTILRRLVNETILTFALTFWV GNVASK=-----DLSYLLKVFLYVFLVIGISL-FASFS--LYSKFVRKWRGALMVLSSYSF?®P TAAL F I ASLFL--DDITPVILYSTTNSLTITILPIVTFIA--AHYS---TGGASVKESTFKS--KALR RTF PTLANLLALTLVTIAS--GTIRL DWFLNPIKTVGWTNTITPLL VYF SRISLGKFSVRKL----IEVTFRSLI.FAVYAT--LGY--PREIFYAILVEASM P I AANAI LAQYELKAEEAISVTFVWTLIVIAFFS--1TLAWR- - - - -
A_AOA5COXNC7_PYRFU Transporter Pyrococcus furiosus - - - - - - - - - - -MNTIPEMLALTISL Y I LRR--LIDERPFSILRITIVNEVLTFATITFWV GNVASK-SLD-------YLIRVFIYVFLVIGS-LSLLYGKFLRE---WRGALMVLSSYF?®P TAAL F I ASLFLRDS--ITTPAILYATTNSLTITILPIVTFIA--AHFS---GKQSSIKESVKS--RALEKTF PTSANLLALTLVMLGTIK - - 1L EWLLEPTITIRTIGWWNTITPLIL I Y F SRISLGKFSTI-------RRLLEVTFRTIIPFLVS-LITLGAERETIFYAILVEASM P I SANAILAQYNLKAEEAISTTFVWTLTIVIAFYS--VLKMLS- - - -
A_AOA662NQFO_9EURY Transporter Thermococci archaeon - - - - - - - - - - -MNTIPEMLSLTITFL Y LLKRAIKS -SERFFYTILRRLINEVFFALTFWV GNVASK=-----DLSYLLKVFLYVFLTITIGISLSTSFLYSKFVKWRGAS----LIVLSSYF®P TAAL F I ASLFL--RDITPAILYSTTNSLTITILPIVTFVAS--AHYS---TGGTSIRKSFKS --KALR RTF PTLANLLALTLVTIAS--GTIRL DWFINPIKTIGWTNTITPLL VYF SRISLGKFSVRKLS-=---1EVTFRSLI FVVYAT--LGY--PREIFYAILVEASM P I AANAI LAQYELKAEEAISVTFVWTLIVMAFFS--1TLAWR- - - - -
A_C6A2J3_THESM Predicted permease, auxin efflux carrier family Thermococcus sibiricus - - - - - - - - - - -MNIVYEMLALTITT FALKRTITIKS -SDKPFTIVYLNKTIAVEALLTTFY!I SSVAAK-----DLEYLIEVFIYVFLIIGLNLT -LSSYYARFVRWKGAST----LITITLSTY@®P TVAM F I ASLFL--DDLTPVLLYASIHTLTITITIIPLATFLA--AHYS---SGKASLKDSLLS--KALEKTF PTSANLLALAFVFLS--GTIKIL NALLTVMNQVGWWCTIUPLT I Y F SRLQKFETIRKLLS -----EVTFRTVL - FIVFLTS--LKA--PSDIFYAVLVEATM P I T GNAI LAHYRLREEEGIGVTIVLTLMVLITIFLS--VFRVIV-- - -
A_I3ZRF4_THECF Permease, Auxin efflux carrier protein-like protein Thermococcus cleftensis - - - - - - - - - - -MNIAEMLALTIA AV YVLKRS--LISEKPFDYLRTILVNDTFLLATLTFI GNVASK ---- - - - -DLAYLLSVFLYVFLTITIA-ISLSTSYLYGRVLPWAGALMVLSVYSF?P TAAL F I ASLFLDD - - TPAILYSTTNSMIVIPIVTFIA--AHYS---SGGANVKESTFLS --KALEKTF PTVANLTLATLAL I AGV R - - 1 SQI LEPIRTVGWLSTIUPLIL I Y F SRITLRSFDWRRLS-=---AEVLFRTIUVI FAVFLT-LRWAS--APDVFYSVLVEASM P I AANAI LAQYRLKAEEAISVTFVLTMMVIGLFM--ALSALVG - - -
A_AOA1D2WHT3_9EURY Uncharacterized protein Methanosphaera sp. A6 - - - ---MVNPIETITITLPTIMITI-I Y ALKRNNVLNAKDSTTLSKTIVINTISIL S.I VNLSSA-----HINNMAILPVASFAVSMVCMS-LLAY - -LFSRSRGYSKWTLMIAAAMM S G F 1 F I TLGVF E-GFLNAIFYDLATTVLFIMFGMILV--FGGDS=---=-----KKDVVKGLKTFS---VPLWAWVI LLFNFS--HIEMGYVLKNVFTYLGNSTTPLTIMLSL L TIDFRETIKHYSL----LILLRLVVS LLMFGI-AIHLS---GLAFNVAVLEAGMST MNALVLSITYNLDNIKLMSSCIFTDVLLSLVTLTS--TTFVV- - - - -
A_AOA2A2HFU5_9EURY Membrane transport protein Methanosphaera cuniculi - - - ---MASAIETITITLPTLMIV-I YLFKRLGILKPQDSNVLSSIVITVSHM AM I LNLSKA-TIHS---PSLGILPITSIIISVIGM-TITTILIAY --AYCKSRSYDKWTIMIAAAMM TG F I Y I TLGVF -LIHAIFFDLVTPILFVAYGMILV--FGGD--------RKRVIR--GLTFM.L-WGVI IANAVHF---Q.GYIGSTLNYLSESTVPLIMLSL LTINFRDVKKYSV----VVAIRLTLTIA CIVFIL---LH--I1IGMVFDVSVLESGMST MTALVL.ITYKLDDRLMSSIILVDVLLSLITLT--CWILIM----
A_A0A328Q291_9EURY Uncharacterized protein Methanosphaera stadtmanae - - - ---MVNPIETITITLPTIMITI-I Y ALKRNNVLNAKDSTTLSKTIVINTISIL S I VNLSSA-----HINNMAILPVASFAVSMVCMS-LLAY - -LFSRSRGYSKWTLMIAAAMM S G F 1 F I TLGVF E-GFLNAIFYDLATTVLFVMFGMILV--FGGDS=---=-----KKDVVKGLKTFS---VPLWAWVI LLFNFS--HIEMGYVLKNVFTYLGNSTTPLTIMLSIL L TIDFRETIKHYSL----LILLRLVVS LLMFGI-AIHLS---GLAFNVAVLEAGMST MNALVLSITYNLDNKLMSSCIFTDVLLSLVTLTS--AIITFVV- - -
A_AOA832UKF1_9EURY AEC family transporter Methanosphaera sp. - -----MSSPVEITITILPTLS -T1ITIAL Y LLKRQNTILKAQDSTVLSKTIVLNVSL S \Y; VNLSTA-----NITDMFFLPVAALTILSIVSM-AIAY- -----LFSKSSKWTLMIACAMM TGFM F I TLGVF - FLHAI FFDLETTVIFVIFGMVLYV--FGGDS=--------RKQVLKS --ALSTFV - WAV IIAL I FHL - --QYGVIENTLNYLGQSTVPLIMISIL LTLDFREIKNSSLS ----FVFVKLTITLA VIMIVL-SINFS---GLSFKVAVLESGMAT MNALVLSINYDLDTKLMSSVIFTNTVLGLFTLT--GLIQFLTI - - -
A_D2ZNP8_METSM Auxin efflux carrierMethanobrevibacter smithii DSM 2374 - - - ----MNAITEITISIVLMIGHL Y FLKRIDFLSEKDIDPLNKTIVMYTITLM CMI SALYSA-----DMSLLPTLGILPFVILTASI -GSGVIVYIVKRLHDKIKIWSVLVTVMIA TAFM Y VNLGVY - FLRAIFCDLATTCMFLLLSFVLYV--FGGT--------VKRAFRS--ETLLTF PLWAVVL SFNLLNTIPS--IGPVLDKTVNYLADGATIPLTIMISIL LSIELGGLARSVI - - - -FTIVKLGVETF LIALIV-LLGL---GLQHDVGIIEAAM.SGMLSLLL.ITYKLDYELTSDCILINTVISLITLP--IIMTLL----
A_Q2NEA6_METST Predicted permease Methanosphaera stadtmanae - - - - - -MVNPIETITITILPTIMITI-I Y ALKRNNVLNAKDSTTLSKTIVINTISIL S I VNLSSA-----HINNMAILPVASFAVSMVCMS-LLAY - -LFSRSRGYSKWTLMIAAAMM S G F I F I TLGVF E-GFLNAIFYDLATTVLFIMFGMILYV--FGGDS=---+-----KKDVVKGLKTFS---VPLWAWVI LLFNFS--HIEMGYVLKNVFTYLGNSTTPLIMLSL L TIDFRETIKHYSL----LILLRLVVS LLMFGI-AIHLS---GLAFNVAVLEAGMST MNALVLSITYNLDNIKLMSSCIFTDVLLSLVTLTS--AIITFVV- - -
A_U2YWDG6_SEURY Predicted transporter Halarchaeum acidiphilum - - -MTFVSALTSAILPVLLVAGYV FTLGRV ---HDVQVDALGTVAVYVLT C v YSLATT-TLGSGAVAKIAVGVLGYIVVMTAV------ARVLGLGEPHRGAFVLSSTTFP®P G GNY I L ARFATF V-GQSVAVLYIVAVDVLQYTLGVFLAARGGEGS --------LRESITS -=-ETITFRIL LLYGLLAAVAARLLGV---V.TALMQTIQLVGNAAIPVM L ML IQLANSGPSLTI - - =---PTVLKLGVA VIVALLS--AFA--DGDVARVFVLETCAM VTPLVLTIEFSSAPEYVSTVIFTTTVCSTATLAVLIWALRDGTLTL -
Eu_V_AO0A150GN44_GONPE Uncharacterized protein Gonium pectorale - - - - - - - - - - - - - - - - - - - - - - - - -MATSDSLLNADGRRVLSTLTLHVEFT C L SKLAVGSGVG-ELVRCWVISANMVASHVVGLS -LLGL--LAVRAPARLRNQVVLCCGVG VGNLPFMLLAGLTEP LPAMRYVALSNLTAALIQFPLTHAFLQETPHPAAEAASRPPLSPWRS----VLS PTLASVA VSCTLF=-----CLRLVGELADGLGAVCTIUZPLIL L V L ANLAGPGVAAPPAAALATVATRLLVL AVCGAA-LWGA--GPLAVLVMLVMHAT T VLVHSM FSNAE--VAALLFWQYAASLVSL®PS--VATI - - - - - - -
Eu_V_AOA1Y5ICI9_OSTTA Auxin efflux carrier family protein Ostreococcus tauri -AGAQIFFAAVRAVAEVFVVGAI.HTARR--LMDKKLQRALARFNGSFFL A LWTSLSRSVTIE-RLREMWLLPLASMVHVYIIGL-GLGL--LVVRGKAGFRTVATMSAATFG SLALPVVVTRATI - - -VLYLSAYVVMLSASMWSLGPWLTF--RQSESEGGPEASVESFAQ--RTVFN NV ASCVYV VICILFGR---ALSWIGGAAQLLADAATIUPTV L VI ASLRGPDYSLDRKTALAVVGVRFUVTII LLSIGV -YKDA--NPKIFWLCFLASTT T NNLMLAQ QMY PDDAAGVGTLLFWQYLVCPVILTS--AYYSWYTLTTLTI
Eu_V_AOA830HQS5_9CHLO Calcium-transporting ATPase Pycnococcus provasolii - - - - - - - - - e e - - e e o - - e e - - - e - - - - - - - - - - - - - VAALGAFVATLAL AAVLVSLAQADFLT ----NVAFIVSALIAKSICALASAVQ-----=-=----RSGAAVLLATAQS DIAV..IVDALF.K-RPAFATQLFLVQLILFTSAGVALLQGRGGT--------LTIRLT----ARM LVVASI LALGIMS--- - - -WKPLKMTLETLANAYPATA V S L ARLTIRSALAVAGS ----VLGCKHTLTLA AVAYAL-------GDRSGTLAFIYGAL v PSVPVL SELRRIASISAVAVVASLFVSAPLLLCSG - - - - - - - - -
Eu_V_AOA835Y8Y0_9CHLO Uncharacterized protein Edaphochlamys debaryana - - - - - - - - - - - - - - - -VALYCVYV AWAAR-KLVTPEGRRLLSSLALNLLT C MLAKLGPGGGVA-ELWELWPFTANMVASHVLGL -LLGL----VRLPRN---QMVVSCGVG VGNLPFVLMAGL - - -LPANRYVAVSAALIQFPITNTIFLS--RKS=----+-=-----PKLSWRS ----ALS PLLAS LSVALFSGS ---CLRLVGEVVDGLAGACTIUPTIL L V L ANLTGPGVAAPGSCVVAAVLARLVAL LACGAA-LWKAG-APLGLLVMLAMHAT T VLVHSM TLYGNAS--EVAALLFWQMVACLVTMPS--LG-=- - - - - - - -
Eu_V_A450G4_OSTLU AEC family transporter: auxin efflux Ostreococcus lucimarinus - - - - - - - -ASVRAVLETIFCVGAYV VLGARRWL-DRKTCKTLSTFNGNTFFL A LWVSLSRSVSAS-ALRKLWLLPVTCVAHVTLGL-ALGLS ----VRWKPGFRTVALMSSGTFG SLALPVVVARATIS---RAVLYLSSYVVVLSGLMWTLGPFLF--RGDG---GEMSEQRTFANS --RTTFN Al ASCVL VMAIIFGRS---ALSWIGGSAEMLADAATIUPSI LV I ASLYGPDYSLDRKTSLAIVGVRTFATII FFTIGL-YRNVS-PKTFWLVFLMLGTT T NNMML Q QMFDDDGAGVGTLLFWQYLACPVFLTS--FVSWY - - - - -
Eu_V_102978 _COCSC Auxin efflux carrier Coccomyxa subellipsoidea - - - - - - - - -SALPVVKVCLLSLYV VALAHLGVLDAKGRNSLSKTCTITFYTCTEFI S T TKLAASVDLT-NMGRWWFLPVNVLLSIIVGM-GIGWFARVLKAPRPS---HVICSTIAAG VGNLPLVLVAAL-CEMGIAYVVFAMWVAGLTFQFSVAYTFLLS --KPTA-DLHGARSVQSAHAS----MLNMPVLSATFA LCTPLF--GPSAFGFVKDCLEVLAAPMIPCMMMYVL AVLYKGSASLAIV----GVFVRLLTLYV LLTLLV-LVLV--PPALFTLVLLLHST NVQTHL TLHQNGEQEVSALLFWQYVGAI FTLPS--LLLFFF-- - -
Eu_V_AOA1YIHTU8_KLENI Putative auxin efflux carrier family protein Klebsormidium nitens - - - - - -FETACYPVAQVLLLCLYV AVLASRKTF-SPDARKHLNHMYVTFLVEFT A Y, VNLGPAATIA-ALWQWWTFLPFSVLINTILGA-CLGY --LVVALPPHLVRLTVACCAVG MSNLPLVLIGAIS.AVGLAYSSYGMVMGVIAMWVFAYPYL--ESNDRGLSPGLQVVNADE--RI PVSGVICAIAIALFNAS---RFKLLTDVIVNLAAAMTPCMMLUV L GNIEGPRASAKAQTILGIGCVRLTIUWVL VLGIGVLDALSS--PPLFRFVVLLLSAM TTHNTIGTIA TMHGTRE--TSALLFWSYLASTLTTIPS--VFMLFL- - - -
Eu_V_AOA1Y1ITMZ2_KLENI Putative auxin efflux carrier family protein Klebsormidium nitens - - - - - - - - -ACLPVLKVLIIAGT LVLATPVL-NVEARKHTISKLVFVLLIL A Y% VKLGQGVDIT-NMIKWYTFIPINILAGCTIGCS-FLGYIVVLIPLEYTS--RLVIFTVGIG MGNLPLVLVTAVPSNPGVSYVAFGMWPLATITILWTLVYLQPRRRLSV -----ATGLRLLTRS--SLYMR PIAGALAALAIALTFS---YGPFRVVTDSVSIIGQAMTIPCLTITLVL GNLGGPGASDNSATMVGICIMRLVVL ALGMCFVKHLGS--VKMYTITIFVLLLQHTM TSIQVGTA TLRGYGES --TSAALFWEHICALFSVT--LWLLVYTI- - -
Eu_V_AOA834YT37_9MAGN Auxin efflux carrier component Tetracentron sinense - - -WEDVYKVVVAMTPLYVALTIHL YGSVWWHTIFTKEQCDAINRTFVCEFFTL L FT EFTAHVDPFKS---MNYLFIAADAISKLTIVVYVY -VLAWS----ACSSKGSYITMFSLSTLT S LVYV LMKAMY.M-AVDLIVQASVVQGIIWLSILLFVLRRSSST---KDWYLMKIVWL--KLALN NSYACI LVWALHS---FQM SIIEGSILIMSKAGTGTAMEFSM LFMAEKTITILTVEFS-----GMVLRTFTIUVG VI TIAV----G--LGDVLRVAIIQAAL I TSF KEYGLHAEVLSTAVIFGTMVSLPVLIS--AYYAVLE-- -
Eu_V_A0A834Z1P7_S9MAGN Auxin efflux carrier component Tetracentron sinense - - ----VYHVLAATVPLYFAMILAYVSVKWLIKLTPEQCSGINTTFVAIKTFSI L.S SMIAANNPYM---MNLKLTIFADSLQKLLAFFS-LLATI --LNKTISSRGWVITGLSLSTLSF®P LLRAMYENEAAALLSQIVVLQSIIWYNLVLLTFLF--EQGTPKGGGEEATKMVGR R - -KL NTHATTLYV LVWATITI -WE - - L EIVAKSISILADGGLGMAMEFSIL LFMRASIIACGTRMAILAMGTIKTFVVG TLMAVS-SFAIGLRGTLFKVAIVQAAL QGIVPFVF KEYNVHPDILSTGVIFGMLIAMPIALS --AYYFLLGL - -
Eu_V_AOA4Y7IERO_PAPSO Auxin efflux carrier component Papaver somniferum - - - -GDIVYKVVVAMTPLYVALI YGSVKWWKMSREQCDAINKTFVCYFTL L FT HFTSQVDPF----WNVYKFLAADAISKVYIIVIVLIAWS---AKGSSNGWLTITSFSLSTLT S LVYV v M LKAMY DIGVNIVVESTVFQGIVWLSVLLFVLERNDNSS---ASVPSFLSMMVCVKIL NAQASVI TWAFTI - -RWHM I I T ERSVLIMSKAGIGSAMEFSM LFTAQEKTILACGVRLTLGLVLRFTIAG AMAMGCLAVGL--RGDVLRVAVVQAAL I ASF KEYGLHADVLSTA - - - - - = = - - = = - - - - o - - - - - - - - -
Eu_V_A0A4Y7JTS8_PAPSO Auxin efflux carrier component Papaver somniferum ---MGDIVYKVVVAMTPLYVALVL YGSVKWWKMSPEQCDAINKTFVCYFTL L FT HFTSQVDPF----WNVYKFLAADAISKVYIIVIVLVAWS ---AKGSSNGWLTITSFSLSTLT S LVYV v MLKAMY DLGVNIVVESTVFQGIVWLSTLLFVLERNDNSS ---VSDTTIPPSFVCVKIL NAQASUVI I TWAFTI - -RWHM TIVEESVLIMSKAGIGSAMEFSM LFTAQEKTILACGVRLTLGLVLRTFTIAG AMAIGCLAVGLS--RGDVLRVAIVQAAL I ASF KEYGLHADVLSTAVIVGIIVSLPVLI--VYFTIA---- -
Eu_V_AOA7J6XCN2_THATH Auxin efflux carrier component Thalictrum thalictroides - - - -EDVYNVVVAMAPLYVALTLL YGSVKWWGTITPEQCDSTINKTLVSTFFTL L FT EFTAHADPTFES---MNYLFIGADATISKTLTITILV-VLVF--WSKCSSKGWFTITSFSLSTLT TLVYV v K AMY PNAVDLVVQASIVQAIIWLTILLFVL--EGNENRVITSFLSLMVWLS--KLALN NSYASTIUV TWALTIRWH- -M SIMEGSILIMSRAGTGTAMEFSM LFMAQKNLTIACGPTLTVGMVLRTFTFAG AAMAIGIVVGL--HGDTLRVAIIQAAL I TS F KEYGLHADVLSTAVIFGMMVSLPVLI--GYYFML- - - -
Eu_V_AOA1UBAKS6_NELNU Auxin efflux carrier component Nelumbo nucifera --GLEDVYKVVVAMVPLYVATVL YGSVKWWHTITPDQCQAINRLVCYFTL L FT EFTAHIDPFMS----NYLFIAADAISKVVIVIVLVFWS-------AKGWSITSFSLSTLT S LVYV v L LKAMY QI GVDLVVQSSVIQAIVWLTTILLFVLETNDHY -VEGLSTPSFCVWLS--KLALN NTYASTLYV I VWAFV - -RWHT SIMEGSVLIMSRAGTGTAMTFNM I FMAQEKLIACGPPLTIGMVLKTFTIAG AMAIGAIAVGL--HGDVLRVAIIQAAL QS I TSF KEYGLHADVLSTAVIFGMLASLPILYV--GYYAVLE- - -
Eu_V_AOA1U8Q7WS8_NELNU protein PIN-LIKES 3-like isoform X3 Nelumbo nucifera - - -LDLFITASMPVLKVLLVTL LLALQIDILGEDARKHLNQIVYTFVFT A VGSYLAKTITLE-RMAMLWFMPVNTILTITYIIGS -TLGWS--1TVIRITRPPSGLTILGCCSAG M GNMF PAVCEKG-LAYASLSMAIGAVYLWAYVYNLVS------SGEKGSEALLDLLES --NTIAVS I GAFV I VPQM--RNAPLRVIQDSASLVGDGAVPALTLTIM G N - - - - - = - - - - - - - - - - - - - - - - LMKGLQGSQTI - - -KLSLTIFGTII F AV P.MNIGTITQLFGTGERECSVIMLWTYILASVSIT--LWSTFFMW--
Eu_V_AOA176VIL7 MARPO Uncharacterized protein Marchantia polymorpha subsp. ruderalis - - ---LLRFSMLPIAKVLVMCS SHL LLMATSTIL-PALARKELSKLVFSLTFL C I T TQLGKAVTID -KILMWWFIPVNVLLGSIIGCS-LVGY --ITIVALIPPQFFNFTVCMIGIG I GNIPLVLIGAIENNPGVAYISFGQWVGAVVVYTYVYLALKGDHANGTSTGNDLTAPLLTIS - ---1LTRAQ PVIASFLAIIMVFHS--G--FFFFLSDSLNMMGGAMIPCIMLAL GNLGGAGSSAGMRTTVAIVFVRLVI FEGLVIVDRFGS--PKMFRFVLLLQHTM TSILAGAVTNLRGFAE--ASAVLFYEHIISMVTLTS--GWLTIL - - - - -
Eu_V_AOA2R6W7H2_MARPO Uncharacterized protein Marchantia polymorpha - - ---LLRFSMLPIAKVLVMCS SL LLMATSTIL-PALARKELSKLVFSLTFL C I I TQLGKAVTIDS -KILMWWFIPVNVLLGSIIGCS-LVGY --IVALIPPQFFNFTVCMIGIG I GNIPLVLIGAIENNPGVAYISFGQWVGAVVVYTYVYLALKGDHANGTSTGNDLTAPLLTIS----L1LTQ PVIASFLAIIMVFHS--G--FFFFLSDSLNMMGGAMIPCIMLAL GNLGGAGSSAGMRTTVAIVFVRLVI FEGLVIVDRFGS--PKMFRFVLLLQHTM LAGAVTNLRGFAE--ASAVLFYEHIISMVTLT--GWLTIL=- - - - -
Eu_V_AOA3S3NGE1_9MAGN Auxin efflux carrier component Cinnamomum micranthum f. kanehirae - ----DVYKVVVAMTPLYVALGL YGSVRWWHTITPEQCGAINRLVSTFFTL L FT EFTAHIDPFDS ---MNYRFIAADATISKVYIIVLVLGAWS--AKCSSSKGWSTITNFSLSTLT TLVV.V.LLKAMY.PLGQDLVVQASVIQGIIWLTVLLFVLEGNQPP--------WSVVWL--KLALN NSYASIV.VTWAFI--WHAM.SILEGSVLVMSKAGTGMAMFSM LFMQEKLTIACGISLTVFGMVLRTFTIAG AMAIGSIAMGL --HGDVLRIAIIQAAL QS I TSFTIY REYGLHAEVLSTAVIFGMLVSLPVLI--AYYLV--- - -
Eu_V_D8QQG5_SELML Uncharacterized protein Selaginella moellendorffii -PITRLLDFSLMPIAKVLVMCAL A ITMAS -PILTANTRKQLSKTLVTFTLTFIL C TKLGSAVTLQ-KMLEWWFTIPVNVLLATILGC-ALGWS--LVAVIPREFFNLTIVMIGVSG I GNIPLVLLGAV -DES-VAYISFGQWVGAVIAYTFVMRML--RVIKNGQTAVVNVKDQLTS--AYVMAQ A INASILALAILFLDGS ---ALFFLSDALNITGSAMVPCMMLVL ASLKGPGASSGMKTTVTITVVRLLVM Al GLLVVDRLSS--AKLFRFVLLLQHSHM LAGTYV SIQGHGE - -1SAVLFWEHICAVFTMT--AWLVLTFL- - -
Eu_V_D8SES8 SELML Uncharacterized protein Selaginella moellendorffii - ----VLFMSAMPVF FRLLVHCGI YLSSP--VMPAEARKHINKTLVTFVCTFM S SNLAQTVTVE-KMLDWWFMPINVLLCYMIGA-GIGV--CIFDHPPHLRKLTITIACCATG SSNLPLVLVSAIA.SPGIAYISYGLWMATVLTWTVVFYLK--PPRE--------ETPPAR--ELNFT PTAAAAIAIAVLLYQA---PFRFLGDALVILGEAMIPCMNLILL GNLAGFGASEALEVVISIMLTRLLTLTL I TGLIV-VFSMG-APLFHFVLLLQFTM T.INVGTMTQLFGVGE--CSIILFWCYTSSVVFLT--LWTMIFL---
Eu_V_D8SUP5_SELML Uncharacterized protein Selaginella moellendorffii - SLTRLLQFSVLPIAKVLVMCAL LLMASSTIL-NATSRKOQLSKLVFQVEFL C TQLGTAVTLE-KLLEWWFIPVNVLISSTLGCS-LLGL--LVALLPPRFFKFTIVMIGIG I GNIPLVLVGAIKNNPGVAYISYGQWVGAVIVYTFVYRMLALVDHS-SSDTNSKVSCQLDS--5SCI PVAASLLALATLFLDAS---VFYFLSDSLNILGGAMIPCIMLVL GNLKGPGASEGLKTTVAITVVRLVLYV PMGIAVVEKLNS--PKMFRFVLLLQHSM LAGAV.SLQGYAE--ASAILFWEHIASVVTMT--GWLGVHV---
Eu_V_AOA2K1K3U5_PHYPA Uncharacterized protein Physcomitrium patens - - - -TLLRFAILPIAKVLVMCAL LFASYIDILPALSRRHLSKLVFSLTFL C TQLGKAVTLE-KVLEWWFIPVNVILASTLGCS-IVGYV---CLVKPEFFNFTVIFIGIG I GNIPLVIMGAI -CEG-VAYISFGQWVGAVIVYRYVYSML--APSKVDGSTSSDVSMPLIL- -1 PVVASFLALLCVPLHSFS--LYF-L---FNILGAA-VPCIMLVL GN-GGAGASKLGVRTTVIVATRLIL - - - - - - - - - - - - - KGICSP - - - - - - - - - - - - - - - -
Eu_V_A9SHG2_PHYPA PIND AtPIN5-like auxin efflux carrier Physcomitrium patens - - - -GQFYDVLCAVVPLYVALTFL YGSLKWWGVTPEQSAGISRFNALTIAM P I AFNNPYT---MNNRLIAAYCLSNGIVS---LVGLCAWVWCTKCGWVYITLFQLSVMP TIIV.I.VLSPLYTESGIAAIFIGQV-----LWLFPTLFLYEENGTEHGHEMAPMNLVAK--KMVQL LTHATVM.IVYSLIRWD--PLRILRNSLDIMGRITLGLTMYSI LFMGQKKLVASWWYAFYGAFCRTFTIUVG - TMGVASLLLGLRGDTLRFAFLQAAL VISFVEF KDYNLHTDVFTTAVSLQTIVFMPIVL--VYYTLL-- - -
Eu_V_A9SKB3_PHYPA Predicted protein Physcomitrium patens - - - -----MAALPVMKTILVMCGI LLASKINAFPPDARKHLNIKTLVVLVFA C TKLAETVTAE-KLIEWWYMPLNVLLSFAIGA-CVGLVVKLTRPPHNS---LTIACCSAG TGNVPLVLISSICEDS --NPFGANLSCLNGQAYVSFGMWVLS--ALFPYTAVLQSSTTLNFQ--QI FTP -AAFLALIVGSI -----PLHFLTDCFAILGDATIPCMNLTITL GNLSGISGLQPKGS----1LCTRTFFTF I GCGL-VFIP--DPLFHFVLLLQFCM NIGTII QLHENGELETSMILFWSYTSSVVFLTS--VWTITIFF-- - -
Eu_V_W1PQN4_AMBTC Auxin efflux carrier component Amborella trichopoda - - - -RDVYLVLSAMVPLYTIUPLGHL YGSVRWWGVNPEHCNGINRVVALTFTL L FT NFTASIDPFT---MNFRFLGADALSKVFVVA-AVALS ------WARGWAITGFSLSTLT TLVV.V.LLKAMY.GIAQDLVVQVSVIQAIVWLSILLFVL--EGTDGVKVPSLGSLMVWR--KLALN NSYASIV.VIWAFIRWH--M.LLMENSVSMMAKAGSGMAMFSM LFMAQEKLTIGCGPSLTVSMVLRTFLAG AAMAVAIAVGL--HGDVLHIAIIQAAL I TS F REYGLHAEVLSTAVIFGMLVSLPVLIS--AYYVV- - - - -
Eu_V_AOAOD6R5W3_ARACU Uncharacterized protein Araucaria cunninghamii - - VFKMIKFAVLPIAKVFVMCATF VMATYTITGILTPSNRKLLNGLVTFALTFIL C TQLGRALTLQ-KMIEWWFIPMNVVLATISGS -LIGFIVSIVRPPHKS ---FTIVQIGIG I GNVPLVL SAICDKG-SAYISFGQWVGAVILYTYAFSML--SPPSENSSHKTIYLVERLKST --LQIMAQ IASILAMGIPIL--A--PLFFITDACIILGGAMIPCI.LAL GNLPGS----LGWRTTVIIVGRTLTFTFWV PVGLGI -VGFLPPNKMFRFVLLLQHTM TSVLAGAYV FGVKE--AAAVLFWVHVFAIFSMAS--IWTITLY-- - -
Eu_V_M_C5XIA5_SORBI Auxin efflux carrier component Sorghum bicolor - -SWPTIVYHVLEETVPLYVAMIVAYLSIQWWIKTLTPEQCSGINKTFVATKTFSI L LSTNNPYNS---MNLKLTIFSDILQKSLS---LLGFAVISKACCKEWLTITGFSLSTLSF®P LLKGMY DEAVKLLSQIVALQSLIWYTLLLFLFEGPMQQ-RHEEGQEYGAVGKS--KLVTN NMYASTLI LIWATLTIS--RWRIL SIVNNSIRILSDGGLGMAMEFS.L LFTAQTKTIVACGTIKKMLSLGTIRTFTFTLG ALMVVSYAIGMS--RGTLLKVAIIQAAL QGI VPFVF KEYNVHADILSTAIILGMIVAVPVAL--GYYFVM- - - -
Eu_V_M_AOA6G1CLSS_SORYZ Auxin efflux carrier component Oryza meyeriana var. granulata - - ---DMYKVVAAMAPLYTFALGL YGSVRWWRFTPEQCAAINTMVVYTFSM FFT DFVVRTDPFM----NYRVIAADAVSKVLTIL-AMAAWARCCAKAS--WSITGFSLAATLN TLVYV v LLDAMY KWAQDLVVQIAVVQSMVWFPLLLMAFS-------AAAGGLRFWPTAVGLIKLARN NVYASVL VAWACTIRWN- - L GIVTGSLQVMSKTGTGMSMFSM LFMAQERMIACGAGLTAGMALR RTFVAG VATLVGAALGLS--RGDVLHLAIIQAAL QSI ASFVF KEYGLHADVLSTAVIFGTLISLPILTIGS--AYYA------
Eu_V_M_AOAOEOAXZ7_90RYZ Uncharacterized protein Oryza glumipatula - - - - -DVYKVVAAMAPLYTFALGL YGSVRWWRFTAEQCAAINTMVVYTFSM FFT DFVVRTDPFM----NYRVIAADAVSKAIAIAAMAAWS--ARCAAAKAWSTITGTFSLAATLN TLVYV v LLDAMY RWAQDLVVQIAVVQSMVWFPLLLMAF - - - - - - - - - - - - - - - - - - - - - -ELARN NVYASVL VVWACTI - - RWHIL GIVTGSLQQERVIACGAG.TAL MA--- - - - - - - - - - - - - - - -LRFVAG LVGAAAS--LGL--RGDVLHLAITIQAAIL I ASFVF KEYGLHADVLSTAVIFGTLISLPILTIS--AYYAVLG- - - -
Eu_V_M_AOAODSV9K9_9ORYZ Uncharacterized protein Leersia perrieri - - - --DIYKVISATLPLYFALTFL YGSVWWRTIFTREQCDAVNRLVAYTFAL FFT EFTLHTDPFQ---VNYRAVAADVISKVVIVTVIGAWS----ARFAVSWSITSFSLSTLT S LVYV v M ARAMY EWAQQLVVQLSVFQAIVWLTLLLVAAIVGVGES--------AKDVEASGGGS---DVAAAAAASSMLHTIA - - - - -1 SAFEGSVLIMSKSGTGMAMEFSM LFMEKTIIACS--------GLFLKTFALSG AAAI GV -GLGD - ---------VLRAAL QS I TSF KEYGLHADVLSTAVIFGMLVSLPS-----LVLAFLEDTD -
Eu_V_M_AOAODS9XFEO_SORYZ Uncharacterized protein Leersia perrieri - - - --DVYKVVAAMAPLYTFALGL YGSVRWWRLTPDOQCDAVNRLVATFTFAYV F F G DFASRVDPFS---LSYRVLAADALSKLAVAL-SLAA------FVKGWCITGFSLATLN TLVYV v LLDAMY KWARDLIVQVSVVQTIVYFPLLLLAF--EDGGEDPAMWYLVRAVGMS=--KVARN NVYAGVL VAWACVRWH - -T SITIIEGSVLIMSKTGVGLSMTFSM LFMQEKTIIVCGAGPTVLGMALR RTFVAG AATAAGFALGLS--RGDLLRLAIIQAAL TTFVF KEYGLHAEVLSTAVIFGTLASLPVLIS--VYYTIV-- - - -
Eu_V_M_AOA1E5VIN4_9POAL Auxin efflux carrier component Dichanthelium oligosanthes - ----DVYKVVAAMAPLYTFALGL YGSVRWWKLTPDQCDAVNRLVAYTFSV F FA DFAARIDPFA---LCYRVLAADALAKLAVVL-CLAA------WAGGWCITGFSLAATLN TLVYV v LLDAMY KWARDLTIVQISVVQIIVYFPGLLLAY --EESGGGAETRSFWPLVWMS--KVARN NVYAGVL VAWACVRWH- -T ST IEGSVLVMSKTGVGLAMEFSM LFMQEKIIVCGAGPTMLGMALR RTFVAG AATAAGVALGTI--RGDVLRLAIIQAAL Q.ITTFVF KEYGLHADVLSTAVIFGTLASLPVLIS--VYYIVLGLTI -
Eu_V_M_A0A833QTS6_9POAL Auxin efflux carrier component Carex littledalei - -SLENLYNVLEETVPLYTFAMI YLSIKWWKLTPEQCAGVNEKTFVSKTFSI L.S QFI AANNPYQ---MNFKLTILSDVLQKSLSFF-VFLF--AANIFCEKWITITGISVSTLSF®P LLRGMY EEAVRLITQIVVLQSMVWYNGLTLLTFFEGAIEA---NEEPKALSFMVGKIKTIVLN NTYASMA LVWSLTI--RWGIL TITNNALHITISDGGLGMAMEFS.L LFTAQSKLTIACGTRMAVSLVLRTFVLG LLMALSYVIEMS--RGLLLKVAIVQAAIL QGI VPFVF
Eu_V_M_A0A833VLD1_9POAL Auxin efflux carrier component Carex littledalei - - - --DLYKVASAMVPLYVALGHL YGSVRWWKTITPEQCDAINRLVALTFTI FFT DFTIHTNPYT---MNYRFIAADALSKTIGITITIL-VLVVWAKWYZKKGS--WSLTCFSLSTLN TLVYV v LVMAMY KWAQDLVVQLSVVQSIVWNATLLFGL--EAIATDIPLLPLMKTVWLS--KLARN NVYASVL LTWSLIRWH- -M NVVEGSILIMSKAGAGTAMEFSM LFMQEKALACGPSLTMLGMVLRTFTIAG AATTLGFVMGLS--RGDVLRLAIIQAAL QS I ASF REYGLHAEVLSTA - - - - - = = - - = = = - - - - - - - - - - - - -
Eu_V_M_A0A5J9TBV6_9POAL Uncharacterized protein Eragrostis curvula - - - - -DLYKVVTAMAPLYTFALAL YGSVWWKLFTPDQCGAINRLVIYTFAY F F G DLAARSGTFA---ASYRVLAADVVTKAGIAV -AIAGCAAACRVSSYWCITGFSLVALN AMLM v LLDAMY GWAHDVAVQMAMMQI I VWFPLLLVVFS--E=-=---- - - - ---ARQAWLS--EMALS PV VGEVD RGWHLE - - - - - L GIVNGSVLIMSKTGIGLGMEFSM LFFCGARLTLLS------SLVLRTFVAG G AAAI GV - - -GL---GDLLRFAVVQAAL QSVATFNY REYDLD - - - - = = = = = = = = o = - - - o - - - - - - - - - - - - - -
Eu_V_M_AOA5J9TC78 9POAL Auxin efflux carrier component Eragrostis curvula - - ----VYKVVAAMAPLYTLALA AL YGSVRWWKMTPDQCDAVNRLVAYTFAYV F FA DFAARIDPFLS----SYRVLAADALAKLAVAL-ALAAWAARAAGAEGWCTITGFSLAATLN TLVYV v LLDAMY -RDLVVQISVVQIIVYFPLLLLAF--EDGDS ---ETRSFWPVWTS---KVARN NVYAGVL VAWACVRWH- -T ST IEGSVLIMSKTGVGLAMEFSM LFMAQEKTITIVCGAGPTVGMVLRTFVAG AATAVGVALGLS--RGDVLRLAIIQAAL QS I TTFVF REYGLHADVLSTAVIFGTLVSLPVLIS--LYFIVLG- - - -
Eu_V_M_A0A4U6VYL2_SETVI Uncharacterized protein Setaria viridis - - TLTGTHAYCSGRLVIFSTFTPTFFTF DLTGR----PGSFAASYRVLAADVACKA.VVLALAGW-----AAASRWSSGKRGGCSYLWCITGFSL------------------AALNSALLM F LLDAMY AWAHDIAVQMSMMQIVVWFPLMLVVEF=---- - - - - - - - - - -EARQAWS----LEM LPVPAVYV - - - - - - - - - A GGAVEEEE--GGHATAAD.DGD EE-SGDGRKATVS-----AAGWRSTFWA LLTVAL-AFLGS----LAWSSTIAWHTLES/L SIVEGSVTIMSIG-GAGLTALSLVLRFVAGPAVLGLRGRFAIGRTI - -
Eu_V_M_K3XJ82_SETIT Auxin efflux carrier component Setaria italica - - ---DVYKVVAATVPLYTFALTFL YGSVRWWRITREQCDAVNRLVATFTFAL FFT EFTLHTDPFQ---VNYRAVAADVISKAVIVAVIAVW----ARFAKGWSITSFSLSTLT.SLVV L ARAMY EWAQQLVVQLSVFQAIVWLTLLLFVLEAAAAPS--------ASPSLVAHKTLSR RN NTYASTFUV I TWACV - - LHEHWL SAFEGSVLIMSKSGTGMAMEFSM LFMQEKVLACGPCFAALGLVLKTFALG AMAIGSIAVGL--RGDVLRVAIIQAAYV QS I TSFTITF KEYGLHADVLSTAVIFGMLVSLPLLYV--GFYTIVLETLTIR
Eu_V_M_AOA5P1EWV6_ASPOF Uncharacterized protein Asparagus officinalis - - - -KDIVYDVFAAIVPLYVAMILAYGSVWWKTI-SPDQCSGINRTFVALTFAYV HFISSNNPYM----NLRFIAADTLQKLTGSL -----HMFVWSSASPGSRNAVNRAASADTFGALEANKVTTFRQ NANASPAREDGEFS -----KSPIGKSPL--=-+---+-»- - - - - - -PVMPQR--GAAAAAPANGYS SSG PTPNASRWN- -M TIIKGSISILSDAGLGMAMEFS.L LFMACGKATIATTFS-----SMAVRFLTG AVAATTI - - - --GL-GVLLHVAIVQAAL GIVPFVEF KEYNCHPDILSTAVIFGMLIALPITI --LYYV- - - - - -
Eu_V_M_AOA6I9QNTO_ELAGV Auxin efflux carrier component Elaeis guineensis var. tenera - - ---TVYHVLAATVPLYAAMFLAYLSIKWWKLTPDQCTGTINSKTFVAKTFS HVISTNNPYM----NLKLVVSDSLQKIFALL-VFAVTKACFRG---WLLTGFSLSTLP.TL LLKGMY -AKLLAQIVVLQSLVWYTLLLFLF--EGGIPRPETIKSFLILVGKS--KLMIN NTYATLA FVWSLIRWG - - L LI ITRNCISMLSDGGLGMAMEFS S.L LFMAQSSIIACGTRMMVSMATLR RFI A LI AIP-SYAIGMRATLLKVAIVQAAL QGIVTFVEF KEYGVHPDILSTGVIVGMIIAVPIALS--AYYFILD- - -
Eu_V_M_AOAOKONRP5_ZOSMR Auxin efflux carrier component Zostera marina - - - - -DIYKVMEAVVPLYAALTLM YGSVRWWRLTPEQCEAINRFVSLFTL FFTLEFTLRTDPFS---MNYSVIAADAISKVYIIVVILFAWS---AKFTTKGWSTITSFSLANLTSSLUVI M LKAMY PFAQEIVVQLSVVQSLVWLTLLLFVLEIEKVGS---VSKPSICTLMVMGEKTLVTN NSYACTF TWACTI - - ARHI EI I EGCVLIMSKAGAGMAMEFSM LFMQEKLVTCGASLVFYGLTLKTFTIAG MMAIGSFAVGLS--RGDLLRTAIIQAVYV I TSFIY HEYGLHAEVLSTAVIFGMLTCLPVLYV--AYYVVL-- - -
Eu_V_M_AOA7I8ILG5_SPIIN Hypothetical protein Spirodela intermedia - - - - -LFGASSIPVLNMLLMTCYV FLATSVNTILGEDARKHLNDVRITFVFS A I AVNLAKTITFE-SLVLLWFMPINLPFLTTVIGS-GLGWS--ITVMRITKAPAGTITILGSCASSG VGNTIFTFUVI PAM-CERGLAYSSLSLAIGASFLWSYVYNIMS--RSSS--------KLSYTQ----QTSs TEYTSLL - - ERGINGTDSMANGS SLDHSVDAS LPLSSGSTSRRES-----1TI1IGFTTIGUVI RLLI-GMIES--GGSIXSITLIMGSG - - - -NLIKGLYGSDS ---1RSSLIIGVVVVRFIILPIIGVGTIVK-- -
Eu_V_D_AOA3QOEU55_VIGRR Auxin efflux carrier component Vigna radiata var. radiata - - - - -DAYHVVAATVPLYVTMILAYVSVKWWKTITPDQCSGINKTFVATKTFSI L S QI I SSNNFYK=---MTLKLLYADFVQKLLAFLS-VLIAITKISGRG --WIITGFSLTTLF®P LMKATY -VLLLAQIIFLQSMIWYNLTLLTFLY--EREVSKGEKVLPILAVGKS --KLTIKN NTYATLM IWSSIRWG - -M EIVNQSTIEILSNGGLGMAMEFS.L LFMAQSSIIACGPKMTMAVVLKTFVVG GLMTVA-SLLIGLRCTLFKVTILQAAL QGIVPFVF KEYNVHPSVLSTAILLGMIMALPMETLS --AFY - - - - - - -
Eu_V_D_AOA1L2D3F8_BOENI Auxin efflux carrier component Boehmeria nivea - - - -QDVYKVIEAMFPLYVALTL YGSVRWWNTITPEQCGAINRTFVCTFFTL L FT EFTAHVDPF---LWNVRFIAADVISKAIIVAVLAFWS----AKWSTKWSITSFSLCTLT S LVYV LMKAMY PMAVDLVVQSSVIQAIIWLTILLFVLEGNTLVS---VVGPSFWSLMVWLIKTLAMN NSYAVY!I I WALV - - RWHM GILEGSILIMSKAGAGTAMTFS SM I FMQEKMIACGPRLTVFGMVLRTFIAG AMAIGCIAAGLS--HGDVLRVAIIQSAL QS I TSF KEYGLHAEVISTAVIFGTMVSLPALTIS--AYYTILLDTFTLH
Eu_V_D_AOA7NOTDG2_KALFE Auxin efflux carrier component Kalanchoe fedtschenkoi - - - - -EIYKVVVAMAPLYVALTL YGSIRWWKTISKDQCDAVNRLVCYTFTL L FT NFTAHIDPFHS---MNYLFIGGDAVSRLIVVMVLVFWS=----AKLSNKWSITSCSLSTMT S L VI LLEAMY K I GVDLVAQSSVLQSILWFTILLFVLANEVSG-SLPFWSLMKKVWI - -KLAKN NSYACI VAWAFV - -RWQM SIMEQSVLIMSKAGTGTAMEFSM MFMAQEKLTIACGTRLTLGLVLRTFIAG TMAIGAISVGLS--RGDILRIAIIQAAL Q.IASF KEYGLHAEVLSTAVIFGMMVSLPVLI--AYYAVLETLTL -
Eu_V_D_AOA5C7HP56_9ROSI Auxin efflux carrier component Acer yangbiense - ----DVYHVVAATVPLYVAMMLAY FSVKWWKLTPDQCSGINKTFVATKTFSI L.S QVISNNNPYMS----NLKLTIYSDFLQKLLAFL-VLAA----RFSSRGWITITGISLSTLSF®P LLRAMY -GVLIAQIVVLQSLIWYNLLLFLF--ESTVIRLLNKLQVSLQFFS--FFLTIS VKFCLKIL - - - - K - - L Al IDKSILILSNGGLGMAMEFSIL LFMARPSIIACGTRMAVAMAMEKTFVTG ALMAAS-SVAVGLRGKLLRVAVVQATL QGI VPFVF K EYNVHPDG - - - - = = - = = = = - = = = =« - - - o - - - - - - - - -
Eu_V_D_AOA6JOKCR7_RAPSA Auxin efflux carrier component Raphanus sativus - - - - -DVYKVIEAMVZPLYVALI YGSVRWWHITRDQQCDAINRLVCYTFTL LFTIEFTAHVDPFNS---MNYRFIAADVISKVIIVAVLAFWS---AKYSNNGWSITSFSLCTLT S LVYV v LAKAMY QQAVDLVVQSSVFQAIVWLTLLLFVLEDGRKDT -IEVVGKSFVEVWV--KLATN NCYSCI I AWAFTI - - RWHM GIMEGSILIMSKAGTGTAMEFNM I FMQEKFIVCGTSLTALGMVLKTFTIAG AMAIGSIAVGL--HGDVLRVAIIQAAL I TS F KEYGLHADVLSTAVIFGMLVSLPVLYV--AYYAA-- - - -
Eu_V_D_AOA6J0MU37_RAPSA Auxin efflux carrier component Raphanus sativus - - ---DVYNVIEAMVZPLYGALTI YGSVKWWNTITRDQCDAINQLVYYFTL LFTIEFTAHVNPFNS---MNYRFIAADVLSKVTIILV-VLAF--WAKYSSKGWSITSFSLCTLT S LVYV v L AKAMY QEAVDLVVQSSVFQAIVWLTLLLFVL--EGGRGTVAVRKSFLKVWLS--KLATN NCYSCI I AWAFIRWH- -M GIIEGSILIMSKAGTGTAMFNM I FMQDKLIVCGTSLTAMGMVLKTFTIAG AAMAIGIAVGL--HGDVLRVAIIQAAL QS I TSF KEYGLHADVLSTAVIFGMLVSLPVLYV--VYYAA-- - - -
Eu_V_D_AOA1Q3D3E3_CEPFO Mem_trans domain-containing protein Cephalotus follicularis - - - - - - - - - -VLAMVPLYVALLHL YGSVWWRTIFKADQQCDAINRLVCYTFTL FFT.EFTAHVDPFK---MNYLFMGADAISKLVVVL-----VFWAKCSGKGSYITSFSLSTLT ALVYV v LVKAMY -AVDLVVQSSVIQAI IWLTVLLFVLEFRRAGS ----GTRPMKVVGLS--KLATN NSYACTIUV LTWAWH - - - FRM ST IEGSVLIMSRAGIGTAMTFNM I FMALKVIACGTTI - - --FGVLRFIAG AAAI GV - - - -G--LDDVLRVAIIQAAL I TS F KEYGLHAEVLSTAVIFGMIVSFPVFI - - - - - - - - - - - -
Eu_V_D_AOA6P5YTE1_DURZI Auxin efflux carrier component Durio zibethinus - ----DVYKVVAAMVPLYVALML YGSVWWGIFNPEQCDAINRLVCYFTL LFAVEFTSHIDPFES---MNYRFVGADTISKLVIVYV-TLAWS----ACSSKGSYTITSFSLSTTLN TLVYV L LKAMY -GVDLVVQSSVLQGVIWMTTFLLFVLRRSRQE --------VWYLMKVVGMCMN NIYACUVI LTWAWH - - - FEM TIMEGSILIMSKAGTGTAMEFSM TFMAEKTITILTTIFS-----GMVLRTFIUVG AT AIAMS----G--LADVLRIAIIQAAL QS I TSF KEYGIHAEVLSTAVIFGTIVSLPVLYV--AYYATILTETFVR
Eu_V_D_AOA7J9DBP5_9ROSI Uncharacterized protein Gossypium trilobum - FASLAKTVTLQDIISWFMPVNM TFLVGWKTILPHLEGLTITIATCAGNVGLLL LVPAVCEDRSPGNRDVCNSVGLSYASFSMALGG -FYIW---TISYQMKSKAAEEFVSKVEANNNLDATAQTQLLS--EGITANVSQESGKGLLWVNVVAFLTIS -=---- - - - - - - - - -LKELMAS--- - - - - PTLGATIA FATVWL--RGAPLRVMQDSTKLLGDATTIPCTITTLTITI GNLGGLSKIKPLGS----VVCARY!I IWVYV -KFLP--SPLFSYVLMLQFTV P.SNIGTMTQLFDVGQEECSVLFLWTYLVAAFALT--TWSTIF----
Eu_V_D_AOA5D2L929 GOSTO Auxin efflux carrier component Gossypium tomentosum - ----DVYKVVVAMVPLYVALML YGSVWWGIFTPEQCDAINRLVCYTFTL LFAVEFTSHIDPFES---MNYRFIGADTISKLVGVLS-----AIWAKCSSKGSYTITSFSLSTLT ALVYV v LMRAMY T-GVDLVVQSSVIQAIIWLTFLLFVLSAAGGES --------GWYLLKVVGMLS SN NSYACUVI LAWAWM - - SIMEGSILIMSKAGTGTAMEFSM TFMAEKTITILTTIF-----AMVLRTFIAG AT AT AV ----G--LGDVLRVAIIQAAL QS I TSFTITF KEYGMHAEVLSTAVIFGTIVSLPVLYV--AYYATILETFTIN
Eu_V_D_V4KUL2_EUTSA Auxin efflux carrier component Eutrema salsugineum - - - - - - - - - - 1EAMVZPLYVALI YGSVKWWNTITRDQQCDAINRLVCYFTL L FT EFAAHVDPFM----NYRFIAADVLSKVIIVT-VLVF=------WAKGWSITSFSLCTLT S LVYV v LAKAMY QA -VDLVVQSSVFQAIVWLTLLLFVL--EGGRETLVVGKSLLEVWLS--KLATN NCYSCI VAWATFTIRWH - GIMEGSILIMSKAGTGTAMEFNM I FMAQEKTLIVCGTSLTVGMFLKTFTIAG AAMAIGIAVGL--HGDVLRVAIIQAAL I TS FIF KEYGLHADVLSTAVIFGMLVSLPVLYV--AYYAA-- - - -
Eu_V_D_AOA5J5ALX9_9ASTE Uncharacterized protein Nyssa sinensis - - - --LLEVASMPMLQVITITITI FLATYLNLLPAPARKSLNKTIVFVVFT A.M SSLAATVTLE-DIISWWFMPVNIGLTFLFGG -TLGWTVKLLKVESGS ---LVIATCSAG LGNTILLTILVPAI -CESGLSYASFSMALGAFYIWTYAYQLCRNPLTQ--KIASFQLMHQTILS--DALLE PTVGATIUWV FAIPWL--KTAPLRVIQDSIELLGNGTTIPCTITLTIL GNIGIAKIKPSAS-----1LLVRYUVI GIGIGVIGFLPS--SPLYHFMLMIOQTFSL MSIGTHM QLFDVGQEECSVLMLWTYLCAAPALTS--VWSVYMWTITLS
Eu_V_D_AOA1US8FMM3_CAPAN putative auxin efflux carrier component 8 Capsicum annuum - - - - -DIYKVVVAMMPLYVALTI YGSVKWWHVYKPEQCYTITINRTFNTCEFFI FFT QF I ADINPYNS---LNYLFLTGDVIAKGILTILTIFVLWS---ANFYKKGWSTITRFSLSTMN TLVYV LMKAMYWDLGLDLVVQAAVIQVLLWLTLLLFALEENTIPTS---TQILAFWPLMVYTFTIKLATKN NSYACTFUV LFWALS - -RWHM I EGSILIMSKAGSGVAMEFSM QFMQEKIMACGGALTIYAMILRTFVVG ATAFGCVVLGL--RGNVLRIAIIQMLLAQS VASFIY QEYGLHANVLSTAVIVGTIISLPLLTI--AYYAVL- - - -
Eu_V_D_AOA803PYS5_CANSA Uncharacterized protein Cannabis sativa - - ---DVYKVVEAMVZPLYVALTI YGSVKWWKTISPEQCDAINQFVCTFTFTL LFT EFTAHVDPFES---WNYRFIGADVLSKAITVA-LLGFS---WAKWSSKWSITSFSLCSLT S LVYV LVKAMY RMGIDLVVQSSVVQATIIWLTTILLLVLEAGSIDD - - - - = = = = = = = = -« - = =« -« - - - -« - - - - - - SYWWHTIE - - FDGSILIMSKAGTGTAMTFSM I FMQEKIIGCGARLTVIGMVLRTFIAG AAMAIGAGLS ----HGDVLRVAIIQSAL QS I TSFTIY KEYGLHADVLSTAVIFGMILSLPVLTIS--AYYALLDLY -
Eu_V_D_AOA834WA42_9FABA Protein PIN-LIKES 7-like Senna tora - - FWEVLEVASDPVLQVLLTISGL ALMASHHLLSPDFRKSLNKTIVFTIVEFT SSFANTVSLQ-DMLSWWFMPLNTIALTFLIGG -VMGWIVKVLKPNPKS -=---- - - - -LHG LGNLPTIUVI PAIC PDACSFSLAQIVPNESFLQRLTHTILTIS - - - - -+ - - - - - - - -LKQLMA- - - - - - - PTIATIL.FGITLL--RNAPLRLIQHTIQLLGDGTIPCITLLL GNLSVKPWVLVGS-----1LVSRTFVIAQ AIGMLIVGFLPS--VPLFHYVLVMQYAM MNISTM QLFDVGEEECSVILLWSYGAAAIALTS--AWSTFLMCL -
Eu_V_D_AOA3N6RSPO_BRACR Uncharacterized protein Brassica cretica - - - - - - - - - SSKPVVETILLTITS SV LYMA-LDLLGPDARKYLNDLTIVL - - - - - ---=--HMKAWWFMPINLLLTFIIGS -LLGWS=--1TVILTIPSHLRGLTIVGCCAAG LGNMPLTIVIPAVK GPGMGYVALSMAMGSVYIWTYVYNLMS--CKVSEEKDNHKVRWDTITFA--- - - - - TTAAIIVLLLTITIVA- - - -PLGVLQDSVTLVGDGAIPATTLTII GNLKGMRSSGKRSSIIGVLVARYT!I SGVLIFYKLDS--SPLYQFVLLIQYAYV P MSLGRITQLFGAGES --CSVIMLWAYGLASVSLT--AWPTTFTF- - - -
Eu_V_D_AO0A175YEA0_DAUCS Auxin efflux carrier component Daucus carota subsp. sativus - - - --DVYKVVVAMVPLYVALML YGSVKWWRMTPEQSDAINRMTC CY FI F.T QF TTHLNPYK---MNSLFVAADVISKCGIGA-MLGLS---WAYFFGGWCITGFSISSIT LMRAMY SVGVDLVIQSAIMQNTTFWLTIVLFFMLEGSGGV ---HEVPSVWAMLVYVFETKTLATKN NCYACTIUV IWAFV - - RWHM SIMEGSILVMSKAGTGTSMFCM LFMANKKTITIACGAKATAAMGLRFTITA LVGIACVAVGL--RGEVLRIAIVQSAL Q VVTFTIY KEYGLHANTMSTGVIFGTALSVPITI --GYFAVL-- - -
Eu_V_D_AO0A175YG44_DAUCS Auxin efflux carrier component Daucus carota subsp. sativus - - ----VYKVVVAMVPLYVALLHL YGSVRWWRMTPDQTDAINRMNCYTFTIM L FT EFTTHLNPFM----NYLFVAGDVISKCVIGV -VLGV---WVYFFGGWCITGFSLSTTIN LMRAMY ALGEDLVIQSAVLQSIIWVMILLFMLEGNSDGS ---EVNVSVPSAWVLGIKTLATKN NCYACTIA LVWATFL--RWHM SIMEGSILVMSKAGTGTSMTFCM LFMANDKTIMACGAKATIGMILRTFTIVG MVGLACLAVGLS--RGDVLRIAIVQSAL Q VATFTIY KEYGLHTNAISTAVIFGTVVSLPILI--GYFAVLD- - -
Eu_SAR_A_AO0A0G4G993_VITBC Uncharacterized protein Vitrella brassicaformis - - - - - - - - - - -KGLYALLQUVI ALASMAGLLSPDDTIKALSRLTFYNVEFRQ C VALAESLAQG --GMLLLVLPLMALTIHIMFGTF-ITIAGRLGLSMGGRAQ--KELNTILTGIG AATIPFLF DALFSP-ALAAAAVYLLTWNPILWSVGNAILS--CDHT--HQGGEATAGIGDS- - - -1LRS PVIASAA LSIALTI - - - -PLRFIFSSLRSIGGAALPAAVIUVL GALSGEEKTITLSNVLALVIFSRTFVTIV VCALGAS-------LRGFERLGLLTAQDS - -
Eu_SAR_A_A0A1Q9D4H6_SYMMI PILS5 protein Symbiodinium microadriaticum - - - - - - - - - - - - ----GVSVSAMAAFLGARLTITISPQAQKSMAATISMN S L TRIICTRCSD -ILCNSWVLILLPFVVVGIGV -FLGKS--LTAVLPSSFSKGTICATIATFG STGLPIVLLTVI---APLQHLPVYLMLYPVLQWSIGSWLLANDPETI-SEVQTNKHKCCLRS----VLAQ PV LGATLIL - FTLR--DDAPLQWFYAGLYKLGDAAVPVN L I L SSLKGADFHAPCRVGLGTIATFSKILTI GFMVLIVIRITIS ----SLWLVALVVSCT T NNVAVM Q- -NGGQSGMATAI FLQYLFAPICVTS--LSL----- - -
Eu_SAR_A_AOA7S3RBY6_9SPIT Hypothetical protein Strombidinopsis acuminata - SEPAMLAPLATALTOQCLATIVAYV LACRLLAVLSPSDAAGLSAFVGRLSM A L LAMAELEPATS----EWRLLLALCAAKVIAFVATIAITYVHSWLSRA--GLYTIFVTQS DFAL.V.LCAAIW.D---RFMSIIFLFQLALLNPLAFVLL--GAQP--ANGGMQLCRSMV--KVARS LVLSVEFL ALRLCL - - AIVHGTLLPMKQAFTATA V T L LSLRTRAETLTSLS=---LLCAKGLAM LLRVLAEIFGV -----TANFAFLYGML S PTVVVF REFRQSAEYLASILFVGLILSVPML - - - - - - - - - - - - -
Eu_SAR_A_A0A8121G82_9DINO PILS2 protein Symbiodinium natans - - - - - - - - - - - - - - -VAASVIATI VVATRRGIIDLSVRKAMGATITMKTLATI A L SRILCA-PCQPFLSSSWTILFLLPIVVVGPGY -LLGKAAS--AALSEDFARGTVCAVATFG STGLPIVLLSVYV---SGSASGNMGNMLRLPVYLPLAL - - - - = = = = = = = = = = = = = - -« - = - - - - -V - - - PV IAATLIL LVVGLSAWD - TWLYDGIVYKLGDAAVPLN L I L SALGANFEVLPMRAS---1TVLSKLVLHM -CSVV-VYRI--GPSLWLVALIVSCT T NNVAVM ESGGKDA--MSTAI FLQYLVAPLCVAS--TSIAYFN- - -
Eu_SAR_A_A0A812NBG4_SYMMI CobT protein Symbiodinium microadriaticum - - -----1GVELELGAIFSMMGL AVATASFLL - - - - - - = = - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -1GFVALKILRQPSQ---LFLPSLTEFTP®P CGNM.L.LCLLAF E-GLALAIGFFSVTVLSNTTIGFWI - - - - - - - - - - - .- .- - -SQNTIFSLKDGLTRA HIVYAVALATILVQATF - - LWISNTTDLTIGATIATILIPLM V T L VSIADLKPSVG------LGVLRLMMGAGIGLGLAILFD--LGVMRGVLIIQCAM A VLNYLF LRLEQKAERVAGVVIASTLLSFVSLPS--T1TLL---- - - -
Eu_SAR_S_AO0A1Z5K0G1_FISSO Uncharacterized protein Fistulifera solaris - - - - - - -KASLSATAQLLS SALGHI MLAKRS -NILDKNAVKALSKTLTYHTITFRQ Q TF L VSVARTLRSYVY -SDASLWIMPIAGIVQIAIGA-TLAMVTRFFTTRRHS----VQMCTTTFA AGPLPLTIFSAALIL PA-AAAVSFYLLAWSPLFWTFGKTITILS------GTVNSDSPLQKVVS--GLTFLS PV IGSTLI MSVPRL - - - -GNLPVTGACQTLGTAYLPVM V L A LVLSTKSPWPFVTS----LFATRFMVM LLAHTM-CRLLGAGLTIFHFILLLQGCT P QNAVVLLQLAGLPAQGMAKLLTGLYVASVVPMTS - -LLLSW-=- - - - -
Eu_SAR_S_AO0A4D9DG35_9STRA Uncharacterized protein Nannochloropsis salina - - - - - - - - - -VNAVLRLVASCGL LGAASQGLLDOQASLSTLSRLTITFATFTFRQ A.L TNVATTLATP--SSSLLVLPAFAVLQILFGF-LYGKGMASLRLDPA-SKELAVCSATFA SGPLPLLFADAFFS--LYIAYISFYLVAWSPLFWTLGSTIL--GSST -=---- - - -PLPLLRS--KTLS - PTLGCTLIL ASTPFL--RTAPLAALFDALRTMGSAYLPVL V L A LAQGFLNLIKSAS--- - - -1CFARTFTFLM ATAFLLS--LTLGASPLLAFVLLLQACM C QNTVVILQLQQRPAASMATLVSLVYLAAVLPMGS --LLLSLVLQ- -
Eu_SAR_S_AO0A6T7D7A4_9STRA Hypothetical protein Florenciella parvula - - - - - - - - - - - - - - - - -AGVIGM RR-GWVGPAAVKEWSKTVTGFML C FL SNMSST-TLD-QLREGWVLPVFCVVHIMIGMS-LLGYVY --TMLRADAA-RGGTIVAMSGTFG AS-L.LSMMPAII.P--AFCVTLYAVLNKVGIWSVAALLS------CKEEKRLGQPSVVA--KMLTE VNVAAAA L AVGLZK - - - -PLGWAMNSCKTVGTACFPLMTLLL CNLATSSDRVSVGS----VVIVRLVVEF FVCLGVSGWLP--DPMIQFVILLESGTC CV T MTMGMA.PGPNTQ-KAVSAMLFWQYIFSGFTMA--VFIAI-----
Eu_A_AO0A175]LQ4_ENTHI Uncharacterized protein Entamoeba histolytica - - - - - -MVQYYETFGVMLVVITLAFTF LKLFFFI-RKNSPLLMKVLFNLAL CV I RNLYNNKTLDS ---LDSLYLFIGGIIFQLCSG -T1T1SI1IFVFWFVKDIKTIKKTLSTIFNSLAIL TALFIF.VMSSV-ADDGISKTILFCVANDFCCYAVLRVISQPETNE-TQQTQKIIKETLR--AIFCV-PLYALVF Y I CGLS - - I ACIDVGANANTLLSYTVL I FFEIPLKYLWPSVRVVYRTIGLTITTF - - - - - - - - -1GDVARFVMLVZPLT PPLIDTIYSVEYDTIPILINNLSIIVSYVVILLLMYVYV--TITLNPSFN- - -
Eu_A_AOA6B2L7Y1_9EUKA Uncharacterized protein Arcella intermedia - - - - - - - - - - -MAVLSVFALSTF FLLVKVKITIEIGVVKSATRFLTFVLTPV C LI STLSKNLSLS-TFSEYWAIAVFAILNYLTIAM-GLGMLMAYTIIKPDADTFKRSAVFVVASA VFVVPTYIAEYTC.PGGHSFITIYANIHGLMLWTLGYRYL--NKYT-GDDITEKVKRFVK--KVFFN.PLIGALG LLIGLVS--P PYIMTVLHTLGSSSISCL V LV ATFTSISPISPIFAS---1LFTRLVATI SVQVGI -TFLP--APILKYVLYLVTFPT TN DVLVITQLLDLEVKSVNFVVFWGYVLAIFTVT--AWNLTFTIYAVN
Eu_D_AO0A2V2WO0X7_TRYCR Putative transporter Trypanosoma cruzi - - ----MDRFISSAVKVILVSVYV WISQHTFHNS-KEKSLKALSYTISVKTITF.L C L SQLAKD-----LSWDYYWACILPLIPMILGF-CTAL--AFRSFIPA--GLLQLSCTFQSIVSY.LGIVLNLWSEDRQSYVFLFNLLHSLFLWSFGTMIVGQSAGQ--------AYQPVMQLPYLLSEQIIASFL LLVALV--P EVLMGGISFLAPGAVEPLDAQ L V L VNVSKKLPIRFLVYVY---VILLRLVEF A I CFCIIALMPS--YKPFILVMLTILTSA T NTSSICSIYSYKVKEYTKVLLFMYMACTIFTTT --VWLVYVWYTLD
Eu_D_AOA3Q8IEH9_LEIDO Membrane transport family protein Leishmania donovani -DLYLGMMLTITATTVKTITILCATLA MLVSRYFSNPKETLTGLSYTISARVEFIL C L ANLSMNS-----VTWEFYWAPLFALLPMGIGFS-LSSMLVAVLRREYHS--FVVILASSTFRQ GLTFPVSVLLNLF.A--QSYIFLYNVVCSIGLWALGDMIA--SPGIEP------LGRIAL--TSIQS TVLSSIIALTITISLTPPS---LQLPFVGGMALVGKGATIUPTLH V V L SSVSRQVTISTLPILC-AVVTRLVUVI CICFLILGLMPS--SKPFLLSMLVATI T NSTLICTMREYHVRDYSHMMFFMYLSSIITSS--VWLFC=- - - - -
Eu_H_R1DD74 EMIHU Uncharacterized protein Emiliania huxleyi -MFSGLLLTSFRVIVSLFTIOQYA ATI AAVAWFGIVREADLRGFGAAMNTTIFV L SIVALGRGLSVE-LFVDGWVLALIGLVSMFEFA-AIGLS-=-LLRLVAPAFRRPFVVAMALSF®P VVAIPLSVTQSLFDVAALRARALVFMFNSFNVWVVGFLAADDISLDS----VRDRWQRALLS--GLTFRR PV LGVTIV LLIRLFS-----GALPIGQALSALSEGAVPIVNLMLAFSLKLRKSWRGAGIS ---LTLGRMVLA LCGGVIYAVLG--EPLMRVIVFVEMATP T SMVVVMLHLAKKPAQLVAWAIIPQYLLATVTLTS--LTILAVTEW -
Eu_H_R1EFW9_EMIHU Uncharacterized protein Emiliania huxleyi - - -TSAIFAIFIASLSCAGAIVVAGWMARRGVYVYLTRGLSKGLSQFSVKTLATI C L.TSVVPG------------VSPSLLALLLLVV---------LRPPSDFRLGTVAACAFY TTSIPIILLSVLQQT--LSRSIFAELASPLLTFLSLQLLLQLSSAGEEESRRPALLRRTIFTI - - - - - - - SVLGICL LFLMLT--A--PLGWLFISASKLGEAAVPIN.VLL.AALSRRPGATAVG----IALARMVAM LVAYGL-AFVQ--PVPFWLVCLIVTCT T NNIVVLCELAGENIKHTMSAAIF FYQYCAAPILLPGVLVAFICHN - -
Eu_H_RI1EVYO_EMIHU Uncharacterized protein Emiliania huxleyi -MFSGLLLTSFRVIVSLFTIOQYA ATI AAVAWFGIVREADLRGFGAAMNTTIFV L SIVALGRGLSVL--FVDGWVLALIGLVSMCEFA-AIGLS---LLRLVARS---PFVVAMAL@P VVAIPLSVTQSLFDVAALRARALVFMFNSFNVWVVGFGYLAADDTIS-LDVRDRWQRAALTLS--GLTFRR PV LGVTIV LLIRLFS--G--ALLPIGQALSALSEGAVPIVNLMLAFSLKLRKSWRGAGIS ---LTLGRMVLA LCGGVMYAVLG--EPLMRVIVFVEMATP T SMVVVMLHLAKKPAQLVAWAIIPQYLLATVTLTS--LTITF-- - - -
Eu_M_AOA024E1C4_TRIVA Auxin efflux carrier family protein Trichomonas vaginalis ---MSNLLMGFNTIVSPVFTIVLILL YFAKQKGYIDNNTFVDKGTWTIVFYMAL FKL.YDIKNA-RIE--SLHPKYVVYILLGVIFVIF-ISLVIGKILTIKKRKLSAFIHCAYRS F VYV F ILDIIY.A--MEHMIVIIAFGLTLYNIAAIVIL--TYYS-EVEDKSSISNILI--KIIKN MIAGVVEF SITFNFLNTIPS--VYQGIDKAIEMVAKTISTPMS I LI ASLNFETSKDDFKFMFISAFIKTVLA L ML PI -GVKLGFTNMELGTIAYTITIFWAT C ANCFIFTKQMKSDYEFASKVYITLSFIMSITITYP--VSINYFNLTLH
Eu_M_A0A1J4JGP8_9EUKA Auxin Efflux Carrier family protein Tritrichomonas foetus - - -MVDYVNFAQAGVSLLLTMI YVTCKAKLLKTHKAINPINLTFLLKCCYFPMIMRNIAVRLSI -=--»+->->---MPFVIGVLTNLTIY-TLSTFPKFMYLSTVS=------FSSVYUV Y L I L F I FNAIWDKNS-VMVSIIALSINTIPIFLTLANTIYTS--ITIRKES---EEHLVSDDIAKS--RVITNTLILGTITIUV FIWAATGFKS --LCNYVDSLTKTLGGSVLALSTC F TV GFLHSLS----CGYIQFGCIAIRHTFLHM -1 SL-YSKL--QPRLARQCVIMSCIL T TAAYPVSASAGIGSEVASTMIFWTSILGVPFQLS --LWLDKLGTITFWV
Eu_M_A2FJA2_TRIVA Auxin efflux carrier family protein Trichomonas vaginalis - -------MGFNIVSPVFTIVLLL Y FAKQKGYIDNNTFVDKGTWTIVFYMAL F K L YDIKNA-RIE=--SLHPKYVVYILLGVIFVIF-1SLVLTRS=-------KLSAFIHCAYRS F VYV F I LDI 1Y A--MEHMIVIIAFGLTLYNIAAIVILS--TYYS-EVEDKSSISNTITLTIS-=-KTITIKN MIAGVVEF SITFNFLNTIPS--VYQGIDKAIEMVAKTISTPMS I LI ASLNFETSKDDFKFMFISAFIKTVLA L ML PI -GVKLGFTNMELGTIAYTITIFWAT C ANCFIFTKQMKSDYEFASKVYITLSFIMSITITYP--VSINYFNLTLH
Eu_R_AOA1X6NVPO_PORUM Uncharacterized protein Porphyra umbilicalis - - - - - - - - - - - -MSRMIVSLTFL I SIVET-LYAAAQSVLLAMPAWATIVILIECAAVGTWVRRWLPDRRAS----CVVACVTFG SGQLPILLAGSVY PAGCGYCSLYLLVWSSTLWTLGNYLAGAAGDGS ---GGSGRPWGPLGS--ACLAA AAVRSTLSL -->- - - - - - - -LTPPFLAIVAALCFSTIPAGATLILYV SSVLRLDARSVLAS----VVVARML VVTLTLVGLMD--DPLMLTVMAMMATFV T NNALIM.QVAGAGDEAVALVIFWQYLVAPVFVS--GWTLALATLW
Eu_R_A0A2V3J329_9FLOR Protein PIN-LIKES 5 Gracilariopsis chorda -LSAPAVAAAVSAIAKLLTTLATI VVAARRGVLQSSTISALSKTLVYNLTFIL S L SNVLRTLSAP-FSNQLLLLPLVAFLQVLSAF -LISALLALLRLSDTERPLFHLTCSSTFG AAALPLLLATSLFSALRVSAISFFLLGWSPLFWSLGFAVLAPTVSGS----DSVPPPRMTPS--SLFLD PLIASFSALLLAFI-----H.LPLLPALQTLGSGYSAAV.ILA LARSSTALRMPRGS ----1T1TLCRTFTIAL LVAI - - - - - - -DRFVRFAILLQSVM S QNVTLMLTLMKRDAAVAARLLLFVYVLGVIPIA--LALLAAATPTF -
Eu_R_AOA2V3J3L9_9FLOR Protein PIN-LIKES 3 Gracilariopsis chorda - SSSRILQSSLSGSVELLTLCAA LLVHTQVF-DADVTTQLSRAMKNILF A Y, GSILTLITSR-DSIQIWVPVALAFLVFGMAAS-ITIFAY - -PITKLIQAVQRAVFACLVLSEG ANVMPLLVMQSL-CDTSMGYASLFLTVINIISWTVLYFLSKDDHTFRS----EEEAFRSDLDS--EAIKRHIFLAVVAALIVYTFLS-----GVRPFLLSINILGNVVVPVNSLTIWV A ELYNSLYGEKTTFLV--1TLFWRLVATF LL-GKLG--DPLLGIFGLVETFNN T NTTVMLISVVIGDRYDVAKTVFWQFLATPIFLTTAAALHLQYA AR -
Eu_R_AOA5J4YJ85_PORPP Protein PIN-LIKES 1 Porphyridium purpureum -VRGDVLQI SVIATAKLTLVTI GFAQKRGVLSKQVLSALSASVYN!I SV L CNMVQTLAKHS-SLSSVGLVPLLALAQIAFGWS-LCSTIACRLTFRISDA-GKFVTVSCATFSG SAALPLLFANNLFAPRQVSGISFFLLGWSPLFWSIGYMIMS--EAAPSLNADQQLVRHPMYV - -ARVTFA PIVGALS LSIAFL-----GAGILFESLSGLGAAYVPCAVLVLAGSLASAGISAEDLIKQIAAVFVRTFCLYV LFAVGS-LIATRGRPILQFTILLESVM A QNTVLMLQLENKPASRVATLLLYIYILAVIPIS--LGILMMTGA -
Eu_R_AOA7S1ER62_9RHOD Hypothetical protein Timspurckia oligopyrenoides - -RSDVVAISLLATLRLMMTIGII ALAQRRGVLDSTVLSSLSKAVYNTITFIL S I L VNVGTTLCTQ-SLLSVAPLPLLALAQILFGA-LLGKLCRVLRVSSD-GRILNVSCMTEFSG SAALPLLFANNLFAPPLTIAGISFFLIGWSPLFWSLGYYILPRVTVK -KTGKRERMRAPIWS --RIFA - PI I GALA LSVPVF--A--PLGAVVDALKTLGSAYTPCAVLVLAGSLPQWSRIMQIAGS ---1CTIVRTFI FALGTS--TLL--DPMQKTFTILMESTIM S QNSVLILQLENQPASKVARLLFFIYLVAILGIS--VFLLL=-----
Eu_R_AOA752ZQE4_9RHOD Hypothetical protein Rhodosorus marinus - - VPVDPAIAVTTVAQLMVATI LSSKRGILTKDNVKVMSTINYNTITLL C SLTSVIRAFQTD -VIVGLGILPIVAGLQI LLGLS-VLGFLFKILKIESES--RIMIVSSATFII GGTIALFLSSTLF.NS-IAAISLYLIGWSVLFWTIGYSILWNSREG--------EAKSSW--KRVIS PI I ATVL AVIGFT--QRTPLNIVYQGVSGLGVACAPCAVL LAGSLMRSPRRNLLLS-=---AVITRTFVVEF VVTWYFLGWFA--RSMVYFTILLESVM P QNIALVLQLENKPASRAAKTITLLTILYIVALLPVS--TFAATLTFTFGS
Eu_Ap_AOAOLODJKO_THETB Uncharacterized protein Thecamonas trahens - - - - - - - -MRSRLTPPLTFVVLI A L.QAIGSSFKIS-EFAELWIVPVAAIIHTVIGL-GLGW--LTVAVPAHFRTMSILSVVLG AGNLPLSLVASME --VGVKIISLYMIVTSLVLWMVGYPLMGVRSTSSIEYSTESSTTCLSS ----VFT PV VAVTIL LAI TMFDKS ---ALRPVGRSAVIMGNGVVGLSML ASLVSIGKSASRLNTIALLIFVRMVVFAAIGIGLLVWLDS --VKMLLFILMVQTAYV T QS TVIIVELHGGNDS --VSTLLFFMYLASVPILTIALQLYVTIESTI -
Eu_P_AO0A753D772_9EUKA Hypothetical protein Palpitomonas bilix - MAVDVTVQLLLSLAKTLSLVVYV LRRRDIIHADEPRAFNNLTLRLTINIL CI FIVSVLRL-DLT--QLNWAFVAAAKVYIVSLLTFS-LVFYLSTMLESHMKESVLHALSSTTSG I A1 LDLF----FPLLVMGFVVSLCIISPVAFAVL--EEKEGGAEPKSVIQSPAF - - - - - - - AV LALTLYV VLYSVQSHS---LAFQFFDSLFEMASNGTFGVA V S L -VGKRVTLVGMTVWKGCATAVVLIGLALLLA-YFVKS--SGDVRTDLVLYGAT v IVLNLF.RQYGVAEDVSSVLIVVSTLFSAVWMT--FLIHTANALS
Eu_C_AOA7S1EIC8 HEMAN Hypothetical protein Hemiselmis andersenii -GREGMLIEFLFAISKALGLTIGHGC FFARSLGYTSPQVGAGLSETFVGKVAV S AL RSLSTLPIFD-GVSELTVLLCGFFGKTFVLFF-TAFLS--GLLRKSLATCAVFGLVCSLS DAAL LSTTHSETGTSLVFLMTLPCCSLLLPIGLAMMSRQKGR-DSGGFFSVLGVTLS ----VRAQ LIVSVGLAVAYNYSAP---L.RVVDQCLESIMRSLVVAA F S L SSLTNLSFESPLS -----1LVALEKTLAG GLVCRLS-SLFG--DKASLEMLSLYSAL A I VWAISKDQKADSDTIGAAVVMGTLLCGPAMYVY - -LENDYSGVHI
Eu_C_L1J0Z1_GUITC Uncharacterized protein Guillardia theta -RFEVVLQAACIPVIKVLLTIATFUV FCARKS--TLKESSIMGISRLTIYNHI A F TKLTKTVDLQ-TIISQWWPIPVFVGLNFAAGLST -LCGTI --1TLLKLSEKFKGLVLASCALSG VGQIPLALVPSAIPKA-QGMVAFGLWVGTIMIWTVGKYLM--EKGGDPTRST--RMKSLRS----1PN PFVATVL LGVGLSNS---VLAPAFDVLEQLGSTYTIPLMTITLITLIL ANMAGAGEKEEPFMVASIIAVRLILTLIL LVGVGLVFKQTS=--SPLIEFVILLQEFSYV T ANLSTL IMTGTWS - -VSRLALSQYLVAVPCLTS --TAIAYTITYT!I
Eu_O_A9UY11_MONBE Predicted protein Monosiga brevicollis - - - - - - - - - - - - - - LPAAHLVL - - - - - - -TPDHAVGIGTLAGRTIAL A LSMATL-DFG--NVKWPFLAAIALGKTITIVAF-FVYVMSRFRSSAAAS--SLRAIFATAQS DFAL.L.VLQALFPQ---EIVQYLYLISLIMINPLCFIGL--AKAGLRQESGASSWVAFF--KTLRN VVFCTLL IIFNFIVN---P.DAMRSFLQTLGNAFSAGA.LNL AGMAGKTIKGLVGPLLS--LVGAKTLTLIL I LAVLISAFEV --VGSLQLFGFLLGTTF T PSV FLY SEFGVLINEATTGVILCTAISGPLTL - - - - - - - - - - - -
Eu_O_FB_AOAOC9UPHS9_SPHS4 Uncharacterized protein Sphaerobolus stellatus - GIASTTWGSAQASTISILLLMVY Y I AKSHELFNNSGLKALSKMTTT!II A AEIGPQASWS-NIVHYWPITILYSVMQITLSY -LFTSLGRRIFYDFPS--RWITIPSAMEFN SVTLPVLMVECLF.IGGLTYVLINGLVMSVSKFAIAPKIN-PALQE--------DALIVK----FSN PLIGAMAAFVIPFLDAS---LNLTVTHSINKMGSAYPTIQTILVL AQLAGTQGHIKTFAISY - -LVFYRTFITIM I LI SFLWLLLD--DPMFDFALMVAPMG P LTI GAYV E-IAREIGGIARMMITIAYF FITPVSLPS--AALTITIQSRL
Eu_O_FB_G7DUZ2_MIXOS Uncharacterized protein Mixia osmundae - GLGETALSAFEASTISVLLTLLY YLAGMFGMMTEETVHQTSKMCTTLFL F A I CSIGPNINLKS-=----LWPLTIAWSTFISIGFGFS-LFGY=---THRIRLP--GWAVAACGLSC ANAMPLLLLQSLLDKLGKSYVLLNSVVQQALAFSAGLWAMDADGR RN --------VLAIAIS--ANYLN PIVGAASAVILGLTPPS---LDGALHQSWNNLGDLTFTALQMEFUV L AQLRPGLWPSLFS-----VLTFRTFILM AFSLSIIQIIG--DQLMSFIMMLVYVTPTCG S L LLANL TITGQDAGVVAGFLALSYALSPLTIAV --VVAKTITLESTID
Eu_O_FB_A0A067Q3W4_9AGAM Uncharacterized protein Jaapia argillacea - SLVDTLWGTFQGSLSVLITTLA Y LAARYEFLDRPTVKRVSNTISSLLTFIL C IVVQMGPY - - - - -LTATVWIMPVWGLLSSVIAH-LLGWLGATLRLEST ----WWTVVASGRA ANALPLLLLQSLLTRKPMSIVLLNSVIQQVITFSLGSSLVLDTELRDS-HDESNLRRRKVKKS--GFSLN PVAGACVALMIPFLGFS---FYDSLTQAVKNLGGLFVSLQMTF ADVPSPKIRGTIS----VLSIRYLLHM LIMAFYVY -YWYT--DPLVWFLLTILVTPSG S MV L N L ELMNIDQGPIAGFLALSYLLSPFSVVCTMVVEVVETE - -
Eu_O_FB_A0A165C8D0_9BASI Uncharacterized protein Calocera cornea - SLLESFLASLQAVLSLLLTLLY VGASKLGLLSTAAAKDVAHLTCTIEVTFRQ A I TQRI GQNIANS-SVFRLWRILTWGVAYPLLGL-APVWS--VLPSWALAS----- - -AVPFN TTALPLLLTIDALLPDRGRATTYFLLVYV-NNVLTFAIAPRLLTDAPGTS --VSDGRPVKKALVS--AELVN PLVGTLL.VGLNPV-----L.AWLTSSLQEIGGLYSSRQMFVV SKLYGKPRLPVAY ----1TLFLRFLLIL VLSIGL - ---+- - - - - - - - - - - -FAPAG S NI SSII EVAG-ETQQIARFLTLSYALSPLSLAVVGVQAAAAA - -
Eu_O_FA_AOAOE9NSA1_SAICN Uncharacterized protein Saitoella complicata - YT FETTIAAAQASFSVLLVLLY SRRYSLISEEGERNMSYLGVHVEFL A TQIGPQVSVS-KLIEYWPLVLGAPAFMAVSL-LLGWVGHKFFMPS----GWIMAAAVTFN VTSLPLLLLESLS-LPAGVSYILVNALVNNIMRFAFGPMLEKGEEEDOQERRNDDDRQPLLAS----SMN PLVGGLIAVCIPFFSAS---LNPSLTQSIDKLGGLYTALQMTFTL SKLQSKRGASFALTIY--LFAIRTFLTITI ALLTAL--YWT=--SDLMLNTFTILATITPVG P I TLAAVVEMSGAEGR-VARMLTWSYIVTPVSGP--AALALAK- - -
Eu_O_FA_AOA1U7LHY6_NEOID Putative transporter Neolecta irregularis - PVTELALPVFESVLQVVFTIATFA YLSARANLLNKDLQKNLGNLNLNLTFT C K I ASTLTFE-KLGGLWMILTFIFAFQSITFF-AVAKVSSRFHLSEAEEKTFAIACSVEFRQ SNSYPIALTITTLYSHDGILYLVIYSQLGMIVRWSYGFKYLASGRQES --------FRHWIKAVLETLMN PLWSMIIAFIVASVPI---LSSFVNRAIESGSNVAI I VVVL ANLPKSDIQSAWS - - - -SIMCRMLTIS LLCPVLARYLP--DPIFILVSFLLTIGS T TLSQICQINGVFEDVMSQVLWWSYGVFVIPSS--TLLGMETTIRW
Eu_O_FA_AOA7C8VKK1_ORBOL Protein M3, variant 5 Orbilia oligospora - SFSLDNVSEAGTVVSAAFTFTATF FVFGLIRFLTPVGGWKMGIIANNMWNNADLVIGITSTLSQFGNVGDYE-SVIMGVFAFLTLY-SMGIQMMRRDFDQD-------DTEAGMKEKKEN.VDELIE.Q--EPQTSGNILEEKQLSRTIGTIAL---------AKSLDVNRIVR--VVVTI LLSALVIAVVPQLF--VPTVKMPPLDFIASYGGQLSPMG A ML AALRITKMSTIAAS-----TCFLKLTIVG I LI IWL-TQLM-----MQLVIAITGAM S TSQVYITTLYAPDPEVSQLMLLAQYALIALTL®P--IVTSYTLL- -
Eu_O_FA_AOA1D8NPZ7_YARLL Uncharacterized protein Yarrowia lipolytica - SFRATGLASVESSVSVIAILGETF Y YCRTKNTIVTDSGEAFVSKLSTHTIFIL C LI TEMGPHMTIQ----YWPLLLAPMLVLMLTYF-----1TGKLLGFPKYS=----1TTAGVMEFN TTSLPLLMLKALLDEGS-LAYVLLVSIVHTIARFSLGPIIMS------QKEEKFGNVEHTISK- - - NAAVIGGLTIAIFIGIIKWP--MKASLTQAVTDLGELYPALRQ FV L AKLTPSVPVKMV-----FICTRTFTILYV I1 I 1SSV -LVWT-=--RPILDFILMMTZPAG P TLAAYV E-LGGEDELASIMLLWSYAITPFIAPS--TVAQVVKSGTEY
Eu_O_M_AO0A1X7VA61_AMPQE Uncharacterized protein Amphimedon queenslandica - KLLAMAVSFFSAIAQST FAUVI Y LFGRFKLTIDPREARSTITTLVGKTLAL A L RNLAIL-DLS--QVSWAFLGSILTAKFIVFV-LVVG-LSLIKIGRSS--GLYGIF FATAQS D FAL L.IVEALYSKDDFNFSSYLYLISLAIINPIGFFML------KQSTRSRLTCKRFF--YLL IMFMTLL.LVVNVIIS GWLDSFLTLVGGAYAPTCA LFMVGKLGGIFVSTLS --LTITAKSTITIIL LI YVTVDLFVDS--DSSIASFGTFLYCTFTF T PTVFIY SQYSTVVPIIASSIVFGTLVSAPLMY --VTVRW- - - - -
Eu_O_M_AOAOC2NEA1_THEKT Putative transporter YfdV Thelohanellus kitauei -MTNNSTILLTILGATILPVIVTVLL I SGKRKDFAWEQAGAINKLVMLYA AL L S I SNMVMT-PRS-IVMNMGPVAAAIIVALTIVSF-LIPLLVARYTILSLS--TLQALAIGSPAVEPTFI TSVLAFLF--G-TVLITVSSITQNVFQLPLVMILMS--SYAS----GDKSFISSVI--NAI VVWSPVLAL LVIMDI - ETVAMSLGLLGKATGGTLA F S A I VLRSVVITLPTII---TVIARNTITIWV GLCYFA-LVGLS---GFSIKEVVLTMAI v I AT 11 MQYKTGEQEMASTMALSIIASILTMGS--GFTILL--- - -
Eu_O_MP_AOAOASXGVO_LYGHE Uncharacterized protein Lygus hesperus - - - - - -LEKLYSALTITETCEGVI Y I AGRVGLIKEQQTQGLATFVGTTFSL C I I SLATL-DLS--SVNWYTFLLSVFISKAIVFA-FVLLS--TITLVPDPGKSGLYAIFCTAQS D FATI STVY.N--HDFVSYLYLVNLVMLNPIGFTLM--SKNN--------STSVIT--SIATN I VFMTAL I AGNFTIFE - - Y, DALEALLKVYFGSAFTASA F L L LRMVGSVRGLMVPICS--LIAVKETLVL LVREVSSLVQV --PNAFSTYGFLYGTI S PGV F VY TNYGLEVKLIATAMVACTFVSAPLMEFS--T1TSAKMV - - - -
Eu_O_MP_AOA1B6CSN7_SHEMI DEP domain-containing protein Clastoptera arizonana - - - -TTLDNLYPALLQCEFAVI YLAGKWKTIVTQDQCTGLNTFVGTTFCL S I MSLALLS -DLS--SVNWYTFLVSVLIAKAIVFV-SV--MAITLIPSPGRSGLFAIFCTAQS D FATI F I VAAI YQK--HEYTISYIYLVNLVILNPFAFVLMHKQLLPS---GTTKMIKSILQS--SIATN VVFMTLF MLANTIVCT - - L I VVSEILNVFGSAFIGTA F L L LRMVDKVGGLLVPGTIS--LIAVKLTIAL LI REVVNLVGS--SQEMSTYGFLYGTTF S PGV F VY TRYALDIDLTIASSMVACTIVSAPLMFS--ASAKM- - - - -
Eu_O_MP_T1HD39_RHOPR Uncharacterized protein Rhodnius prolixus - - - - - - - - -LYPALTIECFGUVI YVAGRLGVVSEQQTSGLATFVGTTFSL S I LSLSTL-DLS---1CWYFLLSIFISKALVFLS-----LITLLVTRPGKSGLYAIFCTAQS D FATI Y I VMSVY T--HPFVSYLYLVSLVMLNPIGFVLMGRRKGKS --------1LQLLLSTMTSTIAN VVLMTAL FHHH - - VALSAILNAFGSAFTATA F L L LRMVGNVRGLVPATIS---LIAVKETLVL LI I LKV-------NTAMSTYGFLYGTTF S PGV F VY TSYALDVDLIASAMVACTFISAPLMEFS--1TSAKMV - - - -
Eu_O_MP_AOA087TMM1_STEMI Integral membrane protein GPR155 Stegodyphus mimosarum - - - - - - - -RLLPTLFECFATIVEFSC FLAGRCNLTITTSDIKGLNDFTTYTFTL P I LNLVTI-NFQ--HVNWLFVLGILLGKTITIVFI-LVATVTAVPNLSYA--GLYGIFCTAQG DFGLAY I VASLY S --RLYAGYMYLTSLLFLNPMGIMLM--QRNADDYDPKGRMRTVSW- - NI I VFVTLL VFGNFLTFG- - L SVLFGILQILSSAFSATCYV F L L FSVAGQTKIKTLLTIPSV - -LLIAKMLVS LI RSCVSMLCA--GPDLADYGFLYGMYV TGPIVMLF VEYGLRTEMIASTMVLCTGLFG - - - - = = = = = = - - - - - -
Eu_O_MP_AOA1VIOXFWS_S9ACAR Integral membrane protein GPR155-like Tropilaelaps mercedesae - - KAGTLGEVYEKLLQCFATIVTFTF YVSGRSRLVPQSETRGLQKAVSYTFTFL G I RSLATIDLYT=---VNYKFLASIFIGKLLTIFL-STALLTWLLKNRVGS---LFAIFCTAQS D F AL Y SYLYEDS --PEFCNYLYLIQLVILNPIGFALMS--EYGRDNARPGSRFRKTLTIS--GI I MTVA - FVFE - - L DTIVQPLGAATFTACA F L L QNMFKTLLL=---- - - - -LVCVKVLAYV I VREVISHIGAS--LEAYTDFGTFLYGML P PTVATITF AQFCLPGEAVSAGVVVGTFASAPLIFITAMMSRIG - - -
Eu_O_MP_T1K1F4_TETUR DEP domain-containing protein Tetranychus urticae - - GSDDALQMVSILFQCEFAAI YVSGRLSIISEDQQSKGITNFVSYTFSL A I I SLAKC-DLS--QIDWYFVASVFIAKVVIFV-----LVVVITLTGK-AGLYGMLVTAQS D FATI Y LSSLYAN--QHFADYLYVLQLLFINPCGLTFLLS--YKYRSIANSSASTIIIVLKS --NTLTN I VVMT VIWNFTFT - - Y, SMLNGLLQSFANATFSSTS F L L LNIVQESGNTIVVPCTS--LSAVKLTFUVL LVRLIARYLRG--TTTMTNFAFLYGUVI C PTAVTITF LIYNIGSWVTSYALIVSTVISAPLLFS--SSMIR- - - - -
Eu_O_MP_V5HRQ9_IXORI Putative integral to membrane Ixodes ricinus - - - -VVYDELLPVLVQCEFAI YSSGRFGLIGLAETRSLNVFVSYTFAL AV A KSLATTI-ALG--QVNWKFLAALALGKAAVFV -AVAAVTLLPSFGKAS--GLYAIAATAQS D FGL Y SHLF-DRTQTFSHYLYLIQLAFLNPIAFLMMSRSEDSS ----PSPITRRVLSS--TVI VVLAPAL LWNVATA - - L YVFQIIVDSLGDATFTIAST F L L LNMVGQLSKALTPVLS--LIAAKTITLVC LVRETIVNLTLSLS--NKDFGNFGFLYGMI M PSV FTITF TQYGLPTAAVSTAMVAGTFLSAPFIF--TSATM- - - - -
Eu_O_MP_AOAOR3UHZ4_9CEST Uncharacterized protein Mesocestoides corti - SDHTVFMALVPVLVQCFGLTI FVAGQFKLLTGAQVKGLGVYVTTTFAL Al F TVMVTI-DFS--DVDWNVVLAVSLGKLAIFLS-FS--MGIVLIGSIGLAGILAITFTSQS DVALAY VLRLL-----YDLASYIVYLAQLVILNPFAYFALS ------HRTQEKAAVHSVFRS--HUVI LFFMTATI VFFNFLLEK- - L SIVEGFFKDLGASFSATA FY L FSMVGKLSRVYTLVFS--1TLIGKVLTIS FIREIAVLLHQ--PNPKSSFAFLYAAA T PPV FLFSAKFGIIPEVVRVASALSVHACTAADTRSAS - - - - - - - -
Eu_O_MP_A0A158QHR3_RODNA Uncharacterized protein Rodentolepis nana - - KLELDNGMFQAMVQCEFGIL FVAGNLKLLTHSQAKGLGTIYVTSTFAL Al F TVMVSI-DFS---VDWYLVLSVSLGKAIAFFCVLIF---SLGKSVGAAGLMATITFVSQS DVALAY VLRLLYPDS ----LAHYIYLTQLVILNPFGYFALS --EWHRS---KEKLALSPKVLS--RFVSN LFFMTVL VVFNLTI- - L DMLHGFFNDLGASFNATA FY L FSMVGKLKRYTLVFS=---1TLTSKTITITLS FIREVTS---LQ--PNAKSNFAFLYAAA T PPV FLF SKFGVIPEVVKFTIGVPVLELSETF - - - - - - - - - - - - - -
Eu_O_MP_A0A4S2KZP5_OPIFE Uncharacterized protein Opisthorchis felineus - - - - - - - - - - - - - -1QCFGUVI Y LAGRYKTILSEAETIRGLNSYVTKTFAL AV F KGMVTVDLTG---MSWALVGAISLGKATVFFLAFATS--TLLGMAATI - ---LSMFVSAQSsS DVAL.Y VLKALY -----ELAIYVYLAQLTITILNPIAYLFLHQLKQQES-SIDADLTYRRVVWS--RVALN LFFMTVI FNFTI - - - LNTI TYVEGLLRTITIAESTFAATA F T L FGMVGKMGQVLVLVI--ITILMMKLVTIIL FIRELVVLLSP--DNRYSTFGFLYGAI T PPV YLF AQYHVLPVVIGVGLVLGTFLCAPMI - - - - - = - - - - - - -
Eu_O_MP_A0A819T7W9_9BILA Hypothetical protein Rotaria sordida - - - - - - - - - - - - - -1QCEFFTF Y I AGQLNLLTNAHATIGLSRYTISNTFAL ATl I KNLVDV-QFQ--SVSWQFLTSVFIGKTIIFF-LTMILTFVPNFASMS--GQYAIMATA QS D FP L I YKE--HDFGRYVYLIQLVILNPIGFFLTIS------KRLDDQRKHRNVFRS--NTISRN I VICTVL FNQTIFH - - EYIITPIAQSFTGTA FY L LTMVGKLNAVIIVFF--LSMMKSTIML LI RQIVFFLNDS --KNDYSNLGFLYGTA T PSVVFYVPETNLPLQAIASGLVVSTLLAGPTITILS --VSA- - - - - - -
Eu_O_MP_AO0A164RPM4_9CRUS Putative Integral membrane protein GPR155 Daphnia magna - - --LQFENLYPVLLQTFVVIVL YLSGRWGIIGQVESKGLNTFVGNTFAL C1I I TALAELS---DFSRVNWMFLTIAILISKAAVFVAVVIF-TLLPNFSKA--GLFAIFCTAQS D FAL I VAAVY N-SHEYAKYLYVISLVLLNPLGFLCMGERSSGS ----SLSSSNHVWKS --NMLFT I VAMTVM I AVNFL - - -CQI LKNLCGVLSSAFSATA F AL LRMVGKTQGFVVPGTIS--LIGVKTCLVM I VREVTLHLGM--NNDLSNLGTFLLGTTF S PGI LFY I QYNVAVDMIATAMVAGTFFSLPISV - -V - - - - - - - - -
Eu_O_MP_AO0A4235T96_PENVA DEP domain-containing protein Penaeus vannamei - - - - - - - -NLYPAVIECEFUVI YLAGRGNLTISQTESKGLNTFVGTTFSL S I MSMAQL-DFS--SVNWLTFLLSICISKATVFFS-LVILITLVPDFGKA--GLFAIFCTAQS D FAL I AALY K- -HEFASYLYLTISLVFLNPIGFIFM--GKRSQDGEEGSSCQMVMY - -1VVLN I VLMTAM I VGNFTIFK - - LEGILKVMGQATFSASA F L L LRMVGKVQGLVVPGTIS--LIATKTLTIL LVREVVSLLGA--SNDYSNYGFLYGTTF T PGV FVF SQYNVAVDLMASAMVACTFLSAPLMFS--VSAKMV - - - -
Eu_O_MP_AOA8B7PTL4_HYAAZ uncharacterized protein LOC108683695 Hyalella azteca - - - - -MTLALFYKLLAMVYAVYVG.L WAVGRLRWLQADPARVLANAATFTFTITFA A L RTTARI -DLG--ALPWHMLAAYTFIPVVAIMLAVWGWS--QRWRLPPAS---TRAITVSTFG SV QI L AAALTF EAGLGLHLTLVSLHALVLLSMLTLLY--EADLLERAREGSVWRILLRS--GTLR RN VVLPVLL MAWNVTGWP - EAMDEVLKLLGAAVVPLGC MSLAYLGLPRPLHHAVGLTLLKMLARQ LLVWLA-GRYL--SGLPLNVCVMMAAIL VGSNALTLF QRYRAQEAETTAAIVLSTLGLVAAVPS--LWLWVLETP- -
Eu_O_MD_AOA2G8KCZ4_STIJA Uncharacterized protein Stichopus japonicus - -MEFHPGISVPRFSRYTISHTFAL A L QKTATL-SFG--SVDWLFWTSILVAKGMMFTIS-----LVFGLTLVPGTAAIFSMFATAQS D FAL Y FAAIYQP--VYELLQYIVYLMSLILNPFGFVALS--EKSQIPDRSKKMVLHVIL--GMI MVMSVLL VVINLLAK- - Y, GPLEPVVSVLADSTFSATCA FY L SLSGKLHGLMPSTILS--LISAKLTFVL LLVLTVNVIGAS--SNIYTSYGFLYGTI TTPSVFIYTTQYGISQDIIASSLFLCTFLSGPLMEFS--VT- - - - - - - -
Eu_O_MD_AOA7M7P530_STRPU DEP domain-containing protein Strongylocentrotus purpuratus - - - - - - - - - - - - - -VQCFTI I AGRTRIVCPSQAKGLGHYVSYTFAL A ML KSMVEL-DFS--EVNWLFFSSVLIAKAIVFT-AVYTIS-----GTLLGKAGLYSMFATAQS D FAL Y I VQALYST--NEMMQYTIYTTINLVLFLNPWGFSLQ--KMSRNERRSKLVVWSVFKS--GLVTN FTTVEF FNFALR R - - L LDDILTSLANSTFGATA F L L VSMVGKVKGLVTPALS--LIASKTLLVL LLNQLVYALGS--NTSYASFGFLYGSL T PTVFLY THYQQSIDMIAPTMVYCTFVSAPFMF--TTAMVMIPMA
Eu_O_MD_AOA8B7ZE63_ACAPL integral membrane protein GPR155-like Acanthaster planci - PTSNAFNDLYPATILETCTFGI YVAGRTKVISPANSKGLGNYVTYFAL A v KSMVEM-DFS--KVNWLFWCSIFISKAVVFV-MVYF---AALIGKAS--GIFAIFSSAQSsS D FAL Y NSMY -KVRHDFVSYLYLTISLAILNPIGFLSMQRNRQA-TRRRSRAMIGAVKS--GLVTN I MV VL I VGNFAFQ - - M TVITDFLSVLADSTFSATA F F L I GMVGKMKSFLAPMLS--LIGCKLTIMM LVRQVYVY -LFLG--DNSFSSYGFLYGTI T PSVYMFTF TLFGQSEDVIASSMVLCTFASAPMM - - - - - - - - - - - - -
Eu_O_MD_AOA6P5A381_BRABE integral membrane protein GPR155-like Branchiostoma belcheri - - - - - - - - - - - - - - 1QCFAI YLFGRLGIITTSTAKGLESYTISYLAL A L QAMCTL ---KFEVVNWWFLLAIAIAKSSVFLLVAVFS--TLLNFGKAS--GLFAIFATAQS D FAL Y IVKAIY.A-SRELLSYIYLISVAILNPLGFTLMKNIDST-EARSRRSVLQVIK--GVI FMMMI I AANFA - - - FTV PVLSGILNVLGESTFSATA FY L LSMVGKISRFIVPATI - -LVAVKTLTLIL FVRELVVGLGNS--DNEFRDYGFLYGTFTF v PSV FTITF ANYGLATEVVGPGLVVCTFLSAPVMEF - -M~- - - - - - - - -
Eu_O_MD_AOA0931ZG7_DRYPU Integral membrane protein GPR155 Dryobates pubescens - - -SMSISRLFPALLTETCEFGI Y I AGRANTITITSTQAKGLGNTFVSRFAL A L KNMVVL---KFSNVNWSFLYSILVAKAAVFF-LVVL--TLVARPENRTFGLTFPIFATAQS D FAL Y I VEALY - -TPLQYIVYLVAPISLMMLNPLGFIFES--IQRDS--------NRTALLS--RVLAQN I VFMVF I ASNFTI - - EYLENTFLDGLGSSFSGSA FY L LTMVGQTKMFVL-----LITAKLTLMM FLCREMS-VLVS-----LSNYAFLYGVETF A PGV ATITF SQFNMEVGIITSGMVISTFVSAPIMYVSAWLLTTIPSMD
Eu_O_MD_AO0A4X2LUT3_VOMUR G protein-coupled receptor 155 Vombatus ursinus -PPSMSITSLFPALLECFGTII I AGRAHTIITSTQAKGLGNTFVSHTFAL A L KNMVIL-NFS--NVNWSFLYSILIAKATVFF-IVVL-TLPSRFSKAS--GLFPIFATAQS D FAL Y I VEALYQTTYLEYIVYLVAPISLMMLNPIGFTIFTIS ------KNRDTSQNKKTIVGLS--GLVAQN I VFMVF I AFNLTILK - - Y, VYLEKFLDGLGSSTFSGSA FY L LTMVGQIKKTFTITILS----LVTAKLTLVM LLCREMS-VLLKS----SLTNYAFLYGVTF v PGV ATITF TQFNMEVEIVTSGMVISTFVSAPIMY - -VSAWLLTTIPS
Eu_O_MD_AOA7N4V5U0_SARHA G protein-coupled receptor 155 Sarcophilus harrisii -PPSMSITSLFPALLETCEFGI YVAGRAHTIITSTQAKGLGNTFVSHTFAL A L KNMVIL-NFS--NVNWSFLYSILVAKAAIFF-IVCVVARPSRFSKAS--GLFPIFATAQS D FAL Y I VEALYP---LEYIYLVAPISLMMLNPIGFTIFTI--QENRDTSQNKS --VKIVGLS--GLVAQN I VFMVF I AFNLTI - K Y, VYMEKFLDGLGSSFSGSA FY L LTMGQIKKVIILS-----LITAKLTLVM LLCREMS-VKSLS------SNVYAFLYGVTF Y, PGV ATITF TQFNMEVES-----TIWSLAVLLL- - - - - - = = - - - - - - -
Eu_O_MD_AOAOF7zZ5z4_MICFL Integral membrane protein GPR155 Micrurus fulvius - -PSMSISKLFPALLQCFGTITI I AGRVNTITITSTQAKGLGNTFVSRTFAL A L KNMVLL-NFS--NVNWSFLYSILIAKASVFF-LVALS--TLVVTPEKRFGLFPIFATAQS D FAL Y I VEALYTP--LQYIYLVAPISLMMLNPLGFIFES------QKDNQNMKTIVGLGLS----VAQN I VFMVF I ASNY I - - LYLENTFLDSLANSTFSGSA FY L LTMVGQIKTFVL-----LITAKLTLTLHM LLCREMS-VLLS-----LSNYAFLYGTITF T PGV ATITF TQFNMETIEVITSGMVISTFVSAPIMYVSAWLLTTIPSM-
Eu_O_MD_AO0A670HKR2_PODMU Uncharacterized protein Podarcis muralis - - - -MSISKLFPALLQCEFGI Y I AGRVNTIITSTQAKGLGNTFVSCFAL A L KNMVVL-NFS--NVNWSFLYSILVAKASVFFS-LVILS--TLIATPERRFGLFPIFATAQS D FAL Y I VEALYTP--LQYIYLVAPISLMMLNPLGFIFES-------1TQRDNQSIKIVGLS--GLVAQN I VFMVF I GSNFTI - - EYLENTFFDGLGSSFSGSA FY L LTMVGQIKTFVL-----LITAKLTLTLHM LLCREMS-VLLS-----LSNYAFLYGVTF S PGV ATITF TQFNMEVETIITSGMVISTFVSAPIMYVSAWLPSMDZP - -
Eu_O_MD_AOA8DOG9]7_SPHPU G protein-coupled receptor 155 Sphenodon punctatus - -PSMSISSLFPALLQCFGTITI I AGRANTITITSTQAKGLGSFVSRTFAL A L KNMVVL---NFSNVNWSFLYSILVAKASVFF-LVCTLTLLVASPERRFGLTFPIFATAQS D FAL Y I VEALY -QTYLQYIVYLVAPISLMMLNPIGFIFCNRS ----- - - - - - -1KIVGLS--GLVAQN I VFMVF I VANFTI - - Y, EYLENTFLDGLASSTFSGSA FY L LTMVGQIKKLS=---- - - -TKVLNFYLVEL - - -L-------DQSLSNYAFLYGVTF A PGV ATITF TQFNMEVEIITSGMVISTFVSAPIMYVSAWLLTTIPSMD
Eu_O_MD_AOA087WXK4_HUMAN Integral membrane protein GPR155 Homo sapiens - - -SMSITRLFPALLECFGIUVLSC Y I AGRANVITSTQAKGLGNTFVSRFAL A L KNMVVL-NFS--NVDWSFLYSILIAKASVFFS-IVVL-TLPSRFSKAS--GLFPIFATAQS D FAL Y I VEALYQTTYLQYIVYLVAPISLMMLNPIGFTIFTIS------KTQNASQNKKTIVGLS--GLVAQN I VFMVF I AFNFTILK - - Y, VYVENFLDGLGNSTFSGSA FY L LTMVGKTIKKFLTILS -=---LITAKLTLVL LLCREMS-VLLKS----SLSNYAFLYGVTF Y, PGV ATITF TQFNMEVETIITSGMVISTFVSAPIMY - -VSAWLLTTFPT
Eu_O_MD_AOA3P8ZCI6_ESOLU Integral membrane protein GPR155 Esox lucius - - - ---1DKLFPALLECFGTII I AGRTDIITSTQAKGLGNTFVSKTFAL A L KNMVLL-DFN--NVIWSFLWSVLVAKVSVFV-LVALS-=--TLPGRYSKAGLYSTIFATAQS D FAL Y I VDALYRNTHLQYTIVYLVAPISLMLLNPIGFAFVY--QRNPERQQGKHTIVGVVLLS--QVLSKN I VFMVVYV LAFHFS-GLR - AAI GEFVDGLANSTFGGAA FY L LTMVGQVGRGLTILS -=---LITAKLTLVM I CRDM-VLLS----SMSNYAFLYGVEF T PSVATIY SQYSMELEVVTSGMVISTFLSAPILYVSAWLLTTIPLM-
Eu_O_MD_AOA3PSALM8_ESOLU G protein-coupled receptor 155 Esox lucius - - - - -PIDKLFPALLIKTCTFGI YVAGRANTITITSTQAKGLGNTFVSKTFAL A L KNMVLL-DFN--NVIWPFLWSILIAKGSVFTIS -IVV-TTLPTRFSKTS--GLFAIFATAQS D FAL Y I VEALYN-H-LQYIVYLVAPVSLMILNPIGFVFI--QRQKRQQSKS---HVVVLTS--QVLMN I VFMVVI I TFHFTI-LN - VFMEQFVDGLANSTFGGAA FY L LSMGQLGKVLILS-----LITAQLLVM I CREM-VLLS----SLSNYAFLYGVETF T PSVATIY AHYNMETIEVITSGMVISTFLSAPIMY --VSAWLLT- - -
Eu_O_MD_AOA1U8BDAAO_ALLSI integral membrane protein GPR155 isoform X1 Alligator sinensis - - -SMSISRLFPALLQCEFGTITI I AGRANTITITSTOQAKGLGNTFVSRTFAL A L KNMVIL---NFSNVNWSFLYSILVAKASIFFS-LVILS--TLVASPESRFGLFPIFATAQS D FAL Y I VEALY - -TPLQYIYLVAPISLMILNPVGFIFES--IQRQ-----=--=-NRSALLS--RVLAQN I VF MVF I ASNFTI - - VYLENTFLDGLASSTFSGSA FY L L TMVGQIKMFTILS-----LITAKLLMM FLCREMS-VLLS-----LSNYAFLYGTITF A PGV ATITF SQFNMEVEIITSGMVISTFVSAPIMYVSAWLTLTTIPSMD
Eu_O_MD_AOA7M4F5Q8_CROPO G protein-coupled receptor 155 Crocodylus porosus - - --MSISRLFPALLQCTFGI Y I AGRANTITITSTQAKGLGNTFVSRFAL A L KNMVVL-NFS--NVNWSFLYSILVAKASVFF------LVILTLSRFS--GLFPIFATAQS D FAL Y I VEALY - -TPLQYITIVYLVAPISLMILNPVGFIFEIQRENRS----SITKIVGLALLS--RVLAQN I VFMVF I ASNFTI - - EYLENTFLDGLASSTFSGSA FY L LTMVGQIKMFTILS-----LITAKLTLMM FLCREMS-VLLS=-----LSNYAFLYGTITF A PGV ATITF SQFNMEVETIITSGMVISTFVSAPIMYVSAWLLT- - - - -
Eu_O_MD_A0A444U6R5_ACIRT Integral membrane protein GPR155 Acipenser ruthenus - - - - -GRNESR - - - - - - - - - - - - A L KNMVLLDFAHVVWSFLWSILIAKVAVFIIVC-----VLTLLVASRFS--GLYSIFATAQS D FAL Y I VEALY -KTYLQYIVYLVAPVSLMILNPIGFVFC--EIQKS=--------WKQVLLS--QVLSKN I VFMVI L GQK - - AVMEQFLDGLANSTFGGSA FY L LTMVGQLRTFVALTIS---LLTAKLTLVM I CREMS--LLV--RTSLSNYAFLYGVEF T PSVATIY SQYNMELEVVTSGMVIGTFVSAPIMYASAWL - - - - - - -
Eu_O_MD_A0A4015920_CHIPU DEP domain-containing protein Chiloscyllium punctatum - - - - - - -DRLFPALLETCTFGI YVAGRVNTIITSTQAKGLGSFVSKTFAL G L KNMVVLNFVHS---VNWNFLWSVLVAKVTVFTIS-IVTLS---TLPNRFGKAGLTFPIFATAQS D F AL Y I VEALYRDTYLQYIYLVAPISLMLLNPIGTFTITFI--QKNMNTEQSKKTVALVLLS--QVFIKN I VFMVIV CGNFTIFK - - I GEFLDGLASSTFSGSA F Y L LTMVGQIKKFTITITULS----1LT1TAKLTLVWVL SREM-VLLNS----SLSNYAFFYGTITF T PSVATIY SQYNMEI EIVTPGMVINTFVSAPIMY - -VSAWLTLTTITPS
Eu_O_MD_AO0A4W3IG99_CALMI DEP domain-containing protein Callorhinchus milii - - -----DRLFPALLECFGTITI Y FAGRINTITITSTQAKGLGNTFVSTTFAL A L KNMVVL-DFT--HVNWNTFLLSILVAKVAVFIS -IVILS----LPNRFSKAGLTFPIFATAQS D FAL Y I VEALYTY --LQYIYLVAPVSLMLLNPIGFTIFTI--QKNTTHQQSKIKTIGLVLTFS--QVFSKN I VFMV IV CGNFTI - LK - VFMGEFLDGLSSSFSGSA FY L LTMVGQIKKFTITILS----9LI1ITAKLTLVL I SREM-VLLNS----SLSNYAFLYGVETF T PSVATITF SQYNMEMETIVTPGMVINTFVSAPIMYMSAWLTLTTIPSM -
Eu_O_MD_AOA091HMDO_CALAN Integral membrane protein GPR155 Calypte anna - - -SMSISRLFPALLTETCEFGI Y I AGRANTIITSTQARGLGNTFVSRFAL A L KNMVVL-NFS--NVNWSFLYSILVAKAAVFF-LVVL--TLVASPENRTFGLTFPIFATAQS D FAL Y I VEALY - -TPLQYIVYLVAPISLMMLNPLGFIFES--IQRDS--------NRTALLS--RVLAQN I VFMVF I ASNFTI - - EYLESFLDGLGSSTFSGSA FY L LTMVGQTKMFVL-----LITAKLTLMM FLCREMS-VLIS-----LSNYAFLYGVETF A PGV ATITF SQFNMEVGIITSGMVISTFVSAPIMYVSAWLLTTIPS - -
Eu_O_MD_AOA1L8EP87_XENLA Uncharacterized protein Xenopus laevis - - -SMSINRLFPALLECFGITIMC I AGRANVISATQAKGLGNYVSRTFAL A L KNMVVL---DFSNVNWSFLYSILIAKASVFI-VVVL-TLPSRFSKAS--GLFPIFATAQS D FAL Y I VEALYQTTYLQYIVYLVAPVSLMMLNPLGFVLIQKNPNAS--------HSKKTILGLALVAQN I VFMVF I AFNFV - - - LK YLENTFLDGLASSTFSGAA FY L LTMVGQTGKTFLLLS----LITAKLTLVL I CREL-VLLKS----SLTNYAFLYGVETF v PGV ATITF SQFNMELETIITPGMVISTFVSAPIMYVSAWLLTTIPSMD
Eu_O_MD_AOA1LSBEWG6_XENLA DEP domain-containing protein Xenopus laevis - - -SMSINRLFPALLECFGTITIMZC Y T AGRANVISATQAKGLGNYVSRTFAL A L KNMVVL-DFS--NVNWSFLYSILIAKASVFI-VVVL-TLPTRFSKAS--GLFPIFATAQS D F AL Y I VEALY - -TYLQYIYLVAPVSLMMLNPLGFVLIQKNPNAS---SQSKKTILGLALS----VAQN I VF MV F I AFNFV - - VY LENTFLDGLASSTFSGAA F Y L LTMVGQTGKFLLLS----1LTITAKLTLVWVL I CREL-VLLKS----SLANYAFLYGVETF Y PGV ATITF SQFNMELEIITPGMVISTFVSAPIMYVSAWLPSMD - - -



